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Related Applications 

This application claims priority to U.S. Patent Application No. 10/017,128, filed 
5 December 14, 2001 (pending), which claims priority to U.S. Provisional Application 
Serial No. 60/306,941 , filed on July 20, 2001 , to U.S. Provisional Application Serial No. 
60/315,572, filed on August 28, 2001, and to U.S. Provisional Application Serial No. 
60/327,488, filed on October 5, 2001 , the contents of which are incorporated herein in 
their entirety by reference. 

10 

Background of the Invention 

Cardiovascular disease is a major health risk throughout the industrialized world. 
Coronary artery disease (CAD), or atherosclerosis, involves the progressional narrowing 
of the arteries due to a build-up of atherosclerotic plaque. Myocardial infarction (MI), 

1 5 e.g., heart attack, results when the heart is damaged due to reduced blood flow to the 
heart caused by the build-up of plaque in the coronary arteries. 

Coronary artery disease, the most prevalent of cardiovascular diseases, is the 
principal cause of heart attack, stroke, and gangrene of the extremities, and thereby the 
principle cause of death in the United States. Coronary artery disease, or atherosclerosis, 

20 is a complex disease involving many cell types and molecular factors (described in, for 
example, Ross, 1993, Nature 362: 801-809). The process, in normal circumstances a 
protective response to insults to the endothelium and smooth muscle cells (SMCs) of the 
wall of the artery, consists of the formation of fibrofatty and fibrous lesions or plaques, 
preceded and accompanied by inflammation. The advanced lesions of atherosclerosis 

25 may occlude the artery concerned, and result from an excessive inflammatory- 

fibroproliferative response to numerous different forms of insult. Injury or dysfunction 
of the vascular endothelium is a common feature of may conditions that predispose a 
subject to accelerated development of atherosclerotic cardiovascular disease. For 
example, shear stresses are thought to be responsible for the frequent occurrence of 



WO 03/007801 



PCT/US02/23041 



-2- 

atherosclerotic plaques in regions of the circulatory system where turbulent blood flow 
occurs, such as branch points and irregular structures. 

The first observable event in the formation of an atherosclerotic plaque occurs 
when blood-borne monocytes adhere to the vascular endothelial layer and transmigrate 
5 through to the sub-endothelial space. Adjacent endothelial cells at the same time 

produce oxidized low density lipoprotein (LDL). These oxidized LDLs are then taken up 
in large amounts by the monocytes through scavenger receptors expressed on their 
surfaces. In contrast to the regulated pathway by which native LDL (nLDL) is taken up 
by nLDL specific receptors, the scavenger pathway of uptake is not regulated by the 
10 monocytes. 

These lipid-filled monocytes are called foam cells, and are the major constituent 
of the fatty streak. Interactions between foam cells and the endothelial and SMCs which 
surround them lead to a state of chronic local inflammation which can eventually lead to 
smooth muscle cell proliferation and migration, and the formation of a fibrous plaque. 

1 5 Such plaques occlude the blood vessel concerned and, thus, restrict the flow of 

blood, resulting in ischemia. Ischemia is a condition characterized by a lack of oxygen 
supply in tissues of organs due to inadequate perfusion. Such inadequate perfusion can 
have a number of natural causes, including atherosclerotic or restenotic lesions, anemia, 
or stroke. Many medical interventions, such as the interruption of the flow of blood 

20 during bypass surgery, for example, also lead to ischemia. In addition to sometimes 
being caused by diseased cardiovascular tissue, ischemia may sometimes affect 
cardiovascular tissue, such as in ischemic heart disease. Ischemia may occur in any 
organ, however, that is suffering a lack of oxygen supply. 

One of the most important risk factors for coronary artery disease is a familial 

25 history. Although family history subsumes both genetic and shared environmental 

factors, studies suggest that CAD has a very strong genetic component (Marenberg, et al 
(1994) NEJM330: 1041). Despite the importance of family history as a risk factor for 
CAD, it's incomplete genetic basis has not been elucidated. Therefore, the identification 
of genes which are involved in the development of CAD and MI would be beneficial. 
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The phospholipase C gamma 1 gene (PLCG1) hydrolyzes phosphatidylinositol 
4,5-bisphosphate to generate the second messengers, inositol 1,4,5-trisphosphate (IP3) 
and diacylglycerol (DAG). IP3 induces a transient increase in intracellular free Ca2+, 
5 while DAG directly activates protein kinase C. Upon stimulation of cells with growth 
factors, PLCG1 is activated upon their association with and phosphorylation by receptor 
and non-receptor tyrosine kinases as well as interaction with specialized adaptor 
molecules and, perhaps, other second messenger molecules (Kim, et al. (2000) Exp. Mol. 
Med. 30;32(3):101-9 and Carpenter, al (1999) Exp Cell Res 253(1): 15-24). It has 
10 been found that the specific binding of phosphatidic acid to PLCG1 is decreased in an 
experimental animal model of the failing heart (Tappia, et al. (2001) J. Mol. Cell 
33(3):431-40). 

Plasminogen activator inhibitor type 2 (PA1-2) is an important regulator of 
plasminogen activation which is involved in the regulation of vascular remodeling, 

1 5 maintenance of intervillous blood flow, and in the regulation of cell migration and 
proliferation (Irigoyen, et al. (1999) Cell Mol Life 56(1-2):104). PAI-2 has also been 
identified as playing a role in the inflammatory process (Kruithof, E. (1997) 
Hematologic 3:7-12). 

It would thus be beneficial to identify polymorphic regions within the PLCG1 

20 and PAI-2 genes which are associated with a vascular disease or disorder, such as 

coronary artery disease or myocardial infarction. It would further be desirable to provide 
prognostic, diagnostic, pharmacogenomic, and therapeutic methods utilizing the 
identified polymorphic regions. 

25 Summary of the Invention 

The present invention is based, at least in part, on the identification of 
polymorphic regions within the phospholipase C gamma 1 gene (PLCG1) and the 
plasminogen activator inhibitor type 2 gene (PAI-2), which are associated with specific 
diseases or disorders, including vascular diseases or disorders. In particular, single 
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nucleotide polymorphisms (SNPs) in these genes which are associated with premature 
coronary artery disease (CAD) (or coronary heart disease) and myocardial infarction 
(MI) have been identified. 

The present invention is based, also in part, on the discovery that a subject having 
5 two copies of the variant allele of the PLCG1 gene (TT) at residue 64001 of the reference 
sequence GI 1 1345540 and two copies of the reference allele of the PAI-2 gene (AA) at 
residue 170871 of the reference sequence GI 6705901, in combination, is at a decreased 
risk of developing a vascular disease such as CAD or MI compared to a subject having 
any other possible combination of alleles at these residues. Thus, the invention relates to 

10 polymorphic regions and in particular, SNPs identified as described herein, both singly 
and, preferably, in combination, as well as to the use of these SNPs, and others in these 
genes, particularly those nearby in linkage disequilibrium with these SNPs, both singly 
and, preferably, in combination, for predicting the risk of developing a vascular disease 
or disorder such as CAD and MI in a subject. 

15 The SNPs identified herein may further be used in the development of new 

treatments for vascular disease based upon comparison of the variant and normal 
versions of the gene or gene product {e.g., the reference sequence), and development of 
cell-culture based and animal models for research and treatment of vascular disease. The 
invention further relates to novel compounds and pharmaceutical compositions for use in 

20 the diagnosis and treatment of such disorders. In preferred embodiments, the vascular 
disease is CAD or MI. 

The polymorphisms of the invention may thus be used, both singly, or, 
preferably, in combination, in prognostic, diagnostic, and therapeutic methods. For 
example, the polymorphisms of the invention can be used to determine whether a subject 

25 is or is not at risk of developing a disease or disorder associated with a specific allelic 
variant of a PLCG1 or PAI-2 polymorphic region, e.g., a disease or disorder associated 
with aberrant PLCG1 or PAI-2 activity, e.g., a vascular disease or disorder such as CAD 
or MI. 
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The invention thus relates to isolated nucleic acid molecules and methods of 
using these molecules. The nucleic acid molecules of the invention include specific 
PLCG1 or PAI-2 allelic variants which differ from the reference PLCG1 or PAI-2 
sequences set forth in SEQ ID NO:l (GI 1 1345540) or SEQ ID NO:3 (GI 6705901), 

5 respectively, or a portion thereof. The preferred nucleic acid molecules of the invention 
comprise PLCG1 or PAI-2 polymorphic regions or portions thereof having the 
polymorphisms shown in Table 3 (corresponding to SEQ ID NOs:5 and SEQ ID NO:6), 
polymorphisms in linkage disequilibrium with the polymorphisms shown in Table 3, and 
combinations thereof. Nucleic acids of the invention can function as probes or primers, 

10 e.g., in methods for determining the allelic identity of a PLCG1 or PAI-2 polymorphic 
region in a nucleic acid of interest. 

The nucleic acids of the invention can also be used, singly, or, preferably, in 
combination, to determine whether a subject is or is not at risk of developing a disease 
v associated with a specific allelic variant of a PLCG1 or PAI-2 polymorphic region, e.g., a 

1 5 disease or disorder associated with aberrant PLCG1 or PAI-2 activity, e.g., a vascular 
disease or disorder such as CAD or ML The nucleic acids of the invention can further be 
used to prepare PLCG1 or PAI-2 polypeptides encoded by specific alleles, such as 
mutant (variant) alleles. Such polypeptides can be used in therapy. Polypeptides 
encoded by specific PLCG1 or PAI-2 alleles, such as variant PLCG1 or PAI-2 

20 polypeptides, can also be used as immunogens and selection agents for preparing, 
isolating or identifying antibodies that specifically bind PLCG1 or PAI-2 proteins 
encoded by these alleles. Accordingly, such antibodies can be used to detect variant 
PLCG1 or PAI-2 proteins. 

There are two preferred polymorphisms of the invention. One polymorphism 

25 found in the population screened is a change from a cytidine (C) to a thymidine (T) in the 
PLCG1 gene at residue 64001 of the reference sequence GI 1 1345540 or a change from a 
C to a T at residue 4363659 of the reference sequence GI 1 3653753 (polymorphism ID 
No. G329ul). This polymorphism results in a change from an isoleucine to a threonine 
in the amino acid sequence of PLCG1 (SEQ ID NO:2) at amino acid residue 813. A 
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second polymorphism is a change from a thymidine (T) to a cytidine (G) at residue 
170871 of the reference sequence GI 6705901 (polymorphism ID No. PAI2ul). This 
polymorphism results in a change from an asparagine to an aspartic acid in the amino 
acid sequence of PAI-2 (SEQ ID NO:4) at amino acid residue 120. 
5 The nucleic acid molecules of the invention can be double- or single-stranded. 

Accordingly, in one embodiment of the invention, a complement of the nucleotide 
sequence is provided wherein the polymorphism has been identified. For example, 
where there has been a single nucleotide change from a thymidine to a cytidine in a 
single strand, the complement of that strand will contain a change from an adenine to a 

10 guanine at the corresponding nucleotide residue. The invention further provides allele- 
specific oligonucleotides that hybridize to a gene comprising a polymorphism of the 
present invention or to its complement. 

The polymorphisms of the present invention, either singly, in combination with 
each other, or in combination with previously identified polymorphisms, are shown 

1 5 herein to be associated with specific disorders, e.g., vascular diseases or disorders. 

Examples of vascular diseases or disorders include, without limitation, atherosclerosis, 
coronary artery disease (CAD), myocardial infarction (MI), ischemia, stroke, peripheral 
vascular diseases, venous thromboembolism and pulmonary embolism. 

The invention further provides vectors comprising the nucleic acid molecules of 

20 the present invention; host cells transfected with said vectors whether prokaryotic or 
eukaryotic; and transgenic non-human animals which contain a heterologous form of a 
functional or non-functional PLCG1 or PAI-2 allele described herein. Such a transgenic 
animal can serve as an animal model for studying the effect of specific PLCG1 or PAI-2 
allelic variations, including mutations, as well as for use in drug screening and/or 

25 recombinant protein production. 

In another preferred embodiment, the method comprises determining the 
nucleotide content of at least a portion of a PLCG1 or PAI-2 gene, such as by sequence 
analysis. In yet another embodiment, determining the molecular structure of at least a 
portion of a PLCG1 or PAI-2 gene is carried out by single-stranded conformation 
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polymorphism (SSCP). In yet another embodiment, the method is an oligonucleotide 
ligation assay (OLA). Other methods within the scope of the invention for determining 
the molecular structure of at least a portion of a PLCG1 or PAI-2 gene include 
hybridization of allele-specific oligonucleotides, sequence specific amplification, primer 
5 specific extension, and denaturing high performance liquid chromatography (DHPLC). 
In at least some of the methods of the invention, the probe or primer is allele specific. 
Preferred probes or primers are single stranded nucleic acids, which optionally are 
labeled. 

The methods of the invention can be used for determining the identity of a 

10 nucleotide or amino acid residue within a polymorphic region of a human PLCG1 or 

PAI-2 gene present in a subject. For example, the methods of the invention can be useful 
for determining whether a subject is or is not at risk of developing a disease or condition 
associated with a specific allelic variant of a polymorphic region in the human PLCG1 or 
PAI-2 gene, e.g., a vascular disease or disorder. 

1 5 In one embodiment, the disease or condition is characterized by an aberrant 

PLCG1 or PAI-2 activity, such as aberrant PLCG1 or PAI-2 protein level, which can 
result from aberrant expression of a PLCG1 or PAI-2 gene. The disease or condition can 
be CAD, MI, or another vascular disease. Accordingly, the invention provides methods 
for predicting a subject's risk for developing a vascular disease associated with aberrant 

20 PLCG1 or PAI-2 activity. In a preferred embodiment, a subject having two copies of the 
variant allele of the PLCG1 gene (TT) at residue 64001 of the reference sequence GI 
1 1345540 and two copies of the reference allele of the PAI-2 gene (TT) at residue 
170871 of the reference sequence GI 6705901, in combination, is approximately 3-fold 
less likely to develop a vascular disease such as CAD or MI compared to a subject 

25 having any other possible combination of alleles at these residues (see Example 2). 

Additionally, the invention provides a method of identifying a subject who is or 
is not susceptible to a vascular disorder, which method comprises the steps of i) 
providing a nucleic acid sample from a subject; and ii) detecting in the nucleic acid 
sample the presence or absence of a PLCG1 or PAI-2 gene polymorphism, or both in 
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combination, that correlate with the vascular disorder with a P value less than or equal to 
0.05. 

The invention further provides forensic methods based on detection of 
polymorphisms within the PLCG1 or PAI-2 gene. 
5 The invention also provides probes and primers comprising oligonucleotides, 

which correspond to a region of nucleotide sequence which hybridizes to at least 6 
consecutive nucleotides of the sequence set forth as SEQ ID NOs:5 and 6 or to the 
complement of the sequences set forth as SEQ ID NOs:5 and 6, or naturally occurring 
mutants or variants thereof In preferred embodiments, the probe/primer further includes 

10 a label attached thereto, which is capable of being detected. 

A kit of the invention can be used, e.g., for determining whether a subject is or is 
not at risk of developing a disease associated with a specific allelic variant of a 
polymorphic region of a PLCG1 or PAI-2 gene, e.g., CAD or ML In a preferred 
embodiment, the invention provides a kit for determining whether a subject is or is not at 

1 5 risk of developing a vascular disease such as, for example, atherosclerosis, CAD, MI, 
ischemia, stroke, peripheral vascular diseases, venous thromboembolism and pulmonary 
embolism. The kit of the invention can also be used in selecting the appropriate clinical 
course of clinical treatment to a subject to treat a disease or condition, such as a disease 
or condition set forth above. Thus, determining the allelic variants of PLCG1 or PAI-2 

20 polymorphic regions of a subject can be useful in predicting how a subject will respond 
to a specific drug, e.g., a drug for treating a disease or disorder associated with aberrant 
PLCG1 or PAI-2, e.g., a vascular disease or disorder. , 

Other features and advantages of the invention will be apparent from the 
following detailed description and claims. 

25 
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Brief Description of the Figures 

Figure 1 depicts the nucleotide sequence corresponding to reference sequence GI 
1 1345540 (SEQ ID NO:l) for the PLCG gene. 

Figure 2 depicts the reference amino acid sequence for the PLCG1 protein (SEQ 
5 IDNO:2). 

Figure 3 depicts the nucleotide sequence corresponding to reference sequence GI 
6705901 (SEQ ID NO:3) for the PA1 -2 gene. 

Figure 4 depicts the reference amino acid sequence for the PAI-2 protein (SEQ 
IDNO:4). 

10 ' Figure 5 is a Table listing the demographic characteristics of cases and controls 

used in the identification of SNPs associated with vascular disease. 

Detailed Description of the Invention 

The present invention is based, in part, on the identification of polymorphic 
1 5 regions within the phospholipase C gamma 1 gene (PLCG1) and the plasminogen 
activator inhibitor type 2 gene (PAI-2). The polymorphic regions of the invention 
contain polymorphisms which correlate with specific diseases or conditions, including 
vascular diseases or disorders, including, but not limited to, atherosclerosis, coronary 
artery disease (CAD), myocardial infarction (MI), ischemia, stroke, peripheral vascular 
20 diseases, venous thromboembolism and pulmonary embolism. 

The polymorphisms of the present invention are single nucleotide polymorphisms 
(SNPs) at a specific nucleotide residue within the PLGC 1 gene and the PAI-2 gene. The 
PLGC1 gene and the PAI-2 gene have at least two alleles, referred to herein as the 
reference allele and the variant allele. The reference alleles (i.e., the consensus 
25 sequences) have been designated based on their frequency in a general United States 
Caucasian population sample. The reference allele is the more common of the two 
alleles; the variant allele is the more rare of the two alleles. Nucleotide sequences in 
GenBank may correspond to either allele and correspond to the nucleotide sequence of 
the nucleotide sequence which has been deposited in GenBank™ and given a specific 
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Accession Number (e.g., GI 1 1345540, the reference sequence for the PLCG1 gene or GI 
6705901, the reference sequence for the PAI-2 gene, corresponding to SEQ ID NO:l and 
SEQ ID NO:3, respectively). The reference sequence for the amino acid sequences of 
PLCG1 and PAI-2 proteins are set forth as SEQ ID NO:2 and SEQ ID NO:4, 
5 respectively. The variant allele differs from the reference allele by at least one 
nucleotide at the site(s) identified in Table 3 (see Example 1, below), and those in 
linkage disequilibrium therewith. The present invention thus relates to nucleotides 
comprising variant alleles of the PLCG1 reference sequence, variant alleles of the PAI-2 
reference sequence, and/or complements of the variant alleles to be used singly, or, 

1 0 preferably, in combination. 

The invention further relates to nucleotides comprising portions of the variant 
alleles and/or portions of complements of the variant alleles which comprise the site of 
the polymorphism and are at least 5 nucleotides or basepairs in length. Portions can be, 
for example, 5-10, 5-15, 10-20, 2-25, 10-30, 10-50 or 10-100 bases or basepairs long. 

1 5 For example, a portion of a variant allele which is 1 7 nucleotides or basepairs in length 
includes the polymorphism the nucleotide(s) which differ from the reference allele 
at that site) and twenty additional nucleotides or basepairs which flank the site in the 
variant allele. These additional nucleotides and basepairs can be on one or both sides of 
the polymorphism. Polymorphisms which are the subject of this invention are defined in 

20 Table 3 with respect to the reference sequences identified in Table 3 (GI 1 1345540 or GI 
6705901), and those polymorphisms in linkage disequilibrium with the polymorphisms 
of Table 3. For example, the invention relates to nucleotides comprising a portion of the 
PLCG1 gene having a nucleotide sequence of GI 1 1345540 (SEQ ID NO:l), or a portion 
thereof, comprising a polymorphism at a specific nucleotide residue (e.g., a thymidine at 

25 residue 64001, or the complement thereof) and nucleotides comprising a portion of the 
PAI-2 gene having a nucleotide sequence of GI 6705901 (SEQ ID NO:3), or a portion 
thereof, comprising a polymorphism at a specific nucleotide residue (e.g., a cytidine at 
residue 170871, or the complement thereof). 
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Specific reference nucleotide (SEQ ID NO:l) and amino acid (SEQ ID NO: 2) 
sequences for PLCG1 are shown in Figures l and 2, respectively. Specific reference 
nucleotide (SEQ ID NO: 3) and amino acid (SEQ ID NO: 4) sequences for PAI-2 are 
shown in Figures 3 and 4, respectively. It is understood that the invention is not limited 
5 by these exemplified reference sequences, as variants of these sequences which differ at 
locations other than the SNP sites identified herein can also be utilized. The skilled 
artisan can readily determine the SNP sites in these other reference sequences which 
correspond to the SNP sites identified herein by aligning the sequence of interest with 
the reference sequences specifically disclosed herein. Programs for performing such 

10 alignments are commercially available. For example, the ALIGN program in the GCG 
software package can be used, utilizing a PAM120 weight residue table, a gap length 
penalty of 12 and a gap penalty of 4, for example. 

The polymorphic region of the present invention is associated with specific 
diseases or disorders and has been identified in the human PLCG1 and PAI-2 genes by 

1 5 analyzing the DNA of cell lines derived from an ethnically diverse population by 
methods described in Cargill, et al (1999) Nature Genetics 22:231-238. 

Cases which were used to identify associations between vascular disease and 
SNPs were comprised of 352 U.S. Caucasian subjects with premature coronary artery 
disease were identified in 1 5 participating medical centers, fulfilling the criteria of either 

20 myocardial infarction, surgical or percutaneous revascularization, or a significant 

coronary artery lesion diagnosed before age 45 in men or age 50 in women and having a 
living sibling who met the same criteria. These cases were compared with a random 
sample of 41 8 Caucasian controls drawn from the general U.S. population in Atlanta, 
Georgia. It was determined that a subject having two copies of the variant allele of the 

25 PLCG1 gene (TT) at residue 64001 of the reference sequence GI 1 1 345540 and two 
copies of the reference allele of the PAI-2 gene (TT) at residue 170871 of the reference 
sequence GI 6705901, or the complements thereof, in combination, is approximately 3- 
fold less likely to develop a vascular disease such as CAD or MI compared to a subject 
having any other possible combination of alleles at these residues. 
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The allelic variants of the present invention were identified by performing 
denaturing high performance liquid chromatography (DHPLC) analysis, variant detector 
arrays (Affymetrix™), the polymerase chain reaction (PCR), and/or single stranded 
conformation polymorphism (SSCP) analysis of genomic DNA from independent 

5 individuals as described in the Examples, using PCR primers complementary to intronic 
sequences surrounding each of the exons, 3* UTR, and 5' upstream regulatory element 
sequences of the PLCG1 and PAI-2 genes. 

The presence of at least one polymorphism in the human PLCG1 gene and one 
polymorphism in the PAI-2 gene in the population studied were identified. Both of the 

10 variants are characterized as single nucleotide polymorphisms (SNPs). The preferred 
polymorphisms of the invention are listed in Table 3. 

Table 3 contains a "polymorphism ID No." in column 2, which is used herein to 
identify each individual variant. In Table 3, the nucleotide sequence flanking each 
polymorphism is provided in column 9, wherein the polymorphic residue(s), having the 

15 variant nucleotide, is indicated in lower-case letters. There are 8 nucleotides flanking the 
polymorphic nucleotide residue (Le., 8 nucleotides 5' of the polymorphism and 8 
nucleotides 3' of the polymorphism). Column 10 indicates the SEQ ID NO. that is used 
to identify each polymorphism. SEQ ID NOs:5 and 6 comprise sequences shown in 
column 9 with the variant nucleotide at the residue(s) shown by a lower-case letter. 

20 Each polymorphism is identified based on a change in the nucleotide sequence 

from a consensus sequence, or the "reference sequence." As used herein, the reference 
sequence of PLCG1 is the nucleotide sequence of SEQ ID NO:l which corresponds to 
GI 1 1345540 (see Figure 1) and the reference sequence of PAI-2 is the nucleotide 
sequence of SEQ ID NO:3 which corresponds to GI 6705901 (see Figure 3). 

25 To identify the location of each polymorphism in Table 3, a specific nucleotide 

residue in a reference sequence is listed for each polymorphism, where nucleotide 
residue number 1 is the first {Le., 5') nucleotide in GI 1 1345540 (the reference sequence 
for the PLCG1 gene, corresponding to SEQ ID NO:l), the first nucleotide in GI 6705901 
(the reference sequence for the PAI-2 gene, corresponding to SEQ ID NO:3). Column 8 
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lists the reference sequence and polymorphic residue for each polymorphism. 

Column 4 describes the type of variant for each SNP. Both of the SNPs of the 
instant invention result in a missense amino acid in the amino acid sequence of each 
protein. For example, as can be seen in Table 3, one polymorphism found in the 
5 population is a change from a cytidine to a thymidine in the PLCG1 gene at residue 
64001 of GI 1 1345540 (polymorphism ID No. G329ul) (SEQ ID NO:5), or the 
complement thereof, which results in a change from an isoleucine to a threonine in the 
amino acid sequence of PLCG1 (SEQ ID NO:2) at amino acid residue 813. The second 
polymorphism is a change from a thymidine to a cytidine in the PAI-2 gene at residue 

10 170871 of GI 6705901 (polymorphism ID No. PAI-2ul) (SEQ ID NO:6), or the 

complement thereof, which results in a change from an asparagine to aspartic acid in the 
amino acid sequence of PAI-2 (SEQ ID NO:4) at amino acid residue 120. 

The nucleic acid molecules of the invention can be double- or single-stranded. 
Accordingly, the invention further provides for the complementary nucleic acid strands 

1 5 comprising the polymorphisms listed in Table 3. 

The invention further provides allele-specific oligonucleotides that hybridize to a 
gene comprising a single nucleotide polymorphism or to the complement of the gene. 
Such oligonucleotides will hybridize to one polymorphic form of the nucleic acid 
molecules described herein but not to the other polymorphic form(s) of the sequence. 

20 Thus such oligonucleotides can be used to determine the presence or absence of 

particular alleles of the polymorphic sequences described herein. These oligonucleotides 
can be probes or primers. 

Not only does the present invention provide polymorphisms in linkage 
disequilibrium with the polymorphisms of Table 3, it also provides methods for revealing 

25 the existence of yet other polymorphic regions in the human PLCG1 or PAI-2 gene. For 
example, the polymorphism studies described herein can also be applied to populations in 
which other vascular diseases or disorders are prevalent. 
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Other aspects of the invention are described below or will be apparent to one of 
skill in the art in light of the present disclosure. 

Definitions 

5 For convenience, the meaning of certain terms and phrases employed in the 

specification, examples, and appended claims are provided below. 

The term "allele", which is used interchangeably herein with "allelic variant" 
refers to alternative forms of a gene or portions thereof. Alleles occupy the same locus 
or position on homologous chromosomes. When a subject has two identical alleles of a 

10 gene, the subject is said to be homozygous for the gene or allele. When a subject has two 
different alleles of a gene, the subject is said to be heterozygous for the gene or allele. 
Alleles of a specific gene, including the PLCG1 or PAI-2 genes, can differ from each 
other in a single nucleotide, or several nucleotides, and can include substitutions, 
deletions, and insertions of nucleotides. An allele of a gene can also be a form of a gene 

1 5 containing one or more mutations. 

The term "allelic variant of a polymorphic region of a PLCG1 or a PAI-2 gene" 
refers to an alternative form of the PLCG1 or PAI-2 gene having one of several possible 
nucleotide sequences found in that region of the gene in the population. 

"Biological activity" or "bioactivity" or "activity" or "biological function", which 

20 are used interchangeably, for the purposes herein when applied to PLCG1 or PAI-2, 
means an effector or antigenic function that is directly or indirectly performed by a 
PLCG1 or PAI-2 polypeptide (whether in its native or denatured conformation), or by a 
fragment thereof. Biological activities include modulation of the development of 
atherosclerotic plaque leading to vascular disease and other biological activities, whether 

25 presently known or inherent. A PLCG1 or PAI-2 bioactivity can be modulated by 

directly affecting a PLCG1 or PAI-2 protein effected by, for example, changing the level 
of effector or substrate level. Alternatively, a PLCG1 or PAI-2 bioactivity can be 
modulated by modulating the level of a PLCG1 or PAI-2 protein, such as by modulating 
expression of a PLCG1 or PAI-2 gene. Antigenic functions include possession of an 
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epitope or antigenic site that is capable of cross-reacting with antibodies that bind a 
native or denatured PLCG1 or PAI-2 polypeptide or fragment thereof. 

Biologically active PLCG1 or PAI-2 polypeptides include polypeptides having 
both an effector and antigenic function, or only one of such functions. PLCG1 or PAI-2 

5 polypeptides include antagonist polypeptides and native PLCG1 or PAI-2 polypeptides, 
provided that such antagonists include an epitope of a native PLCG1 or PAI-2 
polypeptide. An effector function of PLCG1 or PAI-2 polypeptide can be the ability to 
bind to a ligand of a PLCG1 or PAI-2 molecule. 

As used herein the term "bioactive fragment of a PLCG1 or PAI-2 protein" refers 

10 to a fragment of a full-length PLCG1 or PAI-2 protein, wherein the fragment specifically 
mimics or antagonizes the activity of a wild-type PLCG1 or PAI-2 protein. The 
bioactive fragment preferably is a fragment capable of binding to a second molecule, 
such as a ligand. 

The term "an aberrant activity" or "abnormal activity", as applied to an activity of 
15 a protein such as PLCG1 or PAI-2, refers to an activity which differs from the activity of 
the wild-type (i.e., normal or reference) protein or which differs from the activity of the 
protein in a healthy subject, e.g., a subject not afflicted with a disease associated with a 
PLCG1 or PAI-2 allelic variant. An activity of a protein can be aberrant because it is 
stronger than the activity of its wild-type counterpart. Alternatively, an activity of a 
20 protein can be aberrant because it is weaker or absent relative to the activity of its wild- 
type counterpart. An aberrant activity can also be a change in reactivity. For example an 
aberrant protein can interact with a different protein or ligand relative to its wild-type 
counterpart. A cell can also have aberrant PLCG1 or PAI-2 activity due to 
overexpression or underexpression of the PLCG1 or PAI-2 gene. Aberrant PLCG1 or 
25 PAI-2 activity can result from a mutation in the gene, which results, e.g., in lower or 
higher binding affinity of a ligand to the PLCG1 or PAI-2 protein encoded by the 
mutated gene. Aberrant PLCG1 or PAI-2 activity can also result from an abnormal 
PLCG1 or PAI-2 5' upstream regulatory element activity. 



WO 03/007801 



-16- 



PCT/US02/23041 



"Cells/ 1 "host cells" or "recombinant host cells" are terms used interchangeably 
herein. It is understood that such terms refer not only to the particular cell but to the 
progeny or derivatives of such a cell. Because certain modifications may occur in 
succeeding generations due to either mutation or environmental influences, such progeny 
5 may not, in fact, be identical to the parent cell, but are still included within the scope of 
the term as used herein. 

As used herein, the term "course of clinical therapy" refers to any chosen method 
to treat, prevent, or ameliorate a vascular disease, e.g., CAD or MI, symptoms thereof, or 
related diseases or disorders. Courses of clinical therapy include, but are not limited to, 

10 lifestyle changes {e.g., changes in diet or environment), administration of medication, 
use of surgical devices, such as, but not limited to, stents, angioplasty devices, used in, 
for example, percutaneous transluminal coronary balloon angioplasty (PTCA) or laser 
angioplasty, defibrillators, implantation of a stent, or other surgical intervention, such as, 
for example, coronary bypass grafting (CABG), or any combination thereof. 

1 5 As used herein, the term "gene" or "recombinant gene" refers to a nucleic acid 

molecule comprising an open reading frame and including at least one exon arid 
(optionally) an intron sequence. The term "intron" refers to a DNA sequence present in a 
given gene which is spliced out during mRNA maturation. 

As used herein, the term "genetic profile" refers to the information obtained from 

20 identification of the specific alleles of a subject, e.g., specific alleles within a 

polymorphic region of a particular gene or genes or proteins encoded by such genes. For 
example, a PLCG1 genetic profile refers to the specific alleles of a subject within the 
PLCG1 gene and a PAI-2 genetic profile refers to the specific alleles of a subject within 
the PAI-2 gene. For example, one can determine a subject's PLCG1 and/or PAI-2 

25 genetic profile by determining the identity of the nucleotide present at nucleotide 

position 1 1 345540 of SEQ ID NO: 1 and/or the nucleotide present at nucleotide position 
170871 of SEQ ID NO:3. One can also determine a subjects PLCG1 and/or PAI-2 
genetic profile by determining the identity of the amino acid present at amino acid 
residue 813 of SEQ ID NO:2 and/or amino acid 120 of SEQ ID NO:4. The genetic 
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profile of a particular disease can be ascertained through identification of the identity of 
allelic variants in one or more genes which are associated with the particular disease. 

"Homology" or "identity" or "similarity" refers to sequence similarity between 
two peptides or between two nucleic acid molecules. Homology can be determined by 
5 comparing a position in each sequence which may be aligned for purposes of 

comparison. When a position in the compared sequence is occupied by the same base or 
amino acid, then the molecules are homologous at that position. A degree of homology 
between sequences is a function of the number of matching or homologous positions 
shared by the sequences. An "unrelated" or "non-homologous" sequence shares less than 
10 40 % identity, though preferably less than 25 % identity, with one of the sequences of the 
present invention. 

To determine the percent identity of two amino acid sequences or of two nucleic 
acids, the sequences are aligned for optimal comparison purposes (e.g., gaps can be 
introduced in the sequence of a first amino acid or nucleic acid sequence for optimal 

15 alignment with a second amino or nucleic acid sequence). The amino acid residues or 
nucleotides at corresponding amino acid positions or nucleotide positions are then 
compared. When a position in the first sequence is occupied by the same amino acid 
residue or nucleotide as the corresponding position in the second sequence, then the 
molecules are identical at that position. The percent identity between the two sequences 

20 is a function of the number of identical positions shared by the sequences (i.e., % identity 
= number of identical positions/total number of positions (e.g., overlapping positions) 
xlOO). In one embodiment the two sequences are the same length. 

The determination of percent identity between two sequences can be 
accomplished using a mathematical algorithm. A preferred, non-limiting example of a 

25 mathematical algorithm utilized for the comparison of two sequences is the algorithm of 
Karlin and Altschul (1990) Proc. Natl Acad Sci. USA 87:2264-2268, modified as in 
Karlin and Altschul (1993) Proc. Natl. Acad Sci. USA 90:5873-5877. Such an algorithm 
is incorporated into the NBLAST and XBLAST programs of Altschul, et al (1990) J. 
Mol. Biol 215:403-410. BLAST nucleotide searches can be performed with the 
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NBLAST program, score = 100, wordlength = 12 to obtain nucleotide sequences 
homologous to a nucleic acid molecules of the invention. BLAST protein searches can 
be performed with the XBLAST program, score = 50, wordlength = 3 to obtain amino 
acid sequences homologous to a protein molecules of the invention. To obtain gapped 
5 alignments for comparison purposes, Gapped BLAST can be utilized as described in 
Altschul et al. (1997) Nucleic Acids Res. 25:3389-3402. Alternatively, PSI-Blast can be 
used to perform an iterated search which detects distant relationships between molecules. 
When utilizing BLAST, Gapped BLAST, and PSI-Blast programs, the default 
parameters of the respective programs (e.g., XBLAST and NBLAST) can be used. 

1 0 Another preferred, non-limiting example of a mathematical algorithm utilized for the 
comparison of sequences is the algorithm of Myers and Miller, (1988) CABIOS4 A 1-17. 
Such an algorithm is incorporated into the ALIGN program (version 2.0) which is part 
of the GCG sequence alignment software package. When utilizing the ALIGN program 
for comparing amino acid sequences, a PAM120 weight residue table, a gap length 

1 5 penalty of 12, and a gap penalty of 4 can be used. Yet another useful algorithm for 

identifying regions of local sequence similarity and alignment is the FASTA algorithm 
as described in Pearson and Lipman (1988) Proc. Natl Acad ScL USA 85:2444-2448. 
When using the FASTA algorithm for comparing nucleotide or amino acid sequences, a 
PAM120 weight residue table can, for example, be used with a £-tuple value of 2. 

20 The term "a homolog of a nucleic acid" refers to a nucleic acid having a 

nucleotide sequence having a certain degree of homology with the nucleotide sequence 
of the nucleic acid or complement thereof. For example, a homolog of a double stranded 
nucleic acid having SEQ ID NO:N is intended to include nucleic acids having a 
nucleotide sequence which has a certain degree of homology with SEQ ID NO:N or with 

25 the complement thereof. Preferred homologs of nucleic acids are capable of hybridizing 
to the nucleic acid or complement thereof. 

The term "hybridization probe" or "primer" as used herein is intended to include 
oligonucleotides which hybridize bind in a base-specific manner to a complementary 
strand of a target nucleic acid. Such probes include peptide nucleic acids, and described 
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in Nielsen et al, (1991) Science 254:1497-1500. Probes and primers can be any length 
suitable for specific hybridization to the target nucleic acid sequence. The most 
appropriate length of the probe and primer may vary depending on the hybridization 
method in which it is being used; for example, particular lengths may be more 
5 appropriate for use in microfabricated arrays, while other lengths may be more suitable 
for use in classical hybridization methods. Such optimizations are known to the skilled 
artisan. Suitable probes and primers can range form about 5 nucleotides to about 30 
nucleotides in length. For example, probes and primers can be 5, 6, 8, 10, 12, 14, 16, 18, 
20, 22, 24, 25, 26, 28 or 30 nucleotides in length. The probe or primer of the invention 

10 comprises a sequence that flanks and/or preferably overlaps, at least one polymorphic 
site occupied by any of the possible variant nucleotides. The nucleotide sequence of an 
overlapping probe or primer can correspond to the coding sequence of the allele or to the 
complement of the coding sequence of the allele. 

The term "vascular disease or disorder" as used herein refers to any disease or 

1 5 disorder effecting the vascular system, including the heart and blood vessels. A vascular 
disease or disorder includes any disease or disorder characterized by vascular 
dysfunction, including, for example, intravascular stenosis (narrowing) or occlusion 
(blockage), due to the development of atherosclerotic plaque and diseases and disorders 
resulting therefrom. Examples of vascular diseases and disorders include, without 

20 limitation, atherosclerosis, CAD, MI, ischemia, stroke, peripheral vascular diseases, 
venous thromboembolism and pulmonary embolism. 

The term "interact" as used herein is meant to include detectable interactions 
between molecules, such as can be detected using, for example, a binding or 
hybridization assay. The term interact is also meant to include "binding" interactions 

25 between molecules. Interactions may be, for example, protein-protein, protein-nucleic 
acid, protein-small molecule or small molecule-nucleic acid in nature. 
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The term "intronic sequence" or "intronic nucleotide sequence" refers to the 
nucleotide sequence of an intron or portion thereof . 

The term "isolated" as used herein with respect to nucleic acids, such as DNA or 
RNA, refers to molecules separated from other DNAs or RNAs, respectively, that are 

5 present in the natural source of the macromolecule. The term isolated as used herein also 
refers to a nucleic acid or peptide that is substantially free of cellular material, viral 
material, or culture medium when produced by recombinant DNA techniques, or 
chemical precursors or other chemicals when chemically synthesized. Moreover, an 
"isolated nucleic acid" is meant to include nucleic acid fragments which are not naturally 

10 occurring as fragments and would not be found in the natural state. The term "isolated" 
is also used herein to refer to polypeptides which are isolated from other cellular proteins 
and is meant to encompass both purified and recombinant polypeptides. 

The term "linkage" describes the tendency of genes, alleles, loci or genetic 
markers to be inherited together as a result of their location on the same chromosome. It 

1 5 can be measured by percent recombination between the two genes, alleles, loci, or 
genetic markers. The term "linkage disequilibrium" refers to a greater than random 
association between specific alleles at two marker loci within a particular population. In 
general, linkage disequilibrium decreases with an increase in physical distance. If 
linkage disequilibrium exists between two markers, then the genotypic information at 

20 one marker can be used to make probabilistic predictions about the genotype of the 
second marker. 

The term "locus" refers to a specific position in a chromosome. For example, a 
locus of a PLCG1 or PAI-2 gene refers to the chromosomal position of the PLCG1 or 
PAI-2 gene. 

25 The term "modulation" as used herein refers to both upregulation, (i.e., activation 

or stimulation), for example by agonizing; and downregulation (i.e. inhibition or 
suppression), for example by antagonizing of a bioactivity (e.g. expression of a gene). 
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The term "molecular structure" of a gene or a portion thereof refers to the 
structure as defined by the nucleotide content (including deletions, substitutions, 
additions of one or more nucleotides), the nucleotide sequence, the state of methylation, 
and/or any other modification of the gene or portion thereof 
5 The term "mutated gene" refers to an allelic form of a gene that differs from the 

predominant form in a population. A mutated gene is capable of altering the phenotype 
of a subject having the mutated gene relative to a subject having the predominant form of 
the gene. If a subject must be homozygous for this mutation to have an altered 
phenotype, the mutation is said to be recessive. If one copy of the mutated gene is 

1 0 sufficient to alter the phenotype of the subject, the mutation is said to be dominant. If a 
subject has one copy of the mutated gene and has a phenotype that is intermediate 
between that of a homozygous and that of a heterozygous subject (for that gene), the 
mutation is said to be co-dominant. 

As used herein, the term "nucleic acid" refers to polynucleotides such as 

1 5 deoxyribonucleic acid (DNA), and, where appropriate, ribonucleic acid (RNA). The 
term should also be understood to include, as equivalents, derivatives, variants and 
analogs of either RNA or DNA made from nucleotide analogs, and, as applicable to the 
embodiment being described, single (sense or antisense) and double-stranded 
polynucleotides. Deoxyribonucleotides include deoxyadenosine, deoxycytidine, 

20 deoxyguanosine, and deoxythymidine. For purposes of clarity, when referring herein to 
a nucleotide of a nucleic acid, which can be DNA or an RNA, the terms "adenine", 
"cytidine", "guanine", and thymidine" and/or "A", "C", "G", and "T", respectively, are 
used. It is understood that if the nucleic acid is RNA, a nucleotide having a uracil base is 
uridine. 

25 The term "nucleotide sequence complementary to the nucleotide sequence set 

forth in SEQ ID NO:N" refers to the nucleotide sequence of the complementary strand of 
a nucleic acid strand having SEQ ID NO:N. The term "complementary strand" is used 
herein interchangeably with the term "complement". The complement of a nucleic acid 
strand can be the complement of a coding strand or the complement of a non-coding 
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strand. When referring to double stranded nucleic acids, the complement of a nucleic 
acid having SEQ ID NO:N refers to the complementary strand of the strand having SEQ 
ID NO:N or to any nucleic acid having the nucleotide sequence of the complementary 
strand of SEQ ID NO:N. When referring to a single stranded nucleic acid having the 
5 nucleotide sequence SEQ ID NO:N, the complement of this nucleic acid is a nucleic acid 
having a nucleotide sequence which is complementary to that of SEQ ID NO:N. The 
nucleotide sequences and complementary sequences thereof are always given in the 5' to 
3' direction. The term "complement" and "reverse complement" are used 
interchangeably herein. 

10 A "non-human animal" of the invention can include mammals such as rodents, 

non-human primates, sheep, goats, horses, dogs, cows, chickens, amphibians, reptiles, 
etc. Preferred non-human animals are selected from the rodent family including rat and 
mouse, most preferably mouse, though transgenic amphibians, such as members of the 
Xenopus genus, and transgenic chickens can also provide important tools for 

1 5 understanding and identifying agents which can affect, for example, embryogenesis and 
tissue formation. The term "chimeric animal" is used herein to refer to animals in which 
an exogenous sequence is found, or in which an exogenous sequence is expressed in 
some but not all cells of the animal. The term "tissue-specific chimeric animal" indicates 
that an exogenous sequence is present and/or expressed or disrupted in some tissues, but 

20 not others. 

The term "oligonucleotide" is intended to include and single- or double stranded 
DNA or RNA. Oligonucleotides can be naturally occurring or synthetic, but are 
typically prepared by synthetic means. Preferred oligonucleotides of the invention 
include segments of PLCG1 or PAI-2 gene sequence or their complements, which 
25 include and/or flank any one of the polymorphic sites shown in Table 3. The segments 
can be between 5 and 250 bases, and, in specific embodiments, are between 5-10, 5-20, 
10-20, 10-50, 20-50 or 10-100 bases. For example, the segments can be 21 bases. The 
polymorphic site can occur within any position of the segment or a region next to the 
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segment. The segments can be from any of the allelic forms of PLCG1 or PAI-2 gene 
sequence shown in Table 3. 

The term "operably-linked" is intended to mean that the 5 ? upstream regulatory 
element is associated with a nucleic acid in such a manner as to facilitate transcription of 
5 the nucleic acid from the 5' upstream regulatory element. 

The term "polymorphism" refers to the coexistence of more than one form of a 
gene or portion thereof. A portion of a gene of which there are at least two different 
forms, i.e., two different nucleotide sequences, is referred to as a "polymorphic region of 
a gene." A polymorphic locus can be a single nucleotide, the identity of which differs in 
10 the other alleles. A polymorphic locus can also be more than one nucleotide long. The 
allelic form occurring most frequently in a selected population is often referred to as the 
reference and/or wildtype form. Other allelic forms are typically designated or 
alternative or variant alleles. Diploid organisms may be homozygous or heterozygous 
for allelic forms. A diallelic or biallelic polymorphism has two forms. A trialleleic 
1 5 polymorphism has three forms. 

A "polymorphic gene" refers to a gene having at least one polymorphic region. 
The term "primer" as used herein, refers to a single-stranded oligonucleotide 
which acts as a point of initiation of template-directed DNA synthesis under appropriate 
conditions (e.g., in the presence of four different nucleoside triphosphates and as agent 
20 for polymerization, such as DNA or RNA polymerase or reverse transcriptase) in an 
appropriate buffer and at a suitable temperature. The length of a primer may vary but 
typically ranges from 15 to 30 nucleotides. A primer need not match the exact sequence 
of a template, but must be sufficiently complementary to hybridize with the template. 
The term "primer pair" refers to a set of primers including an upstream primer 
25 that hybridizes with the 3' end of the complement of the DNA sequence to be amplified 
and a downstream primer that hybridizes with the 3' end of the sequence to be amplified. 

The terms "protein", "polypeptide" and "peptide" are used interchangeably herein 
when referring to a gene product. 
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The term "recombinant protein" refers to a polypeptide which is produced by 
recombinant DNA techniques, wherein generally, DNA encoding the polypeptide is 
inserted into a suitable expression vector which is in turn used to transform a host cell to 
produce the heterologous protein. 
5 A "regulatory element", also termed herein "regulatory sequence" is intended to 

include elements which are capable of modulating transcription from a 5' upstream 
regulatory sequence, including, but not limited to a basic promoter, and include elements 
such as enhancers and silencers. The term "enhancer", also referred to herein as 
"enhancer element", is intended to include regulatory elements capable of increasing, 

10 stimulating, or enhancing transcription from a 5' upstream regulatory element, including 
a basic promoter. The term "silencer", also referred to herein as "silencer element" is 
intended to include regulatory elements capable of decreasing, inhibiting, or repressing 
transcription from a 5' upstream regulatory element, including a basic promoter. 
Regulatory elements are typically present in 5' flanking regions of genes. Regulatory 

1 5 elements also may be present in other regions of a gene, such as introns. Thus, it is 

possible that PLCG1 or PAI-2 genes have regulatory elements located in introns, exons, 
coding regions, and 3' flanking sequences. Such regulatory elements are also intended to 
be encompassed by the present invention and can be identified by any of the assays that 
can be used to identify regulatory elements in 5* flanking regions of genes. 

20 The term "regulatory element" further encompasses "tissue specific" regulatory 

elements, i.e., regulatory elements which effect expression of an operably linked DNA 
sequence preferentially in specific cells (e.g., cells of a specific tissue). Gene expression 
occurs preferentially in a specific cell if expression in this cell type is significantly higher 
than expression in other cell types. The term "regulatory element" also encompasses 

25 non-tissue specific regulatory elements, i.e., regulatory elements which are active in most 
cell types. Furthermore, a regulatory element can be a constitutive regulatory element, 
i.e., a regulatory element which constitutively regulates transcription, as opposed to a 
regulatory element which is inducible, i.e., a regulatory element which is active primarily 
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in response to a stimulus. A stimulus can be, e.g., a molecule, such as a protein, 
hormone, cytokine, heavy metal, phorbol ester, cyclic AMP (cAMP), or retinoic acid. 

Regulatory elements are typically bound by proteins, e.g., transcription factors. 
The term "transcription factor" is intended to include proteins or modified forms thereof, 
5 which interact preferentially with specific nucleic acid sequences, i.e., regulatory 

elements, and which in appropriate conditions stimulate or repress transcription. Some 
transcription factors are active when they are in the form of a monomer. Alternatively, 
other transcription factors are active in the form of a dimer consisting of two identical 
proteins or different proteins (heterodimer). Modified forms of transcription factors are 

10 intended to refer to transcription factors having a postradiational modification, such as 
the attachment of a phosphate group. The activity of a transcription factor is frequently 
modulated by a postradiational modification. For example, certain transcription factors 
are active only if they are phosphorylated on specific residues. Alternatively, 
transcription factors can be active in the absence of phosphorylated residues and become 

1 5 inactivated by phosphorylation. A list of known transcription factors and their DNA 
binding site can be found, e.g., in public databases, e.g., TFMATRIX Transcription 
Factor Binding Site Profile database. 

The term "single nucleotide polymorphism" (SNP) refers to a polymorphic site 
occupied by a single nucleotide, which is the site of variation between allelic sequences. 

20 The site is usually preceded by and followed by highly conserved sequences of the allele 
(e.g., sequences that vary in less than 1/100 or 1/1000 members of a population). A SNP 
usually arises due to substitution of one nucleotide for another at the polymorphic site. 
SNPs can also arise from a deletion of a nucleotide or an insertion of a nucleotide 
relative to a reference allele. Typically the polymorphic site is occupied by a base other 

25 than the reference base. For example, where the reference allele contains the base "T" 
(thymidine) at the polymorphic site, the altered allele can contain a "C" (cytidine), "G" 
(guanine), or "A" (adenine) at the polymorphic site. 
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SNP's may occur in protein-coding nucleic acid sequences, in which case they 
may give rise to a defective or otherwise variant protein, or genetic disease. Such a SNP 
may alter the coding sequence of the gene and therefore specify another amino acid (a 
"missense" SNP) or a SNP may introduce a stop codon (a "nonsense" SNP). When a 
5 SNP does not alter the amino acid sequence of a protein, the SNP is called "silent." 

SNP's may also occur in noncoding regions of the nucleotide sequence. This may result 
in defective protein expression, e.g., as a result of alternative spicing, or it may have no 
effect. 

As used herein, the term "specifically hybridizes" or "specifically detects" refers 
1 0 to the ability of a nucleic acid molecule of the invention to hybridize to at least 

approximately 6, 8, 10, 12, 20, 30, 40, 50, 60, 70, 80, 90, 100, 110, 120, 130 or 140 
consecutive nucleotides of either strand of a PLCG1 or PAI-2 gene. 

As used herein, the term "transfection" means the introduction of a nucleic acid, 
e.g., an expression vector, into a recipient cell by nucleic acid-mediated gene transfer. 
15 The term "transduction" is generally used herein when the transfection with a nucleic 

acid is by viral delivery of the nucleic acid. "Transformation", as used herein, refers to a 
process in which a cell's genotype is changed as a result of the cellular uptake of 
exogenous DNA or RNA, and, for example, the transformed cell expresses a 
recombinant form of a polypeptide or, in the case of anti-sense expression from the 
20 transferred gene, the expression of a naturally-occurring form of the recombinant protein 
is disrupted. 

As used herein, the term "transgene" refers to a nucleic acid sequence which has 
been genetic-engineered into a cell. Daughter cells deriving from a cell in which a 
transgene has been introduced are also said to contain the transgene (unless it has been 
25 deleted). A transgene can encode, e.g., a polypeptide, or an antisense transcript, partly or 
entirely heterologous, i.e., foreign, to the transgenic animal or cell into which it is 
introduced, or, is homologous to an endogenous gene of the transgenic animal or cell 
into which it is introduced, but which is designed to be inserted, or is inserted, into the 
animal's genome in such a way as to alter the genome of the cell into which it is inserted 
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(e.g., it is inserted at a location which differs from that of the natural gene or its insertion 
results in a knockout). Alternatively, a transgene can also be present in an episome. A 
transgene can include one or more transcriptional regulatory sequence and any other 
nucleic acid, (e.g. intron), that may be necessary for optimarexpression of a selected 
5 nucleic acid. 

A "transgenic animal" refers to any animal, preferably a non-human animal, e.g. a 
mammal, bird or an amphibian, in which one or more of the cells of the animal contain 
heterologous nucleic acid introduced by genetic engineering, such as by transgenic 
techniques well known in the art. The nucleic acid is introduced into the cell, directly or 

10 indirectly by introduction into a precursor of the cell, by way of deliberate genetic 

manipulation, such as by microinjection or by infection with a recombinant virus. The 
term genetic manipulation does not include classical cross-breeding, or in vitro 
fertilization, but rather is directed to the introduction of a recombinant DNA molecule. 
This molecule may be integrated within a chromosome, or it may be extrachromosomally 

1 5 replicating DNA. In the typical transgenic animals described herein, the transgene 
causes cells to express a recombinant form of one of a protein, e.g. either agonistic or 
antagonistic forms. However, transgenic animals in which the recombinant gene is silent 
are also contemplated, as for example, the FLP or CRE recombinase dependent 
constructs described below. Moreover, "transgenic animal" also includes those 

20 recombinant animals in which gene disruption of one or more genes is caused by human 
intervention, including both recombination and antisense techniques. 

The term "treatment", or "treating" as used herein, is defined as the application or 
administration of a therapeutic agent to a subject, implementation of lifestyle changes 
(e.g., changes in diet or environment), administration of medication, use of surgical 

25 devices, such as, but not limited to, stents, defibrillators, and/or angioplasty devices, 
and/or surgical procedures, such as, for example, percutaneous transluminal coronary 
balloon angioplasty (PTCA) or laser angioplasty, implantation of a stent, or other 
surgical intervention or procedure, such as, for example, coronary bypass grafting 
(CABG), or any combination thereof, or application or administration of a therapeutic 
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agent to an isolated tissue or cell line from a subject, who has a disease or disorder, a 
symptom of disease or disorder or a predisposition toward a disease or disorder, with the 
purpose to cure, heal, alleviate, relieve, alter, remedy, ameliorate, improve or affect the 
disease or disorder, the symptoms of the disease or disorder, or the predisposition toward 
5 disease. 

As used herein, the term "vector" refers to a nucleic acid molecule capable of 
transporting or replicating another nucleic acid to which it has been linked. One type of 
preferred vector is an episome, Le. t a nucleic acid capable of extra-chromosomal 
replication. Preferred vectors are those capable of autonomous replication and/or 

10 expression of nucleic acids to which they are linked. Vectors capable of directing the 
expression of genes to which they are operatively-linked are referred to herein as 
"expression vectors". In general, expression vectors of utility in recombinant DNA 
techniques are often in the form of "plasmids" which refer generally to circular double 
stranded DNA circles which, in their vector form are not physically linked to the host 

15 chromosome. In the present specification, "plasmid" and "vector" are used 

interchangeably as the plasmid is the most commonly used form of vector. However, the 
invention is intended to include such other forms of expression vectors which serve 
equivalent functions and which become known in the art subsequently hereto. 

20 Polymorphisms Used in the Methods of the Invention 

The nucleic acid molecules of the present invention include specific allelic 
variants of the PLCG1 gene and the PAI-2 gene, which differ from the reference 
sequences set forth in SEQ ID NO:l or SEQ ID NO:3, respectively, or at least a portion 
thereof, having a polymorphic region. The preferred nucleic acid molecules of the 

25 present invention comprise PLCG1 and PAI-2 sequences having one or more of the 
polymorphisms shown in Table 3 (SEQ ID NOs:5 and 6), and those in linkage 
disequilibrium therewith. The invention further comprises isolated nucleic acid 
molecules complementary to nucleic acid molecules comprising the polymorphisms of 
the present invention. Nucleic acid molecules of the present invention can function as 
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probes or primers, e.g., in methods for determining the allelic identity of a PLCG1 or 
PAI-2 polymorphic region. The nucleic acids of the invention can also be used, singly, 
or, preferably, in combination, to determine whether a subject is or is not at risk of 
developing a disease associated with a specific allelic variant of a PLCG1 or PAI-2 
5 polymorphic region, e.g, a vascular disease or disorder. The nucleic acids of the 
invention can further be used to prepare or express PLCG1 or PAI-2 polypeptides 
encoded by specific alleles, such as mutant alleles. Such nucleic acids can be used in 
gene therapy. Polypeptides encoded by specific PLCG1 or PAI-2 alleles, such as mutant 
PLCG1 or PAI-2 polypeptides, can also be used in therapy or for preparing reagents, 

10 e.g., antibodies, for detecting PLCG1 or PAI-2 proteins encoded by these alleles. 
Accordingly, such reagents can be used to detect mutant PLCG1 or PAI-2 proteins. 

As described herein, allelic variants of human PLCG1 or PAI-2 genes have been 
identified. The invention is intended to encompass these allelic variants as well as, those 
in linkage disequilibrium which can be identified, e.g., according to the methods 

15 described herein. "Linkage disequilibrium" refers to an association between specific 
alleles at two marker loci within a particular population. In general, linkage 
disequilbrium decreases with an increase in physical distance. If linkage disequilbrium 
exists between two markers, then the genotypic information at one marker can be used to 
make predictions about the genotype of the second marker. 

20 The invention also provides isolated nucleic acids comprising at least one 

polymorphic region of a PLCG1 or PAI-2 gene having a nucleotide sequence which 
differs from the reference nucleotide sequence set forth in SEQ ID NO:l or SEQ ID 
NO:3, respectively. Preferred nucleic acids have a variant allele located in the coding 
region of the PLCG1 or PAI-2 gene. Accordingly, preferred nucleic acids of the 

25 invention comprise a thymidine at residue 64001 of GI 1 1 345540 (as set forth in SEQ ID 
NO:l), or the complement thereof, or a cytidine at residue 170871 of GI 6705901 (as set 
forth in SEQ ID NO:3), or the complement thereof. Preferred nucleic acids used in 
combination in the methods of the invention to predict the risk of vascular diseases or 
disorders comprise thymidine at residue 64001 of GI 1 1345540 (as set forth in SEQ ID 
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NO:l) and a thymidine at residue 170871 of GI 6705901 (as set forth in SEQ ID NO:3), 
or the complements thereof. Preferred nucleic acids can also have a polymorphic region 
in an upstream regulatory element, an exon, or in the 3' UTR. 

The nucleic acid molecules of the present invention can be single stranded DNA 
5 (e.g., an oligonucleotide), double stranded DNA (e.g., double stranded oligonucleotide) 
or RNA. Preferred nucleic acid molecules of the invention can be used as probes or 
primers. Primers of the invention refer to nucleic acids which hybridize to a nucleic acid 
sequence which is adjacent to the region of interest or which covers the region of interest 
and is extended. As used herein, the term "hybridizes" is intended to describe conditions 

1 0 for hybridization and washing under which nucleotide sequences that are significantly 
identical or homologous to each other remain hybridized to each other. Preferably, the 
conditions are such that sequences at least about 70%, more preferably at least about 
80%, even more preferably at least about 85% or 90% identical to each other remain 
hybridized to each other. Such stringent conditions vary according to the length of the 

15 involved nucleotide sequence but are known to those skilled in the art and can be found 
or determined based on teachings in Current Protocols in Molecular Biology, Ausubel et 
al, eds., John Wiley & Sons, Inc. (1995), sections 2, 4 and 6. Additional stringent 
conditions and formulas for determining such conditions can be found in Molecular 
Cloning: A Laboratory Manual, Sambrook et ah, Cold Spring Harbor Press, Cold Spring 

20 Harbor, NY (1989), chapters 1\ 9 and 1 1 . A preferred, non-limiting example of stringent 
hybridization conditions for hybrids that are at least basepairs in length includes 
hybridization in 4X sodium chloride/sodium citrate (SSC), at about 65-70°C (or 
hybridization in 4X SSC plus 50% formamide at about 42-50°C) followed by one or 
more washes in IX SSC, at about 65-70°C. A preferred, non-limiting example of highly 

25 stringent hybridization conditions for such hybrids includes hybridization in IX SSC, at 
about 65-70°C (or hybridization in IX SSC plus 50% formamide at about 42-50°C) 
followed by one or more washes in 0.3X SSC, at about 65-70°C. A preferred, non- 
limiting example of reduced stringency hybridization conditions for such hybrids 
includes hybridization in 4X SSC, at about 50-60°C (or alternatively hybridization in 6X 
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SSC plus 50% formamide at about 40-45°C) followed by one or more washes in 2X 
SSC, at about 50-60°C. Ranges intermediate to the above-recited values, e.g., at 65-70° 
C or at 42-50°C are also intended to be encompassed by the present invention. SSPE 
(lxSSPE is 0. 1 5M NaCl, 1 OmM NaH 2 P0 4 , and 1 .25mM EDTA, pH 7.4) can be 
5 substituted for SSC (1 xSSC is 0. 1 5M NaCl and 1 5mM sodium citrate) in the 
hybridization and wash buffers; washes are performed for 15 minutes each after 
hybridization is complete. 

The hybridization temperature for hybrids anticipated to be less than 50 base 
pairs in length should be 5-10°C less than the melting temperature (T m ) of the hybrid, 

10 where T m is determined according to the following equations. For hybrids less than 18 
base pairs in length, T m (°C) = 2(# of A + T bases) + 4(# of G + C bases). For hybrids 
between 18 and 49 base pairs in length, T m (°C) = 81.5 + 16.6(log 10 [Na + ]) + 0.41(%G+C) 
- (600/N), where N is the number of bases in the hybrid, and [Na + ] is the concentration of 
sodium ions in the hybridization buffer ([Na + ] for IxSSC = 0.165 M). It will also be 

1 5 recognized by the skilled practitioner that additional reagents may be added to 

hybridization and/or wash buffers to decrease non-specific hybridization of nucleic acid 
molecules to membranes, for example, nitrocellulose or nylon membranes, including but 
not limited to blocking agents (e.g., BSA or salmon or herring sperm carrier DNA), 
detergents (e.g., SDS), chelating agents (e.g., EDTA), Ficoll, PVP and the like. When 

20 using nylon membranes, in particular, an additional preferred, non-limiting example of 
stringent hybridization conditions is hybridization in 0.25-0.5M NaH 2 P0 4 , 7% SDS at 
about 65°C, followed by one or more washes at 0.02M NaH 2 P0 4 , 1% SDS at 65°C, see 
e.g., Church and Gilbert (1984) Proc. Natl Acad. Sci. USA 81:1991-1995, (or 
alternatively 0.2X SSC, 1% SDS). 

25 A primer or probe can be used alone in a detection method, or a primer can be 

used together with at least one other primer or probe in a detection method. Primers can 
also be used to amplify at least a portion of a nucleic acid. Probes of the invention refer 
to nucleic acids which hybridize to the region of interest and which are not further 
extended. For example, a probe is a nucleic acid which specifically hybridizes to a 
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polymorphic region of a PLCG1 or PAI-2 gene, and which by hybridization or absence 
of hybridization to the DNA of a subject or the type of hybrid formed will be indicative 
of the identity of the allelic variant of the polymorphic region of the PLCG1 or PAI-2 
gene. 

5 Numerous procedures for determining the nucleotide sequence of a nucleic acid 

molecule, or for determining the presence of mutations in nucleic acid molecules include 
a nucleic acid amplification step, which can be carried out by, e.g., polymerase chain 
reaction (PCR). Accordingly, in one embodiment, the invention provides primers for 
amplifying portions of a PLCG1 or PAI-2 gene, such as portions of exons and/or 

10 portions of introns. In a preferred embodiment, the exons and/or sequences adjacent to 
the exons of the human PLCG1 or PAI-2 gene will be amplified to, e.g., detect which 
allelic variant, if any, of a polymorphic region is present in the PLCG1 or PAI-2 gene of 
a subject. Preferred primers comprise a nucleotide sequence complementary a specific 
allelic variant of a PLCG1 or PAI-2 polymorphic region and of sufficient length to 

15 selectively hybridize with a PLCG1 or PAI-2 gene. In a preferred embodiment, the 
primer, e.g., a substantially purified oligonucleotide, comprises a region having a 
nucleotide sequence which hybridizes under stringent conditions to about 6, 8, 10, or 12, 
preferably 25, 30, 40, 50, or 75 consecutive nucleotides of a PLCG1 or PAI-2 gene. In 
an even more preferred embodiment, the primer is capable of hybridizing to a PLCG1 or 

20 PAI-2 nucleotide sequence, complements thereof, allelic variants thereof, or 

complements of allelic variants thereof. For example, primers comprising a nucleotide 
sequence of at least about 15 consecutive nucleotides, at least about 25 nucleotides or 
having from about 1 5 to about 20 nucleotides set forth in any of SEQ ID NOs:5 and SEQ 
ID NO:6 or complement thereof are provided by the invention. Primers having a 

25 sequence of more than about 25 nucleotides are also within the scope of the invention. 
Preferred primers of the invention are primers that can be used in PCR for amplifying 
each of the exons of a PLCG1 or PAI-2 gene. 
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Primers can be complementary to nucleotide sequences located close to each 
other or further apart, depending on the use of the amplified DNA. For example, primers 
can be chosen such that they amplify DNA fragments of at least about 1 0 nucleotides or 
as much as several kilobases. Preferably, the primers of the invention will hybridize 
5 selectively to PLCG1 or PAI-2 nucleotide sequences located about 150 to about 350 
nucleotides apart. 

For amplifying at least a portion of a nucleic acid, a forward primer (i.e., 5' 
primer) and a reverse primer (f.e., 3' primer) will preferably be used. Forward and 
reverse primers hybridize to complementary strands of a double stranded nucleic acid, 

10 such that upon extension from each primer, a double stranded nucleic acid is amplified. 
A forward primer can be a primer having a nucleotide sequence or a portion of the 
nucleotide sequence shown in Table 3 (e.g., SEQ ID NO:5 and SEQ ID NO:6). A 
reverse primer can be a primer having a nucleotide sequence or a portion of the 
nucleotide sequence that is complementary to a nucleotide sequence shown in Table 3 

1 5 (e.g., SEQ ID NO:5 and SEQ ID NO:6). 

Yet other preferred primers of the invention are nucleic acids which are capable 
of selectively hybridizing to an allelic variant of a polymorphic region of a PLCG1 or 
PAI-2 gene. Thus, such primers can be specific for a PLCG1 or PAI-2 gene sequence, so 
long as they have a nucleotide sequence which is capable of hybridizing to a PLCG1 or 

20 PAI-2 gene. Preferred primers are capable of specifically hybridizing to any of the 
allelic variants listed in Table 3. Such primers can be used, e.g., in sequence specific 
oligonucleotide priming as described further herein. 

Other preferred primers used in the methods of the invention are nucleic acids 
which are capable of hybridizing to the reference sequence of a PLCG1 or PAI-2 gene, 

25 thereby detecting the presence of the reference allele of an allelic variant or the absence 
of a variant allele of an allelic variant in the PLCG1 or PAI-2 genes. Such primers can 
be used in combination, e.g., primers specific for the variant polynucleotide of the 
PLGC1 gene and primers specific for the reference polynucleotide of the PAI-2 gene can 
be used in combination. The sequences of primers specific for the reference sequences 
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comprising the PLCG1 gene or the PAI-2 gene will be readily apparent to one of skill in 
the art. 

The PLCG1 or PAI-2 nucleic acids of the invention can also be used as probes, 
e.g., in therapeutic and diagnostic assays. For instance, the present invention provides a 
5 probe comprising a substantially purified oligonucleotide, which oligonucleotide 
comprises a region having a nucleotide sequence that is capable of hybridizing 
specifically to a region of a PLCG1 or PAI-2 gene which is polymorphic (e.g., SEQ ID 
NO:5 and SEQ ID NO:6). In an even more preferred embodiment of the invention, the 
probes are capable of hybridizing specifically to one allelic variant of a PLCG1 or PAI-2 

10 gene having a nucleotide sequence which differs from the nucleotide sequence set forth 
in SEQ ID NO:l or 3. Such probes can then be used to specifically detect which allelic 
variant of a polymorphic region of a PLCG1 or PAI-2 gene is present in a subject. The 
polymorphic region can be located in the 5' upstream regulatory element, exon, or intron 
sequences of a PLCG1 or PAI-2 gene. 

1 5 Particularly, preferred probes of the invention have a number of nucleotides 

sufficient to allow specific hybridization to the target nucleotide sequence. Where the 
target nucleotide sequence is present in a large fragment of DNA, such as a genomic 
DNA fragment of several tens or hundreds of kilobases, the size of the probe may have 
to be longer to provide sufficiently specific hybridization, as compared to a probe which 

20 is used to detect a target sequence which is present in a shorter fragment of DNA. For 
example, in some diagnostic methods, a portion of a PLCG1 or PAI-2 gene may first be 
amplified and thus isolated from the rest of the chromosomal DNA and then hybridized 
to a probe. In such a situation, a shorter probe will likely provide sufficient specificity of 
hybridization. For example, a probe having a nucleotide sequence of about 10 

25 nucleotides may be sufficient. 

In preferred embodiments, the probe or primer further comprises a label attached 
thereto, which, e.g., is capable of being detected, e.g. the label group is selected from 
amongst radioisotopes, fluorescent compounds, enzymes, and enzyme co-factors. 
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In a preferred embodiment of the invention, the isolated nucleic acid, which is 
used, e.g., as a probe or a primer, is modified, so as to be more stable than naturally 
occurring nucleotides. Exemplary nucleic acid molecules which are modified include 
phosphoramidate, phosphothioate and methylphosphonate analogs of DNA (see also 
5 U.S. Patent Numbers 5,176,996; 5,264,564; and 5,256,775). 

The nucleic acids of the invention can also be modified at the base moiety, sugar 
moiety, or phosphate backbone, for example, to improve stability of the molecule. The 
nucleic acids, e.g., probes or primers, may include other appended groups such as 
peptides (e.g., for targeting host cell receptors in vivo), or agents facilitating transport 

10 across the cell membrane (see, e.g., Letsinger et ai 9 (1989) Proc. Natl. Acad. Sci. U.S.A. 
86:6553-6556; Lemaitre et ai, (1987) Proc. Natl. Acad. Sci. U.S.A. 84:648-652; PCT 
Publication No. WO88/09810, published December 15, 1988), hybridization-triggered 
cleavage agents. (See, e.g., Krol et ai, (1988) BioTechniques 6:958-976) or intercalating 
agents (See, e.g., Zon, (1988) Pharm. Res. 5:539-549). To this end, the nucleic acid of 

1 5 the invention may be conjugated to another molecule, e.g., a peptide, hybridization 

triggered cross-linking agent, transport agent, hybridization-triggered cleavage agent, etc. 

The isolated nucleic acid comprising a PLCG1 or PAI-2 intronic sequence may 
comprise at least one modified base moiety which is selected from the group including 
but not limited to 5-fluorouracil, 5-bromouracil, 5-chlorouracil, 5-iodouracil, 

20 hypoxanthine, xantine, 4-acetylcytidine, 5 -(carboxy hydroxy methyl) uracil, 5- 
carboxymethylaminomethyl-2-thiouridine, 5-carboxymethylaminomethyluracil, 
dihydrouracil, beta-D-galactosylqueosine, inosine, N6-isopentenyladenine, 1- 
methylguanine, 1-methylinosine, 2,2-dimethylguanine, 2-methyladenine, 2- 
methylguanine, 3-methylcytidine, 5-methylcytidine, N6-adenine, 7-methylguanine, 5- 

25 methylaminomethyluracil, 5-methoxyaminomethyl-2-thiouracil, beta-D- 

mannosylqueosine, 5'-methoxycarboxymethyluracil, 5-methoxyuracil, 2-methylthio-N6- 
isopentenyladenine, uracil-5-oxyacetic acid (v), wybutoxosine, pseudouracil, queosine, 
2-thiocytidine, 5-methyI-2-thiouracil, 2-thiouracil, 4-thiouracil, 5-methyluracil, uracil-5- 
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oxyacetic acid methylester, uracil-5-oxyacetic acid (v), 5-methyl-2-thiouracil, 3-(3- 
amino-3-N-2-carboxypropyl) uracil, (acp3)w, and 2,6-diaminopurine. 

The isolated nucleic acid may also comprise at least one modified sugar moiety 
selected from the group including but not limited to arabinose, 2-fluoroarabinose, 
5 xylulose, and hexose. 

In yet another embodiment, the nucleic acid comprises at least one modified 
phosphate backbone selected from the group consisting of a phosphorothioate, a 
phosphorodithioate, a phosphoramidothioate, a phosphoramidate, a phosphordiamidate, a 
methylphosphonate, an alkyl phosphotriester, and a formacetal or analog thereof. 

1 0 In yet a further embodiment, the nucleic acid is an a-anomeric oligonucleotide. 

An a-anomeric oligonucleotide forms specific double-stranded hybrids with 
complementary RNA in which, contrary to the usual p-units, the strands run parallel to 
each other (Gautier et al, 1987, Nucl. Acids Res. 15:6625-6641). The oligonucleotide is 
a 2'-0-methylribonucleotide (Inoue et al, (1987) Nucl Acids Res. 1 5:6131-6148), or a 

15 chimeric RNA-DNA analogue (Inoue et al, (1987) FEBSLett. 215:327-330). 

Any nucleic acid fragment of the invention can be prepared according to methods 
well known in the art and described, e.g., in Sambrook, J. Fritsch, E.F., and Maniatis, T. 
(1989) Molecular Cloning: A Laboratory Manual, Cold Spring Harbor Laboratory Press, 
Cold Spring Harbor, N.Y. For example, discrete fragments of the DNA can be prepared 

20 and cloned using restriction enzymes. Alternatively, discrete fragments can be prepared 
using the Polymerase Chain Reaction (PCR) using primers having an appropriate 
sequence. 

Oligonucleotides of the invention may be synthesized by standard methods 
known in the art, e.g. by use of an automated DNA synthesizer (such as are 
25 commercially available from Biosearch, Applied Biosystems, etc.). As examples, 
phosphorothioate oligonucleotides may be synthesized by the method of Stein et al. 
((1988) Nucl. Acids Res, 16:3209), methylphosphonate oligonucleotides can be prepared 
by use of controlled pore glass polymer supports (Sarin et al., (1988), Proc. Natl Acad. 
Sci. U.S.A. 85:7448-7451), etc. 
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The invention also provides vectors and plasmids comprising the nucleic acids of 
the invention. For example, in one embodiment, the invention provides a vector 
comprising at least a portion of the PLCG1 gene or the PAI-2 gene comprising a 
polymorphic region. Thus, the invention provides vectors for expressing at least a 
5 portion of the newly identified allelic variants of the human PLCG1 gene or PAI-2 gene 
reference, as well as other allelic variants, comprising a nucleotide sequence which is 
different from the nucleotide sequence disclosed in GI 1 1 345540 or GI 6705901 , 
respectively. The allelic variants can be expressed in eukaryotic cells, e.g., cells of a 
subject, or in prokaryotic cells. 

1 0 In one embodiment, the vector comprising at least a portion of a PLCG1 or PAI-2 

allele is introduced into a host cell, such that a protein encoded by the allele is 
synthesized. The PLCG1 or PAI-2 protein produced can be used, e.g., for the production 
of antibodies, which can be used, e.g., in methods for detecting mutant forms of PLCG1 
or PAI-2. Alternatively, the vector can be used for gene therapy, and be, e.g., introduced 

1 5 into a subject to produce PLCG1 or PAI-2 protein. Host cells comprising a vector 
having at least a portion of a PLCG1 or PAI-2 gene are also within the scope of the 
invention. 

Polypeptides of the invention 

20 The present invention provides isolated PLCG1 or PAI-2 polypeptides, such as 

PLCG1 or PAI-2 polypeptides which are encoded by specific allelic variants of PLCG1 
or PAI-2, including those identified herein. The amino acid sequences of the PLCG1 or 
PAI-2 proteins have been deduced. The PLCGl gene encodes a 1,290 amino acid 
protein and is described in, for example, Stahl, M. L., et al. (1988) Nature 332: 269-272. 

25 The PAI-2 gene encodes a 450 amino acid protein and is described in, for example, 
Antalis, T. M, et al. (1988) Proc. Nat. Acad. ScL 85: 985-989. The polymorphisms of 
the present invention are missense mutations which result in the change of an amino acid 
in the amino acid sequence of the PLCGl gene and in the PAI-2 gene. 
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As shown in Table 3, one polymorphism found in the population screened is a 
change from a cytidine (C) to a thymidine (T) in the PLCG1 gene at residue 64001 of the 
reference sequence GI 1 1345540 (polymorphism ID No. G329ul), or the complement 
thereof, which results in a change from a isoleucine to a threonine in the amino acid 
5 sequence of PLCG1 (SEQ ID NO:2) at amino acid residue 813. A second polymorphism 
is a change from a thymidine (T) to a cytidine (C) in at residue 170871 of the reference 
sequence GI 6705901 (polymorphism ID No. PAI2ul), or the complement thereof, 
which results in a change from an asparagine to an aspartic acid in the amino acid 
sequence of PAI-2 (SEQ ID NO:4) at amino acid residue 120. 

10 In one embodiment, the PLCG1 or PAI-2 polypeptides are isolated from, or 

otherwise substantially free of other cellular proteins. The term "substantially free of 
other cellular proteins" (also referred to herein as "contaminating proteins") or 
"substantially pure or purified preparations" are defined as encompassing preparations of 
PLCG1 or PAI-2 polypeptides having less than about 20% (by dry weight) 

1 5 contaminating protein, and preferably having less than about 5% contaminating protein. 
It will be appreciated that functional forms of the subject polypeptides can be prepared, 
for the first time, as purified preparations by using a cloned gene as described herein. 

Preferred PLCG1 or PAI-2 proteins of the invention have an amino acid sequence 
which is at least about 60%, 70%, 80%, 85%, 90%, or 95% identical or homologous to 

20 the amino acid sequence of SEQ ID NO:2 or SEQ ID NO:4, respectively. Even more 
preferred PLCG1 or PAI-2 proteins comprise an amino acid sequence which is at least 
about 95%, 96%, 97%, 98%, or 99% homologous or identical to the amino acid sequence 
of SEQ ID NO:2 or SEQ ID NO:4, respectively. Such proteins can be recombinant 
proteins, and can be, e.g., produced in vitro from nucleic acids comprising a specific 

25 allele of a PLCG1 or PAI-2 polymorphic region. For example, recombinant 

polypeptides preferred by the present invention can be encoded by a nucleic acid which 
comprises a sequence which is at least 85% homologous and more preferably 90% 
homologous and most preferably 95% homologous with a nucleotide sequence set forth 
in SEQ ID NOs:l or 3 and comprises an allele of a polymorphic region that differs from 
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that set forth in SEQ ID NOs: 1 or 3. Polypeptides which are encoded by a nucleic acid 
comprising a sequence that is at least about 98-99% homologous with the sequence of 
SEQ ID NOs: 1 or 3 and comprises an allele of a polymorphic region that differs from 
that set forth in SEQ ID NOs: 1 or 3 are also within the scope of the invention. 

In a preferred embodiment, a PLCG1 or PAI-2 protein of the present invention is 
a mammalian PLCG1 or PAI-2 protein. In an even more preferred embodiment, the 
PLCG1 or PAI-2 protein is a human protein. 

The invention also provides peptides that preferably are capable of functioning in 
one of either role of an agonist or antagonist of at least one biological activity of a 
reference ("normal") PLCG1 or PAI-2 protein of the appended sequence listing. The 
term "evolutionarily related to," with respect to amino acid sequences of PLCG1 or PAI- 
2 proteins, refers to both polypeptides having amino acid sequences found in human 
populations, and also to artificially produced mutational variants of human PLCG1 or 
PAI-2 polypeptides which are derived, for example, by combinatorial mutagenesis. 

Full length proteins or fragments corresponding to one or more particular motifs 
and/or domains or to arbitrary sizes, for example, at least 5, 10, 25, 50, 75 and 100, 
amino acids in length of PLCG1 or PAI-2 protein are within the scope of the present 
invention. 

Isolated PLCG1 or PAI-2 peptides or polypeptides can be obtained by screening 
peptides recombinantly produced from the corresponding fragment of the nucleic acid 
encoding such peptides. In addition, such peptides and polypeptides can be chemically 
synthesized using techniques known in the art such as conventional Merrifield solid 
phase f-Moc or t-Boc chemistry. For example, a PLCG1 or PAI-2 peptide or 
polypeptide of the present invention may be arbitrarily divided into fragments of desired 
length with no overlap of the fragments, or preferably divided into overlapping 
fragments of a desired length. The fragments can be produced (recombinantly or by 
chemical synthesis) and tested to identify those peptides or polypeptides which can 
function as either agonists or antagonists of a wild-type (e.g., "normal") PLCG1 or PAI- 
2 protein. 
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In general, peptides and polypeptides referred to herein as having an activity 
(e.g., are "bioactive") of a PLCG1 or PAI-2 protein are defined as peptides and 
polypeptides which mimic or antagonize all or a portion of the biological/biochemical 
activities of a PLCG1 or PAI-2 protein having SEQ ID NO:2 or SEQ ID NO:4, 
5 respectively, such as the ability to bind ligands. Other biological activities of the subject 
PLCG1 or PAI-2 proteins are described herein or will be reasonably apparent to those 
skilled in the art. According to the present invention, a peptide or polypeptide has 
biological activity if it is a specific agonist or antagonist of a naturally-occurring form of 
a PLCG1 or PAI-2 protein. 

10 Assays for determining whether a PLCG1 or PAI-2 protein or variant thereof, has 

one or more biological activities are well known in the art. 

Other preferred proteins of the invention are those encoded by the nucleic acids 
set forth in the section pertaining to nucleic acids of the invention. In particular, the 
invention provides fusion proteins, e.g., PLCG1 or PAI-2-immunoglobulin fusion 

1 5 proteins. Such fusion proteins can provide, e.g., enhanced stability and solubility of 

PLCG1 or PAI-2 proteins and may thus be useful in therapy. Fusion proteins can also be 
used to produce an immunogenic fragment of a PLCG1 or PAI-2 protein. For example, 
the VP6 capsid protein of rotavirus can be used as an immunologic carrier protein for 
portions of the PLCG1 or PAI-2 polypeptide, either in the monomeric form or in the 

20 form of a viral particle. The nucleic acid sequences corresponding to the portion of a 

subject PLCG1 or PAI-2 protein to which antibodies are to be raised can be incorporated 
into a fusion gene construct which includes coding sequences for a late vaccinia virus 
structural protein to produce a set of recombinant viruses expressing fusion proteins 
comprising PLCG1 or PAI-2 epitopes as part of the virion. It has been demonstrated 

25 with the use of immunogenic fusion proteins utilizing the Hepatitis B surface antigen 
fusion proteins that recombinant Hepatitis B virions can be utilized in this role as well. 
Similarly, chimeric constructs coding for fusion proteins containing a portion of a 
PLCG1 or PAI-2 protein and the poliovirus capsid protein can be created to enhance 
immunogenicity of the set of polypeptide antigens (see, for example, EP Publication No: 



WO 03/007801 



PCT/US02/23041 



-41- 

0259149; and Evans et al (1989) Nature 339:385; Huang et al (1988) J. Virol 62:3855; 
andSchliengere/tf/. (1992) J. Virol. 66:2). 

The Multiple antigen peptide system for peptide-based immunization can also be 
utilized to generate an immunogen, wherein a desired portion of a PLCG1 or PAI-2 
5 polypeptide is obtained directly from organo-chemical synthesis of the peptide onto an 
oligomeric branching lysine core (see, for example, Posnett et al (1988) JBC 263:1719 
andNardellie/a/. (1992) 1 Immunol 148:914). Antigenic determinants of PLCG1 or 
PAI-2 proteins can also be expressed and presented by bacterial cells. 

Fusion proteins can also facilitate the expression of proteins including the 

10 PLCG1 or PAI-2 polypeptides of the present invention. For example, PLCG1 or PAI-2 
polypeptides can be generated as glutathione-S-transferase (GST-fusion) proteins. Such 
GST-fusion proteins can be easily purified, as for example by the use of glutathione- 
derivatized matrices (see, for example, Current Protocols in Molecular Biology, eds. 
Ausubel et al (N.Y.: John Wiley & Sons, 1991)) and used subsequently to yield purified 

1 5 PLCG 1 or PAI-2 polypeptides. 

The present invention further pertains to methods of producing the subject 
PLCG1 or PAI-2 polypeptides. For example, a host cell transfected with a nucleic acid 
vector directing expression of a nucleotide sequence encoding the subject polypeptides 
can be cultured under appropriate conditions to allow expression of the peptide to occur. 

20 Suitable media for cell culture are well known in the art. The recombinant PLCG1 or 
PAI-2 polypeptide can be isolated from cell culture medium, host cells, or both using 
techniques known in the art for purifying proteins including ion-exchange 
chromatography, gel filtration chromatography, ultrafiltration, electrophoresis, and 
immunoaffinity purification with antibodies specific for such peptide. In a preferred 

25 embodiment, the recombinant PLCG1 or PAI-2 polypeptide is a fusion protein 
containing a domain which facilitates its purification, such as GST fusion protein. 

Moreover, it will be generally appreciated that, under certain circumstances, it 
may be advantageous to provide homologs of one of the subject PLCG1 or PAI-2 
polypeptides which function in a limited capacity as one of either a PLCG1 or PAI-2 
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agonist (mimetic) or a PLCG1 or PAI-2 antagonist, in order to promote or inhibit only a 
subset of the biological activities of the naturally-occurring form of the protein. Thus, 
specific biological effects can be elicited by treatment with a homolog of limited 
function, and with fewer side effects relative to treatment with agonists or antagonists 
5 which are directed to all of the biological activities of naturally occurring forms of 
PLCG1 or PAI-2 proteins. 

Homologs of each of the subject PLCG1 or PAI-2 proteins can be generated by 
mutagenesis, such as by discrete point mutation(s), and/or by truncation. For instance, 
mutation can give rise to homologs which retain substantially the same, or merely a 

10 subset, of the biological activity of the PLCG1 or PAI-2 polypeptide from which it was 
derived. Alternatively, antagonistic forms of the protein can be generated which are able 
to inhibit the function of the naturally occurring form of the protein, such as by 
competitively binding to a PLCG1 or PAI-2 receptor. 

The recombinant PLCG1 or PAI-2 polypeptides of the present invention also 

15 include homologs of PLCG1 or PAI-2 polypeptides which differ from the PLCG1 or 
PAI-2 protein having SEQ ID NO:2 or SEQ ID NO:4, respectively, such as versions of 
the protein which are resistant to proteolytic cleavage, as for example, due to mutations 
which alter ubiquitination or other enzymatic targeting associated with the protein. 

PLCG1 or PAI-2 polypeptides may also be chemically modified to create PLCG1 

20 or PAI-2 derivatives by forming covalent or aggregate conjugates with other chemical 
moieties, such as glycosyl groups, lipids, phosphate, acetyl groups and the like. 
Covalent derivatives of PLCG1 or PAI-2 proteins can be prepared by linking the 
chemical moieties to functional groups on amino acid side-chains of the protein or at the 
N-terminus or at the C-terminus of the polypeptide. 

25 Modification of the structure of the subject PLCG1 or PAI-2 polypeptides can be 

for such purposes as enhancing therapeutic or prophylactic efficacy, stability (e.g., 
ex vivo shelf life and resistance to proteolytic degradation), or post-translational 
modifications (e.g., to alter phosphorylation pattern of protein). Such modified peptides, 
when designed to retain at least one activity of the naturally-occurring form of the 
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protein, or to produce specific antagonists thereof, are considered functional equivalents 
of the PLCG1 or PAI-2 polypeptides described in more detail herein. Such modified 
peptides can be produced, for instance, by amino acid substitution, deletion, or addition. 
The substitutional variant may be a substituted conserved amino acid or a substituted 
non-conserved amino acid. 

For example, it is reasonable to expect that an isolated replacement of a leucine 
with an isoleucine or valine, an aspartate with a glutamate, a threonine with a serine, or a 
similar replacement of an amino acid with a structurally related amino acid (/.e., isosteric 
and/or isoelectric mutations) will not have a major effect on the biological activity of the 
resulting molecule. Conservative replacements are those that take place within a family 
of amino acids that are related in their side chains. Genetically encoded amino acids can 
be divided into four families: (1) acidic = aspartate, glutamate; (2) basic = lysine, 
arginine, histidine; (3) nonpolar = alanine, valine, leucine, isoleucine, proline, 
phenylalanine, methionine, tryptophan; and (4) uncharged polar = glycine, asparagine, 
glutamine, cysteine, serine, threonine, tyrosine. In similar fashion, the amino acid 
repertoire can be grouped as (1) acidic = aspartate, glutamate; (2) basic = lysine, arginine 
histidine, (3) aliphatic = glycine, alanine, valine, leucine, isoleucine, serine, threonine, 
with serine and threonine optionally be grouped separately as aliphatic-hydroxyl; (4) 
aromatic = phenylalanine, tyrosine, tryptophan; (5) amide = asparagine, glutamine; and 
(6) sulfur -containing = cysteine and methionine, (see, for example, Biochemistry, 2 nd 
ed., Ed. by L. Stryer, WH Freeman and Co.: 1981). Whether a change in the amino acid 
sequence of a peptide results in a functional PLCG1 or PAI-2 homolog {e.g., functional 
in the sense that the resulting polypeptide mimics or antagonizes the wild-type form) can 
be readily determined by assessing the ability of the variant peptide to produce a 
response in cells in a fashion similar to the wild-type protein, or competitively inhibit 
such a response. Polypeptides in which more than one replacement has taken place can 
readily be tested in the same manner. 
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Methods 

The invention further provides predictive medicine methods, which are based, at 
least in part, on the discovery of PLCG1 or PAI-2 polymorphic regions which are 
associated with specific physiological states and/or diseases or disorders, e.g., vascular 

5 diseases or disorders such as CAD and ML These methods can be used alone, or in 
combination with other predictive medicine methods, including the identification and 
analysis of known risk factors associated with vascular disease, e.g., phenotypic factors 
such as, for example, obesity, diabetes and family history. 

For example, information obtained using the diagnostic assays described herein 

10 (singly or in combination with information of another genetic defect which contributes to 
the same disease, e.g., a vascular disease or disorder) is useful for diagnosing or 
confirming that a subject has an allele of a polymorphic region which is associated with a 
particular disease or disorder, e.g., a vascular disease or disorder. Moreover, the 
information obtained using the diagnostic assays described herein, singly or in 

15 combination with information of another genetic defect which contributes to the same 
disease, e.g., a vascular disease or disorder, can be used to predict whether or not a 
subject will benefit from further diagnostic evaluation for a vascular disease or disorder. 
Such further diagnostic evaluation includes, but is not limited to, cardiovascular imaging, 
such as angiography, cardiac ultrasound, coronary angiogram, magnetic resonance 

20 imagery, nuclear imaging, CT scan, myocardial perfusion imagery, or electrocardiogram, 
genetic analysis, e.g., identification of additional polymorphisms, e.g., which contribute 
to the same disease, familial health history analysis, lifestyle analysis, or exercise stress 
tests, either alone or in combination. Furthermore, the diagnostic information obtained 
using the diagnostic assays described herein (singly or in combination with information 

25 of another genetic defect which contributes to the same disease, e.g., a vascular disease 
or disorder), may be used to identify which subject will benefit from a particular clinical 
course of therapy useful for preventing, treating, ameliorating, or prolonging onset of the 
particular vascular disease or disorder in the particular subject. Clinical courses of 
therapy include, but are not limited to, administration of medication, non-surgical 
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intervention, surgical procedure or intervention, and use of surgical and non-surgical 
devices used in the treatment of vascular disease, such as, for example, stents or 
defibrillators. 

Alternatively, the information, singly, or in combination with information of 
5 another genetic defect which contributes to the same disease, e.g., a vascular disease or 
disorder, can be used prognostically for predicting whether a non-symptomatic subject is 
likely to develop a disease or condition which is associated with one or more specific 
alleles of PLCG1 or PAI-2 polymorphic regions in a subject. Based on the prognostic 
information, a health care provider can recommend a particular further diagnostic 
10 evaluation which will benefit the subject, or a particular clinical course of therapy, as 
described above. 

In addition, knowledge of the identity of a particular PLCG1 or PAI-2 allele in a 
subject (the PLCG1 or PAI-2 genetic profile), singly, or preferably, in combination, 
allows customization of further diagnostic evaluation and/or a clinical course of therapy 

15 for a particular disease. For example, a subject's PLCG1 or PAI-2 genetic profile or the 
genetic profile of a disease or disorder associated with a specific allele of a PLCG1 or 
PAI-2 polymorphic region, e.g., a vascular disease or disorder, can enable a health care 
provider: 1) to more efficiently and cost-effectively identify means for further diagnostic 
evaluation, including, but not limited to, further genetic analysis, familial health history 

20 analysis, or use of vascular imaging devices; 2) to more effectively prescribe a drug that 
will address the molecular basis of the disease or condition; 3) to more efficiently and 
cost-effectively identify an appropriate clinical course of therapy, including, but not 
limited to, lifestyle changes, medications, surgical or non-surgical devices, surgical or 
non-surgical intervention, or any combination thereof; and 4) to better determine the 

25 appropriate dosage of a particular drug or duration of a particular course of clinical 
therapy. For example, the expression level of PLCG1 or PAI-2 proteins, alone or in 
conjunction with the expression level of other genes, known to contribute to the same 
disease, can be measured in many subjects at various stages of the disease to generate a 
transcriptional or expression profile of the disease. Expression patterns of individual 
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subjects can then be compared to the expression profile of the disease to determine the 
appropriate drug, dose to administer to the subject, or course of clinical therapy. 

The ability to target populations expected to show the highest clinical benefit, 
based on the PLCG1 or PAI-2 or disease genetic profile, can enable: 1) the repositioning 

5 of marketed drugs, surgical devices for use in treating, preventing, or ameliorating 
vascular diseases or disorders, or diagnostics, such as vascular imaging devices, with 
disappointing market results; 2) the rescue of drug candidates whose clinical 
development has been discontinued as a result of safety or efficacy limitations, which 
are subject subgroup-specific; 3) an accelerated and less costly development for drug 

10 candidates and more optimal drug labeling (e.g., since the use of PLCG1 or PAI-2 as a 
marker is useful for optimizing effective dose); and 4) an accelerated, less costly, and 
more effective selection of a particular course of clinical therapy suited to a particular 
subject. 

These and other methods are described in further detail in the following sections. 

15 

A. Prognostic and Diagnostic Assays 

The present methods provide means for determining if a subject is or is not at 
risk of developing a disease, condition or disorder that is associated a specific PLCG1 or 
PAI-2 allele, e.g., a vascular disease or a disease or disorder resulting therefrom. 

20 The present invention provides methods for determining the molecular structure 

of a PLCG1 or PAI-2 gene, such as a human PLCG1 or PAI-2 gene, or a portion thereof. 
In one embodiment, determining the molecular structure of at least a portion of a PLCG1 
or PAI-2 gene comprises determining the identity of an allelic variant of at least one 
polymorphic region of a PLCG1 or PAI-2 gene (determining the presence or absence of 

25 one or more of the allelic variants, or their complements, of SEQ ID NO:5 and/or SEQ 
ID NO:6). A polymorphic region of a PLCG1 or PAI-2 gene can be located in an exon, 
an intron, at an intron/exon border, or in the 5' upstream regulatory element of the 
PLCG1 or PAI-2 gene. 
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The invention provides methods for determining whether a subject is or is not at 
risk of developing a disease or disorder associated with a specific allelic variant of a 
polymorphic region of a PLCG1 or PAI-2 gene. Such diseases can be associated with 
5 aberrant PLCG1 or PAI-2 activity, e.g., a vascular disease or disorder such as CAD or 
MI. 

Analysis of one or more PLCG1 or PAI-2 polymorphic regions in a subject can 
be useful for predicting whether a subject is or is not likely to develop a vascular disease 
or disorder, e.g., atherosclerosis, CAD, MI, ischemia, stroke, peripheral vascular 

1 0 diseases, venous thromboembolism and pulmonary embolism. 

In preferred embodiments, the methods of the invention can be characterized as 
comprising detecting, in a sample of cells from the subject, the presence or absence of a 
specific allelic variant of one or more polymorphic regions of a PLCG1 or PAI-2 gene. 
Preferably, the presence of the variant allele of the PLCG1 gene and/or the reference 

15 allele of the PAI-2 gene described herein are detected. The allelic differences can be: (i) 
a difference in the identity of at least one nucleotide or (ii) a difference in the number of 
nucleotides, which difference can be a single nucleotide or several nucleotides. The 
invention also provides methods for detecting differences in PLCG1 or PAI-2 genes such 
as chromosomal rearrangements, e.g., chromosomal dislocation. The invention can also 

20 be used in prenatal diagnostics. 

A preferred detection method is allele specific hybridization using probes 
overlapping the polymorphic site and having about 5, 10, 20, 25, or 30 nucleotides 
around the polymorphic region. In a preferred embodiment of the invention, several 
probes capable of hybridizing specifically to allelic variants are attached to a solid phase 

25 support, e.g., a "chip". Oligonucleotides can be bound to a solid support by a variety of 
processes, including lithography. For example a chip can hold up to 250,000 
oligonucleotides (GeneChip, Affymetrix™). Mutation detection analysis using these 
chips comprising oligonucleotides, also termed "DNA probe arrays" is described e.g., in 
Cronin et al (1996) Human Mutation 7:244. In one embodiment, a chip comprises all 
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the allelic variants of at least one polymorphic region of a gene. The solid phase support 
is then contacted with a test nucleic acid and hybridization to the specific probes is 
detected. Accordingly, the identity of numerous allelic variants of one or more genes can 
be identified in a simple hybridization experiment. For example, the identity of the 
5 allelic variant of the nucleotide polymorphism in the 5' upstream regulatory element can 
be determined in a single hybridization experiment. 

In other detection methods, it is necessary to first amplify at least a portion of a 
PLCG1 or PAI-2 gene prior to identifying the allelic variant. Amplification can be 
performed, e.g., by PCR and/or LCR (see Wu and Wallace (1989) Genomics 4:560), 

1 0 according to methods known in the art. In one embodiment, genomic DN A of a cell is 
exposed to two PCR primers and amplification for a number of cycles sufficient to 
produce the required amount of amplified DNA. In preferred embodiments, the primers 
are located between 150 and 350 base pairs apart. 

Alternative amplification methods include: self sustained sequence replication 

15 (Guatelli, J.C. et al, (1990) Proc. Natl Acad. Sci. USA 87:1874-1878), transcriptional 
amplification system (Kwoh, D.Y. et al, (1989) Proc. Natl Acad Sci USA 86:1 173- 
1 177), Q-Beta Replicase (Lizardi, P.M. et al 9 (1988) Bio/Technology 6:1 197), and self- 
sustained sequence replication (Guatelli et al, (1989) Proc. Nat. Acad. Set 87:1874), 
and nucleic acid based sequence amplification (NABSA), or any other nucleic acid 

20 amplification method, followed by the detection of the amplified molecules using 
techniques well known to those of skill in the art. These detection schemes are 
especially usefiil for the detection of nucleic acid molecules if such molecules are present 
in very low numbers. 

In one embodiment, any of a variety of sequencing reactions known in the art 

25 can be used to directly sequence at least a portion of a PLCG1 or PAI-2 gene and detect 
allelic variants, e.g., mutations, by comparing the sequence of the sample sequence with 
the corresponding reference (control) sequence. Exemplary sequencing reactions include 
those based on techniques developed by Maxam and Gilbert (Proc. Natl Acad Sci USA 
(1977) 74:560) or Sanger (Sanger et al (1977) Proc. Nat. Acad. Sci 74:5463). It is also 
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contemplated that any of a variety of automated sequencing procedures may be utilized 
when performing the subject assays {Biotechniques (1995) 19:448), including 
sequencing by mass spectrometry (see, for example, U.S. Patent Number 5,547,835 and 
international patent application Publication Number WO 94/16101, entitled DNA 
5 Sequencing by Mass Spectrometry by H. Kdster; U.S. Patent Number 5,547,835 and 
international patent application Publication Number WO 94/21822 entitled "DNA 
Sequencing by Mass Spectrometry Via Exonuclease Degradation" by H. Kdster), and 
U.S Patent Number 5,605,798 and International Patent Application No. 
PCT/US96/03651 entitled DNA Diagnostics Based on Mass Spectrometry by H. Kdster;. 

10 Cohenetai (1 996) Adv Chromatogr 36: 127- 162; and Griffin etal (1993) Appl Biochem 
Biotechnol 38: 147-1 59). It will be evident to one skilled in the art that, for certain 
embodiments, the occurrence of only one, two or three of the nucleic acid bases need be 
determined in the sequencing reaction. For instance, A-track or the like, e.g., where only 
one nucleotide is detected, can be carried out. 

1 5 Yet other sequencing methods are disclosed, e.g., in U.S. Patent Number 

5,580,732 entitled "Method of DNA sequencing employing a mixed DNA-polymer chain 
probe" and U.S. Patent Number 5,571,676 entitled "Method for mismatch-directed in 
vitro DNA sequencing." 

In some cases, the presence of a specific allele of a PLCG1 or PAI-2 gene in 

20 DNA from a subject can be shown by restriction enzyme analysis. For example, a 
specific nucleotide polymorphism can result in a nucleotide sequence comprising a 
restriction site which is absent from the nucleotide sequence of another allelic variant. 

In a further embodiment, protection from cleavage agents (such as a nuclease, 
hydroxylamine or osmium tetroxide and with piperidine) can be used to detect 

25 mismatched bases in RNA/RNA DNA/DNA, or RNA/DNA heteroduplexes (Myers, et 
al. (1985) Science 230:1242). In general, the technique of "mismatch cleavage" starts by 
providing heteroduplexes formed by hybridizing a control nucleic acid, which is 
optionally labeled, e.g., RNA or DNA, comprising a nucleotide sequence of a PLCG1 or 
PAI-2 allelic variant with a sample nucleic acid, e.g., RNA or DNA, obtained from a 
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tissue sample. The double-stranded duplexes are treated with an agent which cleaves 
single-stranded regions of the duplex such as duplexes formed based on basepair 
mismatches between the control and sample strands. For instance, RN A/DNA duplexes 
can be treated with RNase and DN A/DNA hybrids treated with SI nuclease to 
5 enzymatically digest the mismatched regions. In other embodiments, either DNA/DNA 
or RNA/DNA duplexes can be treated with hydroxylamine or osmium tetroxide and with 
piperidine in order to digest mismatched regions. After digestion of the mismatched 
regions, the resulting material is then separated by size on denaturing polyacrylamide 
gels to determine whether the control and sample nucleic acids have an identical 
1 0 nucleotide sequence or in which nucleotides they are different. See, for example, Cotton 
e/ 0/(1988) Proc. NatlAcadSci USA 85:4397; SdXetba et al (\992) Methods EnzymoL 
217:286-295. In a preferred embodiment, the control or sample nucleic acid is labeled 
for detection. 

In another embodiment, an allelic variant can be identified by denaturing high- 
15 performance liquid chromatography (DHPLC) (Oefner and Underhill, (1995) Am. J. 

Human Gen. 57:Suppl. A266). DHPLC uses reverse-phase ion-pairing chromatography 
to detect the heteroduplexes that are generated during amplification of PCR fragments 
from individuals who are heterozygous at a particular nucleotide locus within that 
fragment (Oefner and Underhill (1995) Am. J. Human Gen. 57:Suppl. A266). In general,' 
20 PCR products are produced using PCR primers flanking the DNA of interest. DHPLC 
analysis is carried out and the resulting chromatograms are analyzed to identify base pair 
alterations or deletions based on specific chromatographic profiles (see O'Donovan et ah 
(1998) Genomics 52:44-49). 

In other embodiments, alterations in electrophoretic mobility is used to identify 
25 the type of PLCG1 or PAI-2 allelic variant. For example, single strand conformation 
polymorphism (SSCP) may be used to detect differences in electrophoretic mobility 
between mutant and wild type nucleic acids (Orita et al (1 989) Proc Natl Acad, Sci 
USA 86:2766, see also Cotton (1993) Mutat Res 285:125-144; and Hayashi (1992) Genet 
Anal Tech Appl 9:73-79). Single-stranded DNA fragments of sample and control nucleic 
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acids are denatured and allowed to renature. The secondary structure of single-stranded 
nucleic acids varies according to sequence, the resulting alteration in electrophoretic 
mobility enables the detection of even a single base change. The DNA fragments may be 
labeled or detected with labeled probes. The sensitivity of the assay may be enhanced by 
5 using RNA (rather than DNA), in which the secondary structure is more sensitive to a 
change in sequence. In another preferred embodiment, the subject method utilizes 
heteroduplex analysis to separate double stranded heteroduplex molecules on the basis of 
changes in electrophoretic mobility (Keen etal (1991) Trends Genet 7:5). 

In yet another embodiment, the identity of an allelic variant of a polymorphic 

1 0 region is obtained by analyzing the movement of a nucleic acid comprising the 

polymorphic region in polyacrylamide gels containing a gradient of denaturant is assayed 
using denaturing gradient gel electrophoresis (DGGE) (Myers et al (1985) Nature 
3 13:495). When DGGE is used as the method of analysis, DNA will be modified to 
insure that it does not completely denature, for example by adding a GC clamp of 

15 approximately 40 bp of high-melting GC-rich DNA by PCR. In a further embodiment, a 
temperature gradient is used in place of a denaturing agent gradient to identify 
differences in the mobility of control and sample DNA (Rosenbaum and Reissner (1987) 
Biophys Chem 265:1275). 

Examples of techniques for detecting differences of at least one nucleotide 

20 between 2 nucleic acids include, but are not limited to, selective oligonucleotide 
hybridization, selective amplification, or selective primer extension. For example, 
oligonucleotide probes may be prepared in which the known polymorphic nucleotide is 
placed centrally (allele-specific probes) and then hybridized to target DNA under 
conditions which permit hybridization only if a perfect match is found (Saiki et al 

25 (1986) Nature 324:163); Saiki et al (1989) Proc. Natl Acad Sci USA 86:6230; and 
Wallace et al. (1979) Nucl Acids Res. 6:3543). Such allele specific oligonucleotide 
hybridization techniques may be used for the simultaneous detection of several 
nucleotide changes in different polylmorphic regions of PLCG1 or PAI-2. For example, 
oligonucleotides having nucleotide sequences of specific allelic variants are attached to a 
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hybridizing membrane and this membrane is then hybridized with labeled sample nucleic 
acid. Analysis of the hybridization signal will then reveal the identity of the nucleotides 
of the sample nucleic acid. 

Alternatively, allele specific amplification technology which depends on 

5 selective PCR amplification may be used in conjunction with the instant invention. 

Oligonucleotides used as primers for specific amplification may carry the allelic variant 
of interest in the center of the molecule (so that amplification depends on differential 
hybridization) (Gibbs et al (1989) Nucleic Acids Res. 17:2437-2448) or at the extreme 3' 
end of one primer where, under appropriate conditions, mismatch can prevent, or reduce 

10 polymerase extension (Prossner (1993) Tibtech 1 1 :238; Newton et al (1989) Nucl Acids 
Res. 17:2503). This technique is also termed "PROBE" for Probe Oligo Base Extension. 
In addition it may be desirable to introduce a novel restriction site in the region of the 
mutation to create cleavage-based detection (Gasparini et al (1992) Mol Cell Probes 
6:1). 

15 In another embodiment, identification of the allelic variant is carried out using 

an oligonucleotide ligation assay (OLA), as described, e.g., in U.S. Patent Number 
4,998,617 and in Landegren, U. et al, (1988) Science 241 : 1077-1080. The OLA 
protocol uses two oligonucleotides which are designed to be capable of hybridizing to 
abutting sequences of a single strand of a target. One of the oligonucleotides is linked to 

20 a separation marker, e.g,. biotinylated, and the other is detectably labeled. If the precise 
complementary sequence is found in a target molecule, the oligonucleotides will 
hybridize such that their termini abut, and create a ligation substrate. Ligation then 
permits the labeled oligonucleotide to be recovered using avidin, or another biotin 
ligand. Nickerson, D. A. et al have described a nucleic acid detection assay that 

25 combines attributes of PCR and OLA (Nickerson, D. A. et al, (1990) Proc. Natl Acad. 
Scl (U.S.A.) 87:8923-8927. In this method, PCR is used to achieve the exponential 
amplification of target DNA, which is then detected using OLA. 
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Several techniques based on this OLA method have been developed and can be 
used to detect specific allelic variants of a polymorphic region of a PLCG1 or PAI-2 
gene. For example, U.S. Patent Number 5,593,826 discloses an OLA using an 
oligonucleotide having 3 , -amino group and a S'-phosphorylated oligonucleotide to form a 
5 conjugate having a phosphoramidate linkage. In another variation of OLA described in 
Tobe et al ((1996) Nucleic Acids Res 24: 3728), OLA combined with PCR permits 
typing of two alleles in a single microtiter well. By marking each of the allele-specific 
primers with a unique hapten, i.e. digoxigenin and fluorescein, each OLA reaction can be 
detected by using hapten specific antibodies that are labeled with different enzyme 

1 0 reporters, alkaline phosphatase or horseradish peroxidase. This system permits the 

detection of the two alleles using a high throughput format that leads to the production of 
two different colors. 

The invention further provides methods for detecting single nucleotide 
polymorphisms in a PLCG1 or PAI-2 gene. Because single nucleotide polymorphisms 

1 5 constitute sites of variation flanked by regions of invariant sequence, their analysis 

requires no more than the determination of the identity of the single nucl eotide present at 
the site of variation and it is unnecessary to determine a complete gene sequence for each 
subject. Several methods have been developed to facilitate the analysis of such single 
nucleotide polymorphisms. 

20 In one embodiment, the single base polymorphism can be detected by using a 

specialized exonuclease-resistant nucleotide, as disclosed, e.g., in Mundy, C. R. (U.S. 
Patent Number 4,656,127). According to the method, a primer complementary to the 
allelic sequence immediately 3' to the polymorphic site is permitted to hybridize to a 
target molecule obtained from a particular animal or human. If the polymorphic site on 

25 the target molecule contains a nucleotide that is complementary to the particular 
exonuclease-resistant nucleotide derivative present, then that derivative will be 
incorporated onto the end of the hybridized primer. Such incorporation renders the 
primer resistant to exonuclease, and thereby permits its detection. Since the identity of 
the exonuclease-resistant derivative of the sample is known, a finding that the primer has 
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become resistant to exonucleases reveals that the nucleotide present in the polymorphic 
site of the target molecule was complementary to that of the nucleotide derivative used in 
the reaction. This method has the advantage that it does not require the determination of 
large amounts of extraneous sequence data. 
5 In another embodiment of the invention, a solution-based method is used for 

determining the identity of the nucleotide of a polymorphic site. Cohen, D. et al (French 
Patent 2,650,840; PCT Appln. No. WO91/02087). As in the Mundy method of U.S. 
Patent Number 4,656,127, a primer is employed that is complementary to allelic 
sequences immediately 3' to a polymorphic site. The method determines the identity of 

10 the nucleotide of that site using labeled dideoxynucleotide derivatives, which, if 

complementary to the nucleotide of the polymorphic site will become incorporated onto 
the terminus of the primer. 

An alternative method, known as Genetic Bit Analysis or GBA™ is described 
by Goelet, P. et al (PCT Appln. No. 92/15712). The method of Goelet, P. et al uses 

1 5 mixtures of labeled terminators and a primer that is complementary to the sequence 3' to 
a polymorphic site. The labeled terminator that is incorporated is thus determined by, and 
complementary to, the nucleotide present in the polymorphic site of the target molecule 
being evaluated. In contrast to the method of Cohen et al (French Patent 2,650,840; PCT 
Appln. No. W09 1/02087) the method of Goelet, P. et al is preferably a heterogeneous 

20 phase assay, in which the primer or the target molecule is immobilized to a solid phase. 
Recently, several primer-guided nucleotide incorporation procedures for 
assaying polymorphic sites in DNA have been described (Komher, J. S. et al, (1989) 
Nucl Acids. Res. 17:7779-7784; Sokolov, B. P., (1990) Nucl Acids Res. 18:3671; 
Syvanen, A. -C, et al, (1990) Genomics 8:684-692; Kuppuswamy, M. N. et al, (1991) 

25 Proc. Natl Acad. Sci. (U.S.A.) 88:1 143-1 147; Prezant, T. R. et al, (1992) Hum. Mutat. 
1:159-164; Ugozzoli, L. et al, (1992) GATA 9:107-1 12; Nyren, P. (1993) et al, Anal 
Biochem. 208:171-175). These methods differ from GBA™ in that they all rely on the 
incorporation of labeled deoxynucleotides to discriminate between bases at a 
polymorphic site. In such a format, since the signal is proportional to the number of 
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deoxynucleotides incorporated, polymorphisms that occur in runs of the same nucleotide 
can result in signals that are proportional to the length of the run (Syvanen, A.C., et al., 
(1993) Amer. J. Hum. Genet. 52:46-59). 

For determining the identity of the allelic variant of a polymorphic region located 
5 in the coding region of a PLCG1 or PAI-2 gene, yet other methods than those described 
above can be used. For example, identification of an allelic variant which encodes a 
mutated PLCG1 or PAI-2 protein can be performed by using an antibody specifically 
recognizing the mutant protein in, e.g., immunohistochemistry or immunoprecipitation. 
Antibodies to wild-type PAI-2 proteins are described in, for example, Tsuchiya, et al. 

10 (1 995) Gen Diagnos Pathol 1 4 1 ( 1 ):4 1 . Antibodies to wild-type PLCG 1 are described in, 
for example, Smith, et al. (1994) Proc. Natl Acad. Sci. 91(14):6554. Other antibodies to 
wild-type PLCG1 or PAI-2 or mutated forms of PLCG 1 or PAI-2 proteins can be 
prepared according to methods known in the art. 

Alternatively, one can also measure an activity of a PLCG1 or PAI-2 protein, 

1 5 such as binding to a PLCG1 or PAI-2 ligand. Binding assays are known in the art and 
involve, e.g., obtaining cells from a subject, and performing binding experiments with a 
labeled ligand, to determine whether binding to the mutated form of the protein differs 
from binding to the wild-type of the protein. 

Antibodies directed against reference or mutant PLCG1 or PAI-2 polypeptides 

20 or allelic variant thereof, which are discussed above, may also be used in disease 
diagnostics and prognostics. Such diagnostic methods, may be used to detect 
abnormalities in the level of PLCG 1 or PAI-2 polypeptide expression, or abnormalities 
in the structure and/or tissue, cellular, or subcellular location of a PLCG1 or PAI-2 
polypeptide. Structural differences may include, for example, differences in the size, 

25 electronegativity, or antigenicity of the mutant PLCG1 or PAI-2 polypeptide relative to 
the normal PLCG1 or PAI-2 polypeptide. Protein from the tissue or cell type to be 
analyzed may easily be detected or isolated using techniques which are well known to 
one of skill in the art, including but not limited to Western blot analysis. For a detailed 
explanation of methods for carrying out Western blot analysis, see Sambrook et al> 1989, 
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supra, at Chapter 18. The protein detection and isolation methods employed herein may 
also be such as those described in Harlow and Lane, for example, (Harlow, E. and Lane, 
D., 1988, "Antibodies: A Laboratory Manual", Cold Spring Harbor Laboratory Press, 
Cold Spring Harbor, New York), which is incorporated herein by reference in its 
5 entirety. 

This can be accomplished, for example, by immunofluorescence techniques 
employing a fluorescently labeled antibody (see below) coupled with light microscopic, 
flow cytometric, or fluorimetric detection. The antibodies (or fragments thereof) useful 
in the present invention may, additionally, be employed histologically, as in 

10 immunofluorescence or immunoelectron microscopy, for in situ detection of PLCG1 or 
PAI-2 polypeptides. In situ detection may be accomplished by removing a histological 
specimen from a subject, and applying thereto a labeled antibody of the present 
invention. The antibody (or fragment) is preferably applied by overlaying the labeled 
antibody (or fragment) onto a biological sample. Through the use of such a procedure, it 

1 5 is possible to determine not only the presence of the PLCG1 or PAI-2 polypeptide, but 
also its distribution in the examined tissue. Using the present invention, one of ordinary 
skill will readily perceive that any of a wide variety of histological methods (such as 
staining procedures) can be modified in order to achieve such in situ detection. 

Often a solid phase support or carrier is used as a support capable of binding an 

20 antigen or an antibody. Well-known supports or carriers include glass, polystyrene, 

polypropylene, polyethylene, dextran, nylon, amylases, natural and modified celluloses, 
polyacrylamides, gabbros, and magnetite. The nature of the carrier can be either soluble 
to some extent or insoluble for the purposes of the present invention. The support 
material may have virtually any possible structural configuration so long as the coupled 

25 molecule is capable of binding to an antigen or antibody. Thus, the support 

configuration may be spherical, as in a bead, or cylindrical, as in the inside surface of a 
test tube, or the external surface of a rod. Alternatively, the surface may be flat such as a 
sheet, test strip, etc. Preferred supports include polystyrene beads. Those skilled in the 
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art will know many other suitable carriers for binding antibody or antigen, or will be able 
to ascertain the same by use of routine experimentation. 

One means for labeling an anti-PLCGl or PAI-2 polypeptide specific antibody 
is via linkage to an enzyme and use in an enzyme immunoassay (EI A) (V oiler, "The 

5 Enzyme Linked Immunosorbent Assay (ELISA)", Diagnostic Horizons 2:1-7, 1 978, 
Microbiological Associates Quarterly Publication, Walkersville, MD; Voller, et al., 
(1978) J. Clin. Pathol. 31:507-520; Butler, (1981) Meth. Enzymol 73:482-523; Maggio, 
(ed.) Enzyme Immunoassay, CRC Press, Boca Raton, FL, 1980; lshikawa, et al 9 (eds.) 
Enzyme Immunoassay, Kgaku Shoin, Tokyo, 1981). The enzyme which is bound to the 

10 antibody will react with an appropriate substrate, preferably a chromogenic substrate, in 
such a manner as to produce a chemical moiety which can be detected, for example, by 
spectrophotometric, fluorimetric or by visual means. Enzymes which can be used to 
detectably label the antibody include, but are not limited to, malate dehydrogenase, 
staphylococcal nuclease, delta-5-steroid isomerase, yeast alcohol dehydrogenase, alpha- 

15 glycerophosphate, dehydrogenase, triose phosphate isomerase, horseradish peroxidase, 
alkaline phosphatase, asparaginase, glucose oxidase, beta-galactosidase, ribonuclease, 
urease, catalase, glucose-6-phosphate dehydrogenase, glucoamylase and 
acetylcholinesterase. The detection can be accomplished by colorimetric methods which 
employ a chromogenic substrate for the enzyme. Detection may also be accomplished 

20 by visual comparison of the extent of enzymatic reaction of a substrate in comparison 
with similarly prepared standards. 

Detection may also be accomplished using any of a variety of other 
immunoassays. For example, by radioactively labeling the antibodies or antibody 
fragments, it is possible to detect fingerprint gene wild type or mutant peptides through 

25 the use of a radioimmunoassay (RIA) (see, for example, Weintraub, B., Principles of 
Radioimmunoassays, Seventh Training Course on Radioligand Assay Techniques, The^ 
Endocrine Society, March, 1986, which is incorporated by reference herein). The 
radioactive isotope can be detected by such means as the use of a gamma counter or a 
scintillation counter or by autoradiography. 
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It is also possible to label the antibody with a fluorescent compound. When the 
fluorescently labeled antibody is exposed to light of the proper wave length, its presence 
can then be detected due to fluorescence. Among the most commonly used fluorescent 
labeling compounds are fluorescein isothiocyanate, rhodamine, phycoerythrin, 
5 phycocyanin, allophycocyanin, o-phthaldehyde and fluorescamine. 

The antibody can also be detectably labeled using fluorescence emitting metals 

152 

such as Eu, or others of the lanthanide series. These metals can be attached to the 
antibody using such metal chelating groups as diethylenetriaminepentacetic acid (DTP A) 
or ethylenediaminetetraacetic acid (EDTA). 

10 The antibody also can be detectably labeled by coupling it to a 

chemiluminescent compound. The presence of the chemiluminescent-tagged antibody is 
then determined by detecting the presence of luminescence that arises during the course 
of a chemical reaction. Examples of particularly useful chemiluminescent labeling 
compounds are luminol, isoluminol, theromatic acridinium ester, imidazole, acridinium 

1 5 salt and oxalate ester. 

Likewise, a bioluminescent compound may be used to label the antibody of the 
present invention. Bioluminescence is a type of chemiluminescence found in biological 
systems in, which a catalytic protein increases the efficiency of the chemiluminescent 
reaction. The presence of a bioluminescent protein is determined by detecting the 

20 presence of luminescence. Important bioluminescent compounds for purposes of 
labeling are luciferin, luciferase and aequorin. 

If a polymorphic region is located in an exon, either in a coding or non-coding 
portion of the gene, the identity of the allelic variant can be determined by determining 
the molecular structure of the mKNA, pre-mRNA, or cDNA. The molecular structure 

25 can be determined using any of the above described methods for determining the 
molecular structure of the genomic DNA. 

The methods described herein may be performed, for example, by utilizing pre- 
packaged diagnostic kits, such as those described above, comprising at least one probe or 
primer nucleic acid described herein, which may be conveniently used, e.g., to determine 
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whether a subject is or is not at risk of developing a disease associated with a specific 

PLCG1 or PAI-2 allelic variant. 

Sample nucleic acid to be analyzed by any of the above-described diagnostic and 

prognostic methods can be obtained from any cell type or tissue of a subject. For 
5 example, a subject's bodily fluid (e.g. blood) can be obtained by known techniques (e.g. 

venipuncture). Alternatively, nucleic acid tests can be performed on dry samples (e.g. 

hair or skin). Fetal nucleic acid samples can be obtained from maternal blood as 

described in International Patent Application No. WO91/07660 to Bianchi. 

Alternatively, amniocytes or chorionic villi may be obtained for performing prenatal 
10 testing. 

Diagnostic procedures may also be performed in situ directly upon tissue 
sections (fixed and/or frozen) of subject tissue obtained from biopsies or resections, such 
that no nucleic acid purification is necessary. Nucleic acid reagents may be used as 
probes and/or primers for such in situ procedures (see, for example, Nuovo, G.J., 1992, 
15 PCR in situ hybridization: protocols and applications, Raven Press, NY). 

In addition to methods which focus primarily on the detection of one nucleic 
acid sequence, profiles may also be assessed in such detection schemes. Fingerprint 
profiles may be generated, for example, by utilizing a differential display procedure, 
Northern analysis and/or RT-PCR. 

20 

B. Pharmacogenomics 

Knowledge of the identity of the allele of one or more PLCG1 gene or PAI-2 
gene polymorphic regions in a subject (the PLCG1 and/or PAI-2 genetic profile), alone 
or in conjunction with information of other genetic defects associated with the same 
25 disease (the genetic profile of the particular disease) also allows selection and 

customization of the therapy, e.g., a particular clinical course of therapy and/or further 
diagnostic evaluation for a particular disease to the subject's genetic profile. For 
example, subjects having a specific allele of a PLCG1 or PAI-2 gene, singly or in 
combination, may or may not exhibit symptoms of a particular disease or be predisposed 
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to developing symptoms of a particular disease. Further, if those subjects are 
symptomatic, they may or may not respond to a certain drug, e.g., a specific therapeutic 
used in the treatment or prevention of a vascular disease or disorder, e.g., CAD or MI, 
such as beta blocker drugs, calcium channel blocker drugs, or nitrate drugs, but may 
5 respond to another. Furthermore, they may or may not respond to other treatments, 
including, for example, use of devices for treatment of vascular disease, or surgical 
and/or non-surgical courses of treatment. Moreover, if a subject does or does not exhibit 
symptoms of a particular disease, the subject may or may not benefit from further 
diagnostic evaluation, including, for example, use of vascular imaging devices. Thus, 

10 generation of a PLCG1 or PAI-2 genetic profile, (e.g., categorization of alterations in 
PLCG1 or PAI-2 genes which are associated with the development of a particular 
disease), from a population of subjects, who are symptomatic for a disease or condition 
that is caused by or contributed to by a defective and/or deficient PLCG1 or PAI-2 gene 
and/or protein (a PLCG1 or PAI-2 genetic population profile) and comparison of a 

15 subject's PLCG1 or PAI-2 profile to the population profile, permits the selection or 
design of drugs that are expected to be safe and efficacious for a particular subject or 
subject population (i.e, a group of subjects having the same genetic alteration), as well 
as the selection or design of a particular clinical course of therapy or further diagnostic 
evaluations that are expected to be safe and efficacious for a particular subject or subject 

20 population. 

For example, a PLCG1 or PAI-2 population profile can be performed by 
determining the PLCG1 or PAI-2 profile, e.g., the identity of PLCG1 or PAI-2 alleles, in 
a subject population having a disease, which is associated with one or more specific 
alleles of PLCG1 or PAI-2 polymorphic regions. Optionally, the PLCG1 or PAI-2 
25 population profile can further include information relating to the response of the 
population to a PLCG1 or PAI-2 therapeutic, using any of a variety of methods, 
including, monitoring: 1) the severity of symptoms associated with the PLCG1 or PAI-2 
related disease; 2) PLCG1 or PAI-2 gene expression level; 3) PLCG1 or PAI-2 mRNA 
level; and/or 4) PLCG1 or PAI-2 protein level, and dividing or categorizing the 
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population based on particular PLCG1 or PAI-2 alleles. The PLCG1 or PAI-2 genetic 
population profile can also, optionally, indicate those particular PLCG1 or PAI-2 alleles 
which are present in subjects that are either responsive or non-responsive to a particular 
therapeutic, clinical course of therapy, or diagnostic evaluation. This information or 
population profile, is then useful for predicting which individuals should respond to 
particular drugs, particular clinical courses of therapy, or diagnostic evaluations based on 
their individual PLCG1 or PAI-2 genetic profile. 

In a preferred embodiment, the PLCG1 or PAI-2 profile is a transcriptional or 
expression level profile and is comprised of determining the expression level of PLCG1 
or PAI-2 proteins, alone or in conjunction with the expression level of other genes 
known to contribute to the same disease at various stages of the disease. 

Pharmacogenomic studies can also be performed using transgenic animals. For 
example, one can produce transgenic mice, e.g., as described herein, which contain a 
specific allelic variant of a PLCG1 or PAI-2 gene. These mice can be created, e.g, by 
replacing their wild-type PLCG1 or PAI-2 gene with an allele of the human PLCG1 or 
PAI-2 gene. The response of these mice to specific PLCG1 or PAI-2 particular 
therapeutics, clinical courses of treatment, and/or diagnostic evaluations can then be 
determined. 

(i) Diagnostic Evaluation 

In one embodiment, the polymorphisms of the present invention are used to 
determine the most appropriate diagnostic evaluation and to determine whether or not a 
subject will benefit from further diagnostic evaluation. For example, if a subject has two 
copies of a thymidine allele at nucleotide position 170871 of the PAI-2 gene, or the 
complement thereof, and two copies of a thymidine allele at nucleotide position 
1 1345540 of the PLCGl gene, or the complement thereof, that subject is approximately 
3-fold less likely to develop a vascular disease such as CAD or MI as compared to a 
subject having any other combination of alleles at those loci, and therefore would be less 
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likely to require or benefit from further diagnostic evaluation for a vascular disease or 
disorder. 

Thus, in one embodiment, the invention provides methods for classifying a 
subject who or is or is not at risk for developing, a vascular disease or disorder as a 
5 candidate for further diagnostic evaluation for a vascular disease or disorder comprising 
the steps of determining the PLCG1 and/or PAI-2 genetic profile of the subject, 
comparing the subject's PLCG1 and/or PAI-2 genetic profile to a PLCG1 genetic 
population profile and/or a PAI-2 genetic population profile, and classifying the subject 
based on the identified genetic profiles as a subject who is a candidate for further 

1 0 diagnostic evaluation for a vascular disease or disorder. 

In one embodiment, the subject's PLCG1 and/or PAI-2 genetic profile is 
determined by identifying the nucleotide present at nucleotide position 1 1345540 of SEQ 
ID NO:l and/or the nucleotide present at nucleotide position 170871 of SEQ ID NO:3. 
The subject's genetic profile can also be determined by identifying the amino acid 

1 5 present at amino acid position 8 1 3 of SEQ ID NO:2 and/or the amino acid residue 
present at position 120 of SEQ ID NO:4. Methods of further diagnostic evaluation 
include use of vascular imaging devices such as, for example, angiography, cardiac 
ultrasound, coronary angiogram, magnetic resonance imagery, nuclear imaging, CT scan, 
myocardial perfusion imagery, or electrocardiogram, or may include genetic analysis, 

20 familial health history analysis, lifestyle analysis, exercise stress tests, or any 
combination thereof. 

In another embodiment, the invention provides methods for selecting an effective 
vascular imaging device as a diagnostic tool for a vascular disease or disorder 
comprising the steps of determining the PLCG1 and/or PAI-2 genetic profile of the 

25 subject; comparing the subject's PLCG1 and/or PAI-2 genetic profile to a PLCG1 
genetic population profile and/or a PAI-2 genetic population profile; and selecting an 
effective vascular imaging device as a diagnostic tool for a vascular disease or disorder. 
In a preferred embodiment, the vascular imaging device is selected from the group 
consisting of angiography, cardiac ultrasound, coronary angiogram, magnetic resonance 

30 imagery, nuclear imaging, CT scan, myocardial perfusion imagery, electrocardiogram, or 
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any combination thereof. 

(ii) Clinical Course of Therapy 

In another aspect, the polymorphisms of the present invention are used to 
5 determine the most appropriate clinical course of therapy for a subject who is at risk of a 
vascular disease or disorder, and will aid in the determination of whether the subject will 
benefit from such clinical course of therapy, as determined by identification of one, or 
preferably, both of the polymorphisms of the invention. 

In one aspect, the invention relates to the SNPs identified as described herein, 

10 both singly and, preferably, in combination, as well as to the use of these SNPs, and 
others in these genes, particularly those nearby in linkage disequilibrium with these 
SNPs, both singly and, preferably, in combination, for prediction of a particular clinical 
course of therapy for a subject who has, or is or is not at risk for developing, a vascular 
disease. In one embodiment, the invention provides a method for determining whether a 

1 5 subject will or will not benefit from a particular course of therapy by determining the 
presence of one, or preferably both, of the identities of the polymorphisms of the 
invention. For example, the determination of the polymorphisms of the invention, 
singly, or in combination, will aid in the determination of whether an individual will 
benefit from surgical revascularization and/or will benefit by the implantation of a stent 

20 following surgical revascularization, and will aid in the determination of the likelihood 
of success or failure of a particular clinical course of therapy. 

For example, if a subject has two copies of a thymidine allele at nucleotide 
position 1 70871 of the PAI-2 gene, or the complement thereof, and two copies of a 
thymidine allele at nucleotide position 1 1345540 of the PLCG1 gene, or the complement 

25 thereof, that subject is approximately 3-fold less likely to develop a vascular disease such 
as CAD or MI as compared to a subject having any other combination of alleles at those 
loci. Therefore, that subject would be less likely to require or benefit from any clinical 
course of therapy. 
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An appropriate clinical course of therapy for a vascular disease or disorder may 
include, for example, a lifestyle change, including, for example, a change in diet or 
environment. Other clinical courses of therapy include, but are not limited to, use of 
surgery or surgical devices. Surgical therapy for the treatment of vascular disorders, 

5 includes, for example, surgical revascularization, such as angioplasty, e.g., percutaneous 
transluminal coronary balloon angioplasty (PTCA), or laser angioplasty, or coronary 
bypass grafting (CABG). Surgical devices used in the treatment or prevention of 
vascular diseases or disorders, include, for example, devices used in angioplasty, such as 
balloon angioplasty or laser angioplasty, or implantation of a stent, or any combination 

10 thereof. 

C. Monitoring Effects of PLCG1 or PAI-2 Therapeutics During Clinical Trials 

The present invention provides a method for monitoring the effectiveness of 
treatment of a subject with an agent (e.g., an agonist, antagonist, peptidomimetic, 

15 protein, peptide, nucleic acid, small molecule, or other drug candidate identified, e.g., by 
the screening assays described herein) comprising the steps of (i) obtaining a 
preadministration sample from a subject prior to administration of the agent; (ii) 
detecting the level of expression or activity of a PLCG1 or PAI-2 protein, mRNA or 
gene in the preadministration sample; (iii) obtaining one or more post-administration 

20 samples from the subject; (iv) detecting the level of expression or activity of the PLCG1 
or PAI-2 protein, mRNA or gene in the post-administration samples; (v) comparing the 
level of expression or activity of the PLCG1 or PAI-2 protein, mRNA, or gene in the 
preadministration sample with those of the PLCG1 or PAI-2 protein, mRNA, or gene in 
the post administration sample or samples; and (vi) altering the administration of the 

25 agent to the subject accordingly. For example, increased administration of the agent may 
be desirable to increase the expression or activity of PLCG1 or PAI-2 to higher levels 
than detected, i.e., to increase the effectiveness of the agent. Alternatively, decreased 
administration of the agent may be desirable to decrease expression or activity of PLCG1 
or PAI-2 to lower levels than detected, i.e., to decrease the effectiveness of the agent. 
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Cells of a subject may also be obtained before and after administration of a 
PLCG1 or PAI-2 therapeutic to detect the level of expression of genes other than PLCG1 
or PAI-2, to verify that the PLCG1 or PAI-2 therapeutic does not increase or decrease the 
expression of genes which could be deleterious. This can be done, e.g., by using the 

5 method of transcriptional profiling. Thus, mRNA from cells exposed in vivo to a PLCG1 
or PAI-2 therapeutic and mRNA from the same type of cells that were not exposed to the 
PLCG1 or PAI-2 therapeutic could be reverse transcribed and hybridized to a chip 
containing DNA from numerous genes, to thereby compare the expression of genes in 
cells treated and not treated with a PLCG1 or PAI-2 therapeutic. If, for example a 

10 PLCG1 or PAI-2 therapeutic turns on the expression of a proto-oncogene in a subject, 
use of this particular PLCG1 or PAI-2 therapeutic may be undesirable. 

D. Methods of Treatment 

The present invention provides for both prophylactic and therapeutic methods of 
1 5 treating a subject having or likely to develop a disorder associated with specific PLCG1 
or PAI-2 alleles and/or aberrant PLCG1 or PAI-2 expression or activity, e.g., vascular 
diseases or disorders. 

i) Prophylactic Methods 

20 In one aspect, the invention provides a method for preventing a disease or 

disorder associated with a specific PLCG1 or PAI-2 allele such as a vascular disease or 
disorder, e.g., CAD or MI, and medical conditions resulting therefrom, by administering 
to the subject an agent which counteracts the unfavorable biological effect of the specific 
PLCG1 or PAI-2 allele. Subjects at risk, or at a lesser than normal risk, for such a 

25 disease can be identified by a diagnostic or prognostic assay, e.g., as described herein. 
Administration of a prophylactic agent can occur prior to the manifestation of symptoms 
associated with specific PLCG1 or PAI-2 alleles, such that a disease or disorder is 
prevented or, alternatively, delayed in its progression. Depending on the identity of the 
PLCG1 or PAI-2 allele in a subject, a compound that counteracts the effect of this allele 
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is administered. The compound can be a compound modulating the activity of PLCG1 
or PAI-2, e.g., a PLCG1 or PAI-2 inhibitor. The treatment can also be a specific lifestyle 
change, e.g., a change in diet or an environmental alteration. In particular, the treatment 
can be undertaken prophylactically, before any other symptoms are present. Such a 
5 prophylactic treatment could thus prevent the development of aberrant vascular activity, 
e.g., the production of atherosclerotic plaque leading to, e.g., CAD or MI. The 
prophylactic methods are similar to therapeutic methods of the present invention and are 
further discussed in the following subsections. 

1 0 (ii) Therapeutic Methods 

The invention further provides methods of treating a subject having a disease or 
disorder associated with a specific allelic variant of a polymorphic region of a PLCG1 or 
PAI-2 gene. Preferred diseases or disorders include vascular diseases and disorders, and 
disorders resulting therefrom (e.g, such as, for example, atherosclerosis, CAD, MI, 

1 5 ischemia, stroke, peripheral vascular diseases, venous thromboembolism and pulmonary 
embolism). 

In one embodiment, the method comprises (a) determining the identity of an 
allelic variant of a PLCG1 gene, a PAI-2 gene, or preferably, the identities of both; and 
(b) administering to the subject a compound that compensates for the effect of the 

20 specific allelic variant(s). The polymorphic region can be localized at any location of the 
gene, e.g., in a regulatory element (e.g., in a 5' upstream regulatory element), in an exon, 
{e.g., coding region of an exon), in an intron, or at an exon/intron border. Thus, 
depending on the site of the polymorphism in the PLCG1 or PAI-2 gene, a subject 
having a specific variant of the polymorphic region which is associated with a specific 

25 disease or condition, can be treated with compounds which specifically compensate for 
the effect of the allelic variant. 

In a preferred embodiment, the identity of one or more of the following 
nucleotides of a PLCG1 or PAI-2 gene of a subject is determined: a thymidine in the 
PLCG1 gene at residue 64001 of the reference sequence GI 11345540 (polymorphism 
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ID No. G523ul), or the complement thereof, or a thymidine at residue 170871 of the 
reference sequence GI 6705901 (polymorphism ID No. PAI2ul), or the complement 
thereof. In a preferred embodiment, the identities of both nucleotides is determined. 
If a subject has two copies of the variant allele of the PLCG1 gene (e.g., 

5 thymidine in the PLCG1 gene at residue 64001 of the reference sequence GI 1 1345540), 
or the complement thereof, and two copies of the reference allele of the PAI-2 gene (e.g., 
thymidine at residue 170871 of the reference sequence GI 6705901), or the complement 
thereof, as set forth in Table 3, that subject is at a lesser than normal risk of developing a 
vascular disease such as CAD or MI. 

10 Generally, the allelic variant can be a mutant allele, i.e., an allele which when 

present in one, or preferably two copies, in a subject results in a change in the phenotype 
of the subject. A mutation can be a substitution, deletion, and/or addition of at least one 
nucleotide relative to the wild-type allele (i.e., the reference sequence). Depending on 
where the mutation is located in the PLCG1 or PAI-2 gene, the subject can be treated to 

15 specifically compensate for the mutation. For example, if the mutation is present in the 
coding region of the gene and results in a more active PLCG1 or PAI-2 protein, the 
subject can be treated, e.g., by administration to the subject of a medication or course of 
clinical treatment which treat, prevents, or ameliorates a vascular disease or disorder. 
Normal PLCG1 or PAI-2 protein can also be used to counteract or compensate for the 

20 endogenous mutated form of the PLCG1 or PAI-2 protein. Normal PLCG1 or PAI-2 
protein can be directly delivered to the subject or indirectly by gene therapy wherein 
some cells in the subject are transformed or transfected with an expression construct 
encoding wild-type PLCG1 or PAI-2 protein. Nucleic acids encoding reference human 
PLCG1 or PAI-2 protein are set forth in SEQ ID NOs.:l and 3, respectively (GI 

25 Accession Nos. 1 1345540 and 6705901). 

Yet in another embodiment, the invention provides methods for treating a 
subject having a mutated PLCG1 or PAI-2 gene, in which the mutation is located in a 
regulatory region of the gene. Such a regulatory region can be localized in the 5' 
upstream regulatory element of the gene, in the 5' or 3* untranslated region of an exon, or 
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in an intron. A mutation in a regulatory region can result in increased production of 
PLCG1 or PAI-2 protein, decreased production of PLCG1 or PAI-2 protein, or 
production of PLCG1 or PAI-2 having an aberrant tissue distribution. The effect of a 
mutation in a regulatory region upon the PLCG1 or PAI-2 protein can be determined, 

5 e.g., by measuring the PLCG1 or PAI-2 protein level or mRNA level in cells having a 
PLCG1 or PAI-2 gene having this mutation and which, normally (i.e., in the absence of 
the mutation) produce PLCG1 or PAI-2 protein. The effect of a mutation can also be 
determined in vitro. For example, if the mutation is in the 5* upstream regulatory 
element, a reporter construct can be constructed which comprises the mutated 5* 

10 upstream regulatory element linked to a reporter gene, the construct transfected into 

cells, and comparison of the level of expression of the reporter gene under the control of 
the mutated 5' upstream regulatory element and under the control of a wild-type 5 1 
upstream regulatory element Such experiments can also be carried out in mice 
transgenic for the mutated 5* upstream regulatory element. If the mutation is located in 

15 an intron, the effect of the mutation can be determined, e.g., by producing transgenic 
animals in which the mutated PLCG1 or PAI-2 gene has been introduced and in which 
the wild-type gene may have been knocked out. Comparison of the level of expression 
of PLCG1 or PAI-2 in the mice transgenic for the mutant human PLCG1 or PAI-2 gene 
with mice transgenic for a wild-type human PLCG1 or PAI-2 gene will reveal whether 

20 the mutation results in increased, or decreased synthesis of the PLCG1 or PAI-2 protein 
and/or aberrant tissue distribution of PLCG1 or PAI-2 protein. Such analysis could also 
be performed in cultured cells, in which the human mutant PLCG1 or PAI-2 gene is 
introduced and, e.g., replaces the endogenous wild-type PLCG1 or PAI-2 gene in the 
cell. Thus, depending on the effect of the mutation in a regulatory region of a PLCG1 or 

25 PAI-2 gene, a specific treatment can be administered to a subject having such a mutation. 
Accordingly, if the mutation results in increased PLCG1 or PAI-2 protein levels, the 
subject can be treated by administration of a compound which reduces PLCG1 or PAI-2 
protein production, e.g., by reducing PLCG1 or PAI-2 gene expression or a compound 
which inhibits or reduces the activity of PLCG1 or PAI-2. 
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A correlation between drug responses and specific alleles of PLCG1 or PAI-2 
can be shown, for example, by clinical studies wherein the response to specific drugs of 
subjects having different allelic variants of a polymorphic region of a PLCG1 or PAI-2 
gene is compared. Such studies can also be performed using animal models, such as 

5 mice having various alleles of human PLCG1 or PAI-2 genes and in which, e.g., the 
endogenous PLCG1 or PAI-2 has been inactivated such as by a knock-out mutation. 
Test drugs are then administered to the mice having different human PLCG1 or PAI-2 
alleles and the response of the different mice to a specific compound is compared. 
Accordingly, the invention provides assays for identifying the drug which will be best 

10 suited for treating a specific disease or condition in a subject. For example, it will be 
possible to select drugs which will be devoid of toxicity, or have the lowest level of 
toxicity possible for treating a subject having a disease or condition. 

Other Uses For the Nucleic Acid Molecules of the Invention 

1 5 The identification of different alleles of PLCG 1 or PAI-2 can also be useful for 

identifying an individual among other individuals from the same species. For example, 
DNA sequences can be used as a fingerprint for detection of different individuals within 
the same species (Thompson, J. S. and Thompson, eds., Genetics in Medicine, WB 
Saunders Co., Philadelphia, PA (1991)). This is useful, for example, in forensic studies 

20 and paternity testing, as described below. 

A. Forensics 

Determination of which specific allele occupies a set of one or more polymorphic 
sites in an individual identifies a set of polymorphic forms that distinguish the individual 
25 from others in the population. See generally National Research Council, The Evaluation 
of Forensic DNA Evidence (Eds. Pollard et al., National Academy Press, DC, 1996). 
The more polymorphic sites that are analyzed, the lower the probability that the set of 
polymorphic forms in one individual is the same as that in an unrelated individual. 
Preferably, if multiple sites are analyzed, the sites are unlinked. Thus, the 
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polymorphisms of the invention can be used in conjunction with known polymorphisms 
in distal genes. Preferred polymorphisms for use in forensics are biallelic because the 
population frequencies of two polymorphic forms can usually be determined with greater 
accuracy than those of multiple polymorphic forms at multi-allelic loci. 

5 The capacity to identify a distinguishing or unique set of polymorphic markers in 

an individual is useful for forensic analysis. For example, one can determine whether a 
blood sample from a suspect matches a blood or other tissue sample from a crime scene 
by determining whether the set of polymorphic forms occupying selected polymorphic 
sites is the same in the suspect and the sample. If the set of polymorphic markers does 

1 0 not match between a suspect and a sample, it can be concluded (barring experimental 
error) that the suspect was not the source of the sample. If the set of markers is the same 
in the sample as in the suspect, one can conclude that the DNA from the suspect is 
consistent with that found at the crime scene. If frequencies of the polymorphic forms at 
the loci tested have been determined (e.g., by analysis of a suitable population of 

1 5 individuals), one can perform a statistical analysis to determine the probability that a 
match of suspect and crime scene sample would occur by chance. 

p(ID) is the probability that two random individuals have the same polymorphic 
or allelic form at a given polymorphic site. For example, in biallelic loci, four genotypes 
are possible: AA, AB, BA, and BB. If alleles A and B occur in a haploid genome of the 

20 organism with frequencies x and y, the probability of each genotype in a diploid 
organism is (see WO 95/12607): 

Homozygote: p(AA)= x 2 

Homozygote: p(BB)= y 2 = (1-x) 2 

Single Heterozygote: p(AB)= p(BA)= xy = x(l-x) 

25 Both Heterozygotes: p(AB+BA)= 2xy = 2x(l-x) 



The probability of identity at one locus (i.e., the probability that two individuals, 
picked at random from a population will have identical polymorphic forms at a given 
locus) is given by the equation: p(ID) = (x 2 ). 
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These calculations can be extended for any number of polymorphic forms at a 
given locus. For example, the probability of identity p(ID) for a 3-aIlele system where 
the alleles have the frequencies in the population of x, y, and z, respectively, is equal to 
the sum of the squares of the genotype frequencies: P(ID) = x 4 + (2xy) 2 + (2yz) 2 + (2xz) 
5 2 + z 4 + y 4 . 

In a locus of n alleles, the appropriate binomial expansion is used to calculate 
p(ID) and p(exc). 

The cumulative probability of identity (cum p(ID)) for each of multiple unlinked 
loci is determined by multiplying the probabilities provided by each locus: 
10 cum p(ID) = p(IDl)p(ID2)p(ID3). . .p(IDn). 

The cumulative probability of non-identity for n loci (i.e., the probability that two 
random individuals will be difference at 1 or more loci) is given by the equation: 
cum p(nonlD) = 1 -cum p(ID). 

If several polymorphic loci are tested, the cumulative probability of non-identity 
15 for random individuals becomes very high (e.g., one billion to one). Such probabilities 
can be taken into account together with other evidence in determining the guilt or 
innocence of the suspect. 



B. Paternity Testing 

20 The object of paternity testing is usually to determine whether a male is the father 

of a child. In most cases, the mother of the child is known, and thus, it is possible to 
trace the mother's contribution to the child's genotype. Paternity testing investigates 
whether the part of the child's genotype not attributable to the mother is consistent to that 
of the putative father. Paternity testing can be performed by analyzing sets of 

25 polymorphisms in the putative father and in the child. 

If the set of polymorphisms in the child attributable to the father does not match 
the set of polymorphisms of the putative father, it can be concluded, barring 
experimental error, that that putative father is not the real father. If the set of 
polymorphisms in the child attributable to the father does match the set of 
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polymorphisms of the putative father, a statistical calculation can be performed to 
determine the probability of a coincidental match. 

The probability of parentage exclusion (representing the probability that a 
random male will have a polymorphic form at a given polymorphic site that makes him 
5 incompatible as the father ) is given by the equation (see WO.95/12607): p(exc) = xy(l- 
xy), where x and y are the population frequencies of alleles A and B of a biallelic 
polymorphic site. 

(At a triallelic site p(exc) = xy(l-xy) + yz(l-yz) + xz(l-xz) + 3xyz(l-xyz)), where 
x, y, and z and the respective populations frequencies of alleles A, B, and C). 
10 The probability of non-exclusion is: p(non-exc) = l-p(exc). 

The cumulative probability of non-exclusion (representing the values obtained 
when n loci are is used) is thus: 

Cum p(non-exc) = p(non-excl)p(non-exc2)p(non-exc3)...p(non-excn). 

The cumulative probability of the exclusion for n loci (representing the 
15 probability that a random male will be excluded: cum p(exc) = 1 - cum p(non-exc). 

If several polymorphic loci are included in the analysis, the cumulative 
probability of exclusion of a random male is very high. This probability can be taken 
into account in assessing the liability of a putative father whose polymorphic marker set 
matches the child's polymorphic marker set attributable to his or her father. 

20 

C. Kits 

As set forth herein, the invention provides methods, e.g., diagnostic and 
therapeutic methods, e.g., for determining the type of allelic variant of a polymorphic 
region present in a PLCG1 or PAI-2 gene, such as a human PLCG1 or PAI-2 gene. In 
25 preferred embodiments, the methods use probes or primers comprising nucleotide 
sequences which are complementary polymorphic region of a PLCG1 or PAI-2 gene 
(SEQ ID NOs:5 and SEQ ID NO:6). Accordingly, the invention provides kits for 
performing these methods. 
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In a preferred embodiment, the invention provides a kit for determining whether a 
subject is or is not at risk of developing a disease or condition associated with a specific 
allelic variant of a PLCG1 or PAI-2 polymorphic region. In an even more preferred 
embodiment, the disease or disorder is characterized by an abnormal PLCG1 or PAI-2 
5 activity. In an even more preferred embodiment, the invention provides a kit for 

determining whether a subject is or is not at risk of developing a vascular disease, e.g., 
atherosclerosis, CAD, MI, ischemia, stroke, peripheral vascular diseases, venous 
thromboembolism and pulmonary embolism. 

A preferred kit provides reagents for determining whether a subject is or is not 

10 likely to develop a vascular disease, e.g., CAD or MI. 

Preferred kits comprise at least one probe or primer which is capable of 
specifically hybridizing under stringent conditions to a PLCG1 or PAI-2 reference 
sequence or polymorphic region and instructions for use. The kits preferably comprise at 
least one of the above described nucleic acids. Preferred kits for amplifying at least a 

1 5 portion of a PLCG1 or PAI-2 gene, comprise at least two primer pairs, at least one of 
which is capable of hybridizing to an allelic variant sequence of a PLCG1 gene {e.g., 
thymidine in the PLCG1 gene at residue 64001 of the reference sequence GI 1 1 345540, 
or the complement thereof) and one of which is capable of hybridizing to a reference 
sequence of a PAI-2 gene (e.g., thymidine at residue 170871 of the reference sequence 

20 GI 670590 1 , or the complement thereof). 

The kits of the invention can also comprise one or more control nucleic acids or 
reference nucleic acids, such as nucleic acids comprising a PLCG1 or PAI-2 intronic 
sequence. For example, a kit can comprise primers for amplifying a polymorphic region 
of a PLCG1 or PAI-2 gene and a control DNA corresponding to such an amplified DNA 

25 and having the nucleotide sequence of a specific allelic variant. Thus, direct comparison 
can be performed between the DNA amplified from a subject and the DNA having the 
nucleotide sequence of a specific allelic variant. In one embodiment, the control nucleic 
acid comprises at least a portion of a PLCG1 or PAI-2 gene of an individual who does 
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not have a vascular disease, or a disease or disorder associated with an aberrant PLCG1 
or PAI-2 activity. 

Yet other kits of the invention comprise at least one reagent necessary to perform 
the assay. For example, the kit can comprise an enzyme. Alternatively the kit can 
5 comprise a buffer or any other necessary reagent. 

D. Electronic Apparatus Readable Media and Arrays 

Electronic apparatus readable media comprising polymorphisms of the present 
invention is also provided. As used herein, "electronic apparatus readable media" and 

1 0 "computer readable media," which are used interchangeably herein, refer to any suitable 
medium for storing, holding or containing data or information that can be read and 
accessed directly by an electronic apparatus. Such media can include, but are not limited 
to: magnetic storage media, such as floppy discs, hard disc storage medium, and 
magnetic tape; optical storage media such as compact disc; electronic storage media such 

15 as RAM, ROM, EPROM, EEPROM and the like; general hard disks and hybrids of these 
categories such as magnetic/optical storage media. The medium is adapted or configured 
for having recorded thereon a marker of the present invention. 

As used herein, the term "electronic apparatus" is intended to include any suitable 
computing or processing apparatus or other device configured or adapted for storing data 

20 or information. Examples of electronic apparatus suitable for use with the present 
invention include stand-alone computing apparatus; networks, including a local area 
network (LAN), a wide area network (WAN) Internet, Intranet, and Extranet; electronic 
appliances such as a personal digital assistants (PDAs), cellular phone, pager and the 
like; and local and distributed processing systems. 

25 As used herein, "recorded" refers to a process for storing or encoding information 

on the electronic apparatus readable medium. Those skilled in the art can readily adopt 
any of the presently known methods for recording information on known media to 
generate manufactures comprising the polymorphisms of the present invention. 
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A variety of software programs and formats can be used to store the 
polymorphisms information of the present invention on the electronic apparatus readable 
medium. For example, the polymorphic sequence can be represented in a word 
processing text file, formatted in commercially-available software such as WordPerfect 
5 and Microsoft Word, or represented in the form of an ASCII file, stored in a database 
application, such as DB2, Sybase, Oracle, or the like, as well as in other forms. Any 
number of data processor structuring formats (e.g., text file or database) may be 
employed in order to obtain or create a medium having recorded thereon the markers of 
the present invention. 

10 By providing the polymorphisms of the invention in readable form, singly or in 

combination, one can routinely access the polymorphism information for a variety of 
purposes. For example, one skilled in the art can use the sequences of the 
polymorphisms of the present invention in readable form to compare a target sequence or 
target structural motif with the sequence information stored within the data storage 

15 means. Search means are used to identify fragments or regions of the sequences of the 
invention which match a particular target sequence or target motif. 

The present invention therefore provides a medium for holding instructions for 
performing a method for determining whether a subject has a vascular disease or a pre- 
disposition to a vascular disease, wherein the method comprises the steps of determining 

20 the presence or absence of a polymorphism and based on the presence or absence of the 
polymorphism, determining whether the subject has a vascular disease or a pre- 
disposition to a vascular disease and/or recommending a particular clinical course of 
therapy or diagnostic evaluation for the vascular disease or pre-vascular disease 
condition. 

25 The present invention further provides in an electronic system and/or in a 

network, a method for determining whether a subject has a vascular disease or a pre- 
disposition to vascular disease associated with a polymorphism as described herein 
wherein the method comprises the steps of determining the presence or absence of the 
polymorphism, and based on the presence or absence of the polymorphism, determining 
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whether the subject has a vascular disease or a pre-disposition to a vascular disease, 
and/or recommending a particular treatment for the vascular disease or pre-vascular 
disease condition. The method may further comprise the step of receiving phenotypic 
information associated with the subject and/or acquiring from a network phenotypic 
5 information associated with the subject . 

The present invention also provides in a network, a method for determining 
whether a subject has vascular disease or a pre-disposition to vascular disease associated 
with a polymorphism, said method comprising the steps of receiving information 
associated with the polymorphism, receiving phenotypic information associated with the 

10 subject, acquiring information from the network corresponding to the polymorphism 
and/or vascular disease, and based on one or more of the phenotypic information, the 
polymorphism, and the acquired information, determining whether the subject has a 
vascular disease or a pre-disposition to a vascular disease. The method may further 
comprise the step of recommending a particular treatment for the vascular disease or pre- 

1 5 vascular disease condition. 

The present invention also provides a method for determining whether a subject 
has a vascular disease or a pre-disposition to a vascular disease, said method comprising 
the steps of receiving information associated with the polymorphism, receiving 
phenotypic information associated with the subject, acquiring information from the 

20 network corresponding to the polymorphism and/or vascular disease, and based on one 
or more of the phenotypic information, the polymorphism, and the acquired information, 
determining whether the subject has vascular disease or a pre-disposition to vascular 
disease. The method may farther comprise the step of recommending a particular 
treatment for the vascular disease or pre-vascular disease condition. 

25 

E. Personalized Health Assessment 

Methods and systems of assessing personal health and risk for disease, e.g., 
vascular disease, in a subject, using the polymorphisms and association of the instant 
invention are also provided. The methods provide personalized health care knowledge to 
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individuals as well as to their health care providers, as well as to health care companies. 
It will be appreciated that the term "health care providers" is not limited to physicians 
but can be any source of health care. The methods and systems provide personalized 
information including a personal health assessment report that can include a personalized 
5 molecular profile, e.g., an PLCG1 and/or PAI-2 genetic profile, a health profile, or both. 
Overall, the methods and systems as described herein provide personalized information 
for individuals and patient management tools for healthcare providers and/or subjects 
using a variety of communications networks such as, for example, the Internet. U.S. 
Patent Application Serial No. 60/266,082, filed February 1 , 2001, entitled "Methods and 
10 Systems for Personalized Health Assessment," further describes personalized health 
assessment methods, systems, and apparatus, and is expressly incorporated herein by 
reference. 

In one aspect, the invention provides an Internet-based method for assessing a 
subject's risk for vascular disease, e.g., CAD or ML In one embodiment, the method 

15 comprises obtaining a biological sample from a subject, analyzing the biological sample 
to determine the presence or absence of a polymorphic region of PLCG1 and/or PAI-2, 
and providing results of the analysis to the subject via the Internet, wherein the presence 
of a polymorphic region of PLCG1 and/or PAI-2 indicates a decreased risk for vascular 
disease. In another embodiment, the method comprises analyzing data from a biological 

20 sample from a subject relating to the presence or absence of a polymorphic region of 
PLCG1 and/or PAI-2 and providing results of the analysis to the subject via the Internet, 
wherein the presence of a polymorphic region of PLCG1 and/or PAI-2 indicates a or 
decreased risk for vascular disease. 

It will be appreciated that the phrase "wherein the presence of a polymorphic 

25 region of PLCG1 and/or PAI-2 indicates a decreased risk for vascular disease" includes a 
decreased or lower than normal risk of developing a vascular disease indicated the 
presence of two copies of a thymidine allele at nucleotide position 170871 of the PAI-2 
gene together with two copies of a thymidine allele at nucleotide position 64001 of the 
PLCG1 gene, or the complements thereof, or the presence of a threonine at amino acid 



WO 03/007801 



-78- 



PCT/US02/23041 



position 813 of the PLCG1 protein and the presence an asparagine at amino acid position 
120 of the PAI-2 protein. 

The terms "Internet" and/or "communications network" as used herein refer to 
any suitable communication link, which permits electronic communications. It should 
5 be understood that these terms are not limited to "the Internet" or any other particular 
system or type of communication link. That is, the terms "Internet" and/or 
"communications network" refer to any suitable communication system, including extra- 
computer system and intra-computer system communications. Examples of such 
communication systems include internal busses, local area networks, wide area networks, 

1 0 point-to-point shared and dedicated communications, infra-red links, microwave links, 
telephone links, CATV links, satellite and radio links, and fiber-optic links. The terms 
"Internet" and/or "communications network" can also refer to any suitable 
communications system for sending messages between remote locations, directly or via a 
third party communication provider such as AT&T. In this instance, messages can be 

1 5 communicated via telephone or facsimile or computer synthesized voice telephone 
messages with or without voice or tone recognition, or any other suitable 
communications technique. 

In another aspect, the methods of the invention also provide methods of assessing 
a subject's risk for vascular disease, e.g., CAD or MI. In one embodiment, the method 

20 comprises obtaining information from the subject regarding the polymorphic region of an 
PLCG1 and/or PAI-2 gene, through e.g., obtaining a biological sample from the 
individual, analyzing the sample to obtain the subject's PLCG1 and/or PAI-2 genetic 
profile, representing the PLCG1 and/or PAI-2 genetic profile information as digital 
genetic profile data, electronically processing the PLCG1 and/or PAI-2 digital genetic 

25 profile data to generate a risk assessment report for vascular disease, and displaying the 
risk assessment report on an output device, where the presence of a polymorphic region 
of PLCG1 and/or PAI-2 indicates a decreased risk for vascular disease. In another 
embodiment, the method comprises analyzing a subject's PLCG1 and/or PAI-2 genetic 
profile, representing the PLCG1 and/or PAI-2 genetic profile information as digital 
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genetic profile data, electronically processing the PLCG1 and/or PAI-2 digital genetic 
profile data to generate a risk assessment report for vascular disease, and displaying the 
risk assessment report on an output device, where the presence of a polymorphic region 
of PLCG1 and/or PAI-2 indicates a decreased risk for vascular disease, e.g., CAD or MI. 
5 Additional health information may be provided and can be utilized to generate the risk 
assessment report. Such information includes, but is not limited to, information 
regarding one or more of age, sex, ethnic origin, diet, sibling health, parental health, 
clinical symptoms, personal health history, blood test data, weight, and alcohol use, drug 
use, nicotine use, and blood pressure. 
10 The PLCG1 and/or PAI-2 digital genetic profile data may be transmitted via a 

communications network, e.g., the Internet, to a medical information system for 
processing. 

In yet another aspect the invention provides a medical information system for 
assessing a subject's risk for vascular disease comprising a means for obtaining 

1 5 information from the subject regarding the polymorphic region of an PLCG1 and/or PAI- 
2 gene, through e.g., obtaining a biological sample from the individual to obtain an 
PLCG1 and/or PAI-2 genetic profile, a means for representing the PLCG1 and/or PAI-2 
genetic profile as digital molecular data, a means for electronically processing the 
PLCG1 and/or PAI-2 digital genetic profile to generate a risk assessment report for 

20 vascular disease, and a means for displaying the risk assessment report on an output 

device, where the presence of a polymorphic region of PLCG1 and/or PAI-2 indicates a 
decreased risk for vascular disease. 

In another aspect, the invention provides a computerized method of providing 
medical advice to a subject comprising obtaining information from the subject regarding 

25 the polymorphic region of an PLCG1 and/or PAI-2 gene, through e.g., obtaining a 
biological sample from the subject, analyzing the subject's biological sample to 
determine the subject's PLCG1 and/or PAI-2 genetic profile, and, based on the subject's 
PLCG1 and/or PAI-2 genetic profile, determining the subject's risk for vascular disease. 
Medical advice may be then provided electronically to the subject, based on the 



i 
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subject's risk for vascular disease. The medical advice may comprise, for example, 
recommending one or more of the group consisting of: further diagnostic evaluation, use 
of medical or surgical devices, administration of medication, or lifestyle change. 
Additional health information may also be obtained from the subject and may also be 
5 used to provide the medical advice. 

In another aspect, the invention includes a method for self-assessing risk for a 
vascular disease. The method comprises providing information from the subject 
regarding the polymorphic region of an PLCG1 and/or PAI-2 gene, through e.g., 
providing a biological sample for genetic analysis, and accessing an electronic output 

10 device displaying results of the genetic analysis, thereby self-assessing risk for a vascular 
disease, where the presence of a polymorphic region of PLCG1 and/or PAI-2 indicates a 
decreased risk for vascular disease. 

In another aspect, the invention provides a method of self-assessing risk for 
vascular disease comprising providing information from the subject regarding the 

15 polymorphic region of an PLCG1 and/or PAI-2 gene, through e.g., providing a biological 
sample, accessing PLCG1 and/or PAI-2 digital genetic profile data obtained from the 
biological sample, the PLCG1 and/or PAI-2 digital genetic profile data being displayed 
via an output device, where the presence of a polymorphic region of PLCG1 and/or PAI- 
2 indicates a decreased risk for vascular disease. 

20 An output device may be, for example, a CRT, printer, or website. An electronic 

output device may be accessed via the Internet. 

The biological sample may be obtained from the individual at a laboratory 
company. In one embodiment, the laboratory company processes the biological sample 
to obtain PLCG1 and/or PAI-2 genetic profile data, represents at least some of the 

25 PLCG1 and/or PAI-2 genetic profile data as digital genetic profile data, and transmits the 
PLCG1 and/or PAI-2 digital genetic profile data via a communications network to a 
medical information system for processing. The biological sample may also be obtained 
from the subject at a draw station. A draw station processes the biological sample to 
obtain PLCG1 and/or PAI-2 genetic profile data and transfers the data to a laboratory 
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company. The laboratory company then represents at least some of the PLCG1 and/or 
PAI-2 genetic profile data as digital genetic profile data, and transmits the PLCG1 and/or 
PAI-2 digital genetic profile data via a communications network to a medical 
information system for processing. 
5 In another aspect, the invention provides a method for a health care provider to 

generate a personal health assessment report for an individual. The method comprises 
counseling the individual to provide a biological sample and authorizing a draw station 
to take a biological sample from the individual and transmit molecular information from 
the sample to a laboratory company, where the molecular information comprises the 

10 presence or absence of a polymorphic region of PLCG1 and/or PAI-2. The health care 
provider then requests the laboratory company to provide digital molecular data 
corresponding to the molecular information to a medical information system to 
electronically process the digital molecular data and digital health data obtained from the 
individual to generate a health assessment report, receives the health assessment report 

15 from the medical information system, and provides the health assessment report to the 
individual. 

In still another aspect, the invention provides a method of assessing the health of 
an individual. The method comprises obtaining health information from the individual 
using an input device (e.g., a keyboard, touch screen, hand-held device, telephone, 

20 wireless input device, or interactive page on a website), representing at least some of the 
health information as digital health data, obtaining a biological sample from the 
individual, and processing the biological sample to obtain molecular information, where 
the molecular information comprises the presence or absence of a polymorphic region of 
PLCG1 and/or PAI-2. At least some of the molecular information and health data is then 

25 presented as digital molecular data and electronically processed to generate a health 
assessment report. The health assessment report is then displayed on an output device. 
The health assessment report can comprise a digital health profile of the individual. The 
molecular data can comprise protein sequence data, and the molecular profile can 
comprise a proteomic profile. The molecular data can also comprise information 
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regarding one or more of the absence, presence, or level, of one or more specific 
proteins, polypeptides, chemicals, cells, organisms, or compounds in the individual's 
biological sample. The molecular data may also comprise, e.g., nucleic acid sequence 
data, and the molecular profile may comprise, e.g., a genetic profile. 
5 In yet another embodiment, the method of assessing the health of an individual 

further comprises obtaining a second biological sample or a second health information at 
a time after obtaining the initial biological sample or initial health information, 
processing the second biological sample to obtain second molecular information, 
processing the second health information, representing at least some of the second 

10 molecular information as digital second molecular data and second health information as 
digital health information, and processing the molecular data and second molecular data 
and health information and second health information to generate a health assessment 
report. In one embodiment, the health assessment report provides information about the 
individual's predisposition for vascular disease, e.g., CAD or MI, and options for risk 

15 reduction. 

Options for risk reduction comprise, for example, one or more of diet, exercise, 
one or more vitamins, one or more drugs, cessation of nicotine use, and cessation of 
alcohol use. wherein the health assessment report provides information about treatment 
options for a particular disorder. Treatment options comprise, for example, one or more 

20 of diet, one or more drugs, physical therapy, and surgery. In one embodiment, the health 
assessment report provides information about the efficacy of a particular treatment 
regimen and options for therapy adjustment. 

In another embodiment, electronically processing the digital molecular data and 
digital health data to generate a health assessment report comprises using the digital 

25 molecular data and/or digital health data as inputs for an algorithm or a rule-based 
system that determines whether the individual is at risk for a specific disorder, e.g., a 
vascular disorder, such as CAD or ML Electronically processing the digital molecular 
data and digital health data may also comprise using the digital molecular data and 
digital health data as inputs for an algorithm or a rule-based system based on one or more 
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databases comprising stored digital molecular data and/or digital health data relating to 
one or more disorders, e.g., vascular disorders, such as CAD or MI. 

In another embodiment, processing the digital molecular data and digital health 
data comprises using the digital molecular data and digital health data as inputs for an 
5 algorithm or a rule-based system based on one or more databases comprising: (i) stored 
digital molecular data and/or digital health data from a plurality of healthy individuals, 
and (ii) stored digital molecular data and/or digital health data from one or more 
pluralities of unhealthy individuals, each plurality of individuals having a specific 
disorder. At least one of the databases can be a public database. In one embodiment, the 

10 digital health data and digital molecular data are transmitted via, e.g., a. communications 
network, e.g., the Internet, to a medical information system for processing. 

A database of stored molecular data and health data, e.g., stored digital molecular 
data and/or digital health data, from a plurality of individuals, is further provided. A 
database of stored digital molecular data and/or digital health data from a plurality of 

1 5 healthy individuals, and stored digital molecular data and/or digital health data from one 
or more pluralities of unhealthy individuals, each plurality of individuals having a 
specific disorder, e.g., a vascular disorder, is also provided. 

The new methods and systems of the invention provide healthcare providers with 
access to ever-growing relational databases that include both molecular data and health 

20 data that is linked to specific disorders, e.g., vascular disorders. In addition public 

medical knowledge is screened and abstracted to provide concise, accurate information 
that is added to the database on an ongoing basis. In addition, new relationships between 
particular SNPs, e.g., SNPs associated with vascular disease, or genetic mutations and 
specific discords are added as they are discovered. 

25 The present invention is further illustrated by the following examples which 

should not be construed as limiting in any way. The contents of all cited references 
(including, without limitation, literature references, issued patents, published patent 
applications and database records including Genbank™ records) as cited throughout this 
application are hereby expressly incorporated by reference. The practice of the present 
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invention will employ, unless otherwise indicated, conventional techniques of cell 
biology, cell culture, molecular biology, transgenic biology, microbiology, recombinant 
DNA, and immunology, which are within the skill of the art. Such techniques are 
explained fully in the literature. See, for example, Molecular Cloning A 

5 Laboratory Manuals 2nd Ed., ed. by Sambrook, Fritsch and Maniatis (Cold Spring 
Harbor Laboratory Press: 1989); DNA Cloning, Volumes I and II (D. N. Glover ed., 
1985); Oligonucleotide Synthesis (M. J. Gait ed., 1984); Mullis et al U.S. Patent No: 
4,683,195; Nucleic Acid Hybridization (B. D. Hames & S. J. Higgins eds. 1984); 
Transcription And Translation (B. D. Hames & S. J. Higgins eds. 1984); Culture Of 

10 Animal Cells (R. I. Freshney, Alan R. Liss, Inc., 1987); Immobilized Cells And Enzymes 
(IRL Press, 1986); B. Perbal, A Practical Guide To Molecular Cloning (1984); the 
treatise, Methods In Enzymology (Academic Press, Inc., N.Y.); Gene Transfer Vectors 
For Mammalian Cells (J. H. Miller and M. P. Calos eds., 1987, Cold Spring Harbor 
Laboratory); Methods In Enzymology, Vols. 154 and 155 (Wu et al eds.), 

1 5 Immunochemical Methods In Cell And Molecular Biology (Mayer and Walker, eds., 

Academic Press, London, 1987); Handbook Of Experimental Immunology, Volumes I-IV 
(D. M. Weir and C. C. Blackwell, eds., 1986); Manipulating the Mouse Embryo, (Cold 
Spring Harbor Laboratory Press, Cold Spring Harbor, N.Y., 1986). 

20 EXAMPLES 

Example 1: Detection of polymorphic regions in the human PLCG1 and PAI-2 

genes 

This example describes the detection of polymorphic regions in the human PLCG1 
25 and PAI-2 genes through use of denaturing high performance liquid chromatography 
(DHPLC), variant detector arrays, polymerase chain reaction (PCR), and direct sequencing. 

Cell lines derived from an ethnically diverse population were obtained and used for 
single nucleotide polymorphism (SNP) discovery by methods described in Cargill, et al 
(1999) Nature Genetics 22:231-238, incorporated herein in its entirety by reference. 
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Genomic sequence representing the coding and partial regulatory regions of genes 
were amplified by polymerase chain reaction and screened via two independent methods: 
denaturing high performance liquid chromatography (DHPLC) or variant detector arrays 
(Affymetrix™). 

5 DHPLC uses reverse-phase ion-pairing chromatography to detect the heteroduplexes 

that are generated during amplification of PCR fragments from individuals who are 
heterozygous at a particular nucleotide locus within that fragment (Oefher and Underhill 
(1995) Am. J. Human Gen. 57:Suppl. A266). 

Generally, the analysis was carried out as described in O'Donovan et al ((1998) 

10 Genomics 52:44-49). PCR products having product sizes ranging from about 150-400 
bp were generated. Two PCR reactions were pooled together for DHPLC analysis (4 ul 
of each reaction for a total of 8 ul per sample). DHPLC was performed on a DHPLC 
system purchased from Transgenomic, Inc. The gradient was created by mixing buffers 
A (0.1M TEAA) and B (0.1M TEAA, 25% Acetontitrile). WAVEmaker™ software was 

1 5 utilized to predict a melting temperature and calculate a buffer gradient for mutation 
analysis of a given DNA sequence. The resulting chromatograms were analyzed to 
identify base pair alterations or deletions based on specific chromatographic profiles. 

Detection of polymorphic regions in the human PLCG1 and PAI-2 genes by SSCP 
20 Genomic DNA from the cell lines derived from an ethnically diverse population 

as described in Cargill, et al (1999) Nature Genetics 22:231-238, was subjected to PCR 
in 25 jil reactions (IX PCR Amplitaq polymerase buffer, 0.1 mM dNTPs, 0.8 5 f 
primer, 0.8 jiM 3' primer, 0.75 units of Amplitaq polymerase, 50 ng genomic DNA) 
using each of the above described pairs of primers under the following cycle conditions: 
25 94°C for 2 min, 35 x [94°C for 40 sec, 57°C for 30 sec, 72°C for 1 min], 72°C 5 min, 
4°C hold. 

The amplified genomic DNA fragments were then analyzed by SSCP (Orita et al. 
(1989) PNAS USA 86:2766, see also Cotton (1993) Mutat Res 285:125-144; and Hayashi 
(1 992) Genet Anal Tech Appl 9:73-79). From each 25 ^1 PCR reaction, 3 \xl was taken 
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and added to 7 ^1 of loading buffer. The mixture was heated to 94°C for 5 min and then 
immediately cooled in a slurry of ice-water. 3-4 nl were then loaded on a 10% 
polyacrylamide gel either with 10% glycerol or without 10% glycerol, and then subjected 
to electrophoresis either overnight at 4 Watts at room temperature, overnight at 4 Watts 

5 at 4°C (for amplifying a 5' upstream regulatory element), or for 5 hours at 20 Watts at 
4°C. The secondary structure of single-stranded nucleic acids varies according to 
sequence, thus allowing the detection of small differences in nucleic acid sequence 
between similar nucleic acids. At the end of the electrophoretic period, the DNA was 
analyzed by gently overlaying a mixture of dyes onto the gel (lx the manufacturer's 

1 0 recommended concentration of SYBR Green I™ and SYBR Green II™ in 0.5 X TBE 
buffer (Molecular Probes™)) for 5 min, followed by rinsing in distilled water and 
detection in a Fluoroimager 575™ (Molecular Dynamics™). 

Sequencing of PCR products 

1 5 To determine the sequences of the polymorphisms identified, the regions 

containing the polymorphisms were reamplified using flanking primers. The genomic 
DNA was subjected to PCR in 50 \i\ reactions (lx PCR Amplitaq polymerase buffer, 0.1 
mM dNTPs, 0.8 ^iM 5' primer, 0.8 [M 3' primer, 0.75 units of Amplitaq polymerase, 50 
ng genomic DNA) using each of the pairs of primers under the following cycle 

20 conditions: 94°C for 2 min, 35 x [94°C for 40 sec, 57°C for 30 sec, 72°C for 1 min], 
72°C 5 min, 4°C hold. The newly amplified products were then purified using the 
Qiagen Qiaquick PCR purification kit according to the manufacturer's protocol, and 
subjected to sequencing using the aforementioned primers which were utilized for 
amplification. 

25 

Results 

Several SNPs in each of the PLCG1 and PAI2 genes were identified. Two SNPs 
in the PLCG1 gene and four SNPs in the PAI2 gene were selected for further analysis. 
The two SNPs in the PLCG1 gene were in strong linkage disequilibrium with each other 
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(p<.0001). The four SNPs in the PAI-2 gene were in strong linkage disequilibrium with 
each other (all pairwise p values <.0001). Table 1 lists all of the SNPs analyzed in the 
PLCG1 gene and PAI-2 gene. Table 2 shows the measure of Ifnkage disequilibrium 
between pairs of SNPs in each gene. 

5 Further analysis of the PLCG1 and PAI-2 SNPs included genotyping of the SNPs 

in large patient populations to assess their association with CAD and ML A total of 352 
U.S. Caucasian subjects with premature coronary artery disease were identified in 15 
participating medical centers, fulfilling the criteria of either myocardial infarction, 
surgical or percutaneous revascularization, or a significant coronary artery lesion {e.g., at 

10 least a 70% stenosis in a major epicardial artery) diagnosed before age 45 in men or age 
50 in women and having a living sibling who met the same criteria. The sibling with the 
earliest onset in a Caucasian subset of these families was compared with a random 
sample of 4 1 8 Caucasian controls without known coronary disease. Controls 
representing a general, unselected population were identified through random-digit 

15 dialing in the Atlanta, Georgia area. Subjects ranging in age from age 20 to age 70 were 
invited to participate in the study. The subjects answered a health questionnaire, had 
anthropometric measures taken, and blood drawn for measurement of serum markers and 
extraction of DNA. Demographic characteristics are shown in Figure 5. 
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Table 1. 



Gene 


SNP 


nt. 

change 


Amino 
acid change 


Flanking 
sequence 


GI number/ 
nucleotide 
(nt) position 


SEQID 
NO: 


PLCG1 


G329ul 


c/t 


I/T 


ACGAGCTGA 
CCTTCAcCAA 
GAGCGCCAT 
CAT 


GI 11345540 
nt 64001 


5 


PLCG1 


G329u3 


a/g 


S/G 


CAGGAGTTC 
ATGCTCgGCT 
TCCTCCGAG 
ACC 


GI 11345540 
nt 58599 


7 


PAI-2 


PAI2ul 


t/c 


N/D 


AAATAATcC 
CCTGTGGA 


GI 6705901 
nt 170871 


6 


PAT 0 
r/Vl-Z 


r/VIZU3 


c/g 




TTTTCnfiCA 
GATTTTgCTC 
ACCCTAAAA 
CTA 


vji o/vjyui 
nt 164736 


O 
O 


PAI-2 


PA12u4 


c/g 


N/K 


GCATAAGAT 
AACCAAgTG 
CATTTTATTT 
TTC 


GI 6705901 
nt 164762 


9 


PAI-2 


PAI2dl7 


c/g 


non-coding 


TGTTTTTTTC 
TTCCTgTCTT 
TGCTTCTAG 
AT 


GI 6705901 
nt 176579 


10 



Table 2. 



Gene 


SNP1 


SNP2 


D' 


P value 


PLCG1 


G329ul 


G329u3 


.96 


<.0001 


PAI2 


PAI2u5 


PAI2u4 


1.00 


<.0001 


PAI2 


PAI2u5 


PAI2ul 


.99 


<.0001 


PAI2 


PAI2u5 


PAI2dl7 


.80 


<.0001 


PAI2 


PAI2u4 


PAI2ul 


.99 


<.0001 


PAI2 


PAI2u4 


PAI2dl7 


.80 


<.0001 


PAI2 


PAI2ul 


PAI2dl7 


.77 


<.0001 



5 



One SNP from each of the PLCG1 and PAI-2 genes showed strong associations 
with CAD and/or ML These SNPs were a change from a cytidine (C) to a thymidine (T) 
in the PLCG1 gene at residue 64001 of the reference sequence GI 1 1345540 
(polymorphism ID No. G329ul) and a change from a thymidine (T) to a cytidine (C) in 
10 the PAI-2 gene at residue 170871 of the reference sequence GI 6705901 (polymorphism 
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ID No. PAI2ul) (see Table 3, below). Because other SNPs in PLCG1 and PAI2 have 
been demonstrated to be in strong linkage disequilibrium with these specific SNPs, 
G329ul and PAI2ul, these other SNPs could be used as surrogates, e.g., markers, of 
G329ul and PAI2ul to predict risk of CAD and/or MI in a subject. 

5 

Table 3- 



1 


2 


3 


4 


5 


6 


7 


8 


9 


10 


Gene 


PolylD 


var 
freq 


Type of 
variant 


Geno- 
types 


Ref 


Var 


Genbank 
Accession/nt 
position 


Flanking 
sequence 


SEQ ID NO. 


PLCG1 


G329u1 


.25 


Missense 
(l/T) 


TT 
TC 

CC 


C 


T 


Gl:11345540/nt 
64001 


GACCTTCA 
tCAAGAGC 
G 


5 


PAI2 


PAI2u1 


.22 


Missense 
(N/D) 


CC 
CT 
TT 


T 


C 


Gl:6705901/nt 
170871 


AAATAATc 
CCCTGTG 
GA 


6 



1 0 Example 2: Statistical Analysis 

All analyses were done using the SAS statistical package (Version 8.0, SAS 
Institute Inc., Cary, N.C.). Differences between cases and controls were assessed with a 
chi-square statistic for categorical covariates and the Wilcoxon statistic for continuous 
covariates. Association between each SNP and two outcomes, CAD and MI, was 

1 5 measured by comparing genotype frequencies between controls and all CAD cases and 
the subset of cases with MI. Significance was determined using a continuity-adjusted 
chi-square or Fisher's exact test for each genotype compared to the homozygotes wild- 
type for that locus. Odds ratios were calculated and presented with 95% confidence 
intervals. 

20 Genotype groups were pooled for subsequence analysis of the top loci. Pooling 

allows the best model for each locus (dominant, codominant, or recessive) to be tested. 
Models were chosen based on significant differences between genotypes within a locus. 
A recessive model was chosen when the homozygous variant differed significantly from 



WO 03/007801 



PCT/US02/23041 



-90- 



both the heterozygous and homozygous wildtype, and the latter two did not differ from 
each other. A codominant model was chosen when homozygous variant genotypes 
differed from both heterozygous and homozygous wild-type, and the latter two differed 
significantly from each other. A dominant model was chosen when no significant 
5 difference was observed between heterozygous and homozygous variant genotypes. 
Multivariate logistic regression was used to adjust for sex, presence of 
hypertension, diabetes, and body mass index using the LOGISTC procedure in SAS. 
Height and weight, measured at the time of enrollment, were used to calculate body mass 
index for each subject. Presence of hypertension and non-insulin-dependent diabetes 

1 0 was measures by self-report (controls) and medical record confirmation (cases). 

Two SNPs, one from the PLCG1 gene and one from the PAI-2 gene showed 
statistically significant differences from cases and controls for CAD and/or MI (defined 
as p<.05). CAD and MI odds ratios for these polymorphisms are shown in Table 4, 
below. Individuals who are homozygous for the variant of the PLGC1 SNP G329ul 

15 (i.e., TT), or the complement thereof, are approximately 1.5-fold less likely to develop 
CAD and/or MI than individuals without this genotype. Individuals who are 
homozygous for the reference allele of the PAI-2 SNP PAIul (i.e., TT), or the 
complement thereof, are approximately 1 .5-fold less likely to develop CAD and/or MI 
than individuals without this genotype. Individuals who are both homozygous for the 

20 variant of the PLGC1 SNP G329ul (i.e., TT genotype) and homozygous for the 
reference allele of the PAI-2 SNP PAIul (i.e., TT), or the complements thereof, are 
approximately 3-fold less likely to develop CAD and/or MI than individuals with any 
other combination (odds ratio CAD: 0.39 (.22, .68); odds ratio MI: 0.32 (.15, .70)). 



25 
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Table 4. 



Gene 


PolylD 


Geno-type 


Controls 


CAD 


MI 


CAD Odds Ratio 


MI Odds Ratio 










cases 


cases 


(95% confidence 


(95% confidence 














interval) 


interval) 


PLCG1 


G329ul 


TT 


87 


50 


29 


0.66 (.44, .98) * 


.72 (.44, 1.12) 






TC/CC 


326 


284 


151 


1.00 


1.00 


PAI-2 


PAI2ul 


AA 


235 


163 


80 


0.75 (.55, 1.02) 


0.62 (.42, .91)* 






GA/GG 


153 


142 


84 


LOO 


1.00 


both 


G329ul 


TT(G329ul) 


56 


18 


8 


0.39 (.22, .68)* 


0.32 (.15, .69)* 


PLCG1 


and 


and 












and 


PAIul 


A A (PAI2ul) 












PAI-2 




vs all other 


328 


272 


146 


1.00 


1.00 



* p<.05 



Possible combinations of these alleles are listed in Table 5, below. As discussed 
5 above, individuals who are homozygous for the variant of the PLGC1 SNP G329ul (TT) 
and homozygous for the reference allele of the PAI-2 SNP PAIul (TT), or the 
complements thereof, are approximately 3-fold less likely to develop a vascular disease 
or disorder compared to individuals with any other possible combination. 



10 

Table 5. 

Gene (polylD) PLCG1 (G329ul) PAI-2 (PAIul) 

" ~ " ~ ~ ~ ' ~ CC 

TC 
TT 
CC 
TC 
TT 
CC 
TC 

TT 

**3-fold less likely to develop CAD and/or Ml compared to all other possible 
combinations 



TT 
TT 
TT 
TC 
TC 
TC 
CC 
CC 
CC 



15 
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Equivalents 

Those skilled in the art will recognize, or be able to ascertain using no more than 
routine experimentation, many equivalents to the specific embodiments of the invention 
described herein. Such equivalents are intended to be encompassed by the following 
5 claims. 
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What is claimed is: 

1 . A method for diagnosing or aiding in the diagnosis of a vascular disease 
or disorder in a subject comprising the steps of determining the PLCG1 and PAI-2 

5 genetic profile of the subject, thereby diagnosing or aiding in the diagnosis of a vascular 
disease or disorder. 

2. The method of claim 1, wherein determining the subject's PLCG1 and 
PAI-2 genetic profile comprises determining the identity of the nucleotide present at 

10 nucleotide position 64001 of SEQ ID NO:l and the nucleotide present at nucleotide 
position 170871 of SEQ ID NO:3, or the complement thereof. 

3. The method of claim 1 , wherein determining the subject's PLCG1 and 
PAI-2 genetic profile comprises determining the identity of the amino acid present at 

1 5 amino acid residue 81 3 of SEQ ID NO:2 and the amino acid present at amino acid 
residue 120 of SEQ ID NO:4, or the complement thereof. 

4. The method of claim 1, wherein the vascular disease is myocardial' 
infarction. 

20 

5. The method of claim 1 , wherein the vascular disease is coronary artery 
disease. 

6. A method for predicting the likelihood that a subject will or will not 
25 develop a vascular disease or disorder comprising the steps of determining the PLCG1 

and PAI-2 genetic profile of the subject, thereby predicting the likelihood that a subject 
will or will not develop a vascular disease or disorder. 
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7. The method of claim 6, wherein determining the subject's PLCG1 and 
PAI-2 genetic profile comprises determining the identity of the nucleotide present at 
nucleotide position 64001 of SEQ ID NO:l and the nucleotide present at nucleotide 
position 170871 of SEQ ID NO:3, or the complement thereof. 

5 

8. The method of claim 6, wherein determining the subject's PLCG1 and 
PAI-2 genetic profile comprises determining the identity of the amino acid present at 
amino acid residue 813 of SEQ ID NO:2 and/or the amino acid present at amino acid 
residue 1 20 of SEQ ID NO:4, or the complement thereof. 

10 

9. The method of claim 6, wherein the vascular disease is myocardial 
infarction. 

1 0. The method of claim 6, wherein the vascular disease is coronary artery 

1 5 disease. 

11. A method of diagnosing or aiding in the diagnosis of a vascular disease in 
a subject comprising the steps of determining the nucleotide present at nucleotide 
position 170871 of the PAI-2 gene and determining the nucleotide present at nucleotide 

20 position 64001 of the PLCG1 gene, wherein the presence of two copies of a thymidine 
allele at nucleotide position 170871 of the PAI-2 gene together with two copies of a 
thymidine allele at nucleotide position 64001 of the PLCG1 gene, or the complements 
thereof, is indicative of decreased likelihood of a vascular disease in the subject as 
compared with a subject having any other combination of these alleles. 

25 

12. The method of claim 11, wherein determining said nucleotides comprises 
obtaining a nucleic acid sample from the subject. 
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1 3. The method of claim 1 1 , wherein the PLCG1 gene has the nucleotide 
sequence of SEQ ID NO: 1 , or a portion thereof, and wherein the PAI-2 gene has the 
nucleotide sequence of SEQ ID NO:3, or a portion thereof. 

5 14. The method of claim 11, wherein the vascular disease is selected from the 

group consisting of atherosclerosis, coronary artery disease, myocardial infarction, 
ischemia, stroke, peripheral vascular diseases, venous thromboembolism and pulmonary 
embolism. 

10 15. The method of claim 1 4, wherein the vascular disease is myocardial 

infarction. 

16. The method of claim 14, wherein the vascular disease is coronary artery 

disease. 

15 

17. A method for predicting the likelihood that a subject will or will not 
develop a vascular disease, comprising the steps of determining the nucleotide present at 
nucleotide position 170871 of the PAI-2 gene and determining the nucleotide present at 
nucleotide position 64001 of the PLCG1 gene, wherein the presence of two thymidine 

20 alleles at nucleotide position 170871 of the PAI-2 gene and the presence of two 

thymidine alleles at nucleotide position 64001 of the PLCG1 gene, or the complements 
thereof, is indicative of decreased likelihood of the subject developing a vascular disease 
as compared with a subject having any other combination of these alleles. 

25 1 8. The method of claim 1 7, wherein determining said nucleotides comprises 

obtaining a nucleic acid sample from the subject. 
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1 9. The method of claim 1 7, wherein the PLCG1 gene has the nucleotide 
sequence of SEQ ID NO:l, or a portion thereof, and wherein the PAI-2 gene has the 
nucleotide sequence of SEQ ID NO:3, or a portion thereof 

5 20. The method of claim 1 7, wherein the vascular disease is selected from the 

group consisting of atherosclerosis, coronary artery disease, myocardial infarction, 
ischemia, stroke, peripheral vascular diseases, venous thromboembolism and pulmonary 
embolism. 

10 21. The method of claim 20, wherein the vascular disease is myocardial 

infarction. 

22. The method of claim 21 , wherein the vascular disease is coronary artery 
disease. 

15 

23. A method of diagnosing or aiding in the diagnosis of a vascular disease in 
a subject comprising the steps of determining the amino acid present at amino acid 
position 120 of the PAI-2 protein and determining the amino acid present at amino acid 
position 81 3 of the PLCG1 protein, wherein presence of a threonine at amino acid 

20 position 8 1 3 of the PLCG1 protein and the presence of an asparagine at amino acid 
position 120 of the PAI-2 protein is indicative of decreased likelihood of a vascular 
disease in the subject as compared with a subject having any other combination of these 
amino acids. 



25 



24. The method of claim 23, wherein determining said amino acids comprises 
obtaining a protein sample from the subject. 
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25. The method of claim 23, wherein the PLCG1 protein has the amino acid 
sequence of SEQ ID NO:2, or a portion thereof and wherein the PA1-2 protein has the 
amino acid sequence of SEQ ID NO:4, or a portion thereof. 

5 26. The method of claim 23, wherein the vascular disease is selected from the 

group consisting of atherosclerosis, coronary artery disease, myocardial infarction, 
ischemia, stroke, peripheral vascular diseases, venous thromboembolism and pulmonary 
embolism. 

1 0 27. The method of claim 25, wherein the vascular disease is myocardial 

infarction. 

28. The method of claim 25, wherein the vascular disease is coronary artery 
disease. 

15 

29. A method for predicting the likelihood that a subject will not develop a 
vascular disease, comprising the steps of determining the amino acid present at amino 
acid position 120 of the PAI-2 protein and determining the amino acid present at amino 
acid position 813 of the PLCG1 protein, wherein presence of a threonine at amino acid 

20 position 813 of the PLCG1 protein and the presence of an asparagine at amino acid 
position 120 of the PAI-2 protein is indicative of decreased likelihood of a subject 
developing a vascular disease as compared with a subject having any other combination 
of these amino acids. 

25 30. The method of claim 29, wherein determining said amino acids comprises 

obtaining a protein sample from the subject. 
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3 1 . The method of claim 29, wherein the PLCG 1 protein has the amino acid 
sequence of SEQ ID NO:2, or a portion thereof and wherein the PAI-2 protein has the 
amino acid sequence of SEQ ID NO:4, or a portion thereof. 

5 32. The method of claim 29, wherein the vascular disease is selected from the 

group consisting of atherosclerosis, coronary artery disease, myocardial infarction, 
ischemia, stroke, peripheral vascular diseases, venous thromboembolism and pulmonary 
embolism. 

10 33. The method of claim 29, wherein the vascular disease is myocardial 

infarction. 

34. The method of claim 32, wherein the vascular disease is coronary artery 
disease. 

15 

35. A computer readable medium for storing instructions for performing a 
computer implemented method for determining whether or not a subject has a 
predisposition to a vascular disease or disorder, said instructions comprising the 
functionality of: 

20 obtaining information from the subject indicative of the presence or absence of 

the polymorphic region of a PLCG1 and/or PAI-2 gene, and 

based on the presence or absence of the polymorphic region of a PLCG1 and/or 
PAI-2 gene, determining whether or not the subject has a predisposition to a vascular 
disease or disorder. 

25 

36. A computer readable medium for storing instructions for performing a 
computer implemented method for identifying a predisposition to a vascular disease or 
disorder, said instructions comprising the functionality of: 
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obtaining information regarding the presence or absence of the polymorphic 
region of a PLCG1 and/or PAI-2 gene, and 

based on the presence or absence of the polymorphic region of a PLCG1 and/or 
PAI-2 gene, identifying a predisposition to a vascular disease or disorder. 

5 

37. An electronic system comprising a processor for determining whether or 
not a subject has a predisposition to a vascular disease or disorder, said processor 
implementing the functionality of: 

obtaining information from the subject indicative of the presence or absence of 
10 the polymorphic region of a PLCG1 and/or PAI-2 gene, and 

based on the presence or absence of the polymorphic region of a PLCG1 and/or 
PAI-2 gene, determining whether or not the subject has the predisposition to a vascular 
disease or disorder. 



15 38. An electronic system comprising a processor for performing a method for 

identifying a predisposition to a vascular disease or disorder in a subject, said processor 

implementing the functionality of: 

obtaining information from the subject indicative of the presence or absence of 

the polymorphic region of a PLCG1 and/or PAI-2 gene, and 
20 based on the presence or absence of the polymorphic region of a PLCG1 and/or 

PAI-2 gene, performing a method for identifying a predisposition to a vascular disease or 

disorder associated with the polymorphic region. 



25 



39. The electronic system of claims 37 or 38, wherein said processor further 
implements the functionality of receiving phenotypic information associated with the 
subject. 
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40. The electronic system of claims 37 or 38, wherein said processor further 
implements the functionality of acquiring from a network phenotypic information 
associated with the subject. 

*\ 

5 41 . A network system for identifying a predisposition to a vascular disease or 

disorder in response to information submitted by an individual, said system comprising 
means for: 

receiving data from the individual regarding the presence or absence of the 
polymorphic region of a PLCG1 and/or PAI-2 gene, and 
10 based on the presence or absence of the polymorphic region, determining whether 

or not the subject has the predisposition to the vascular disease or disorder associated 
with the polymorphic region. 

42. A network system for identifying whether or not a subject has a 
1 5 predisposition to a vascular disease or disorder, said system comprising means for: 

receiving information from the subject regarding the polymorphic region of a 
PLCG1 and/or PAI-2 gene, 

receiving phenotypic information associated with the subject, 

acquiring additional information from the network, and 
20 based on one or more of the phenotypic information, the polymorphic region, and 

the acquired information, determining whether or not the subject has a pre-disposition to 
a vascular disease or disorder associated with a polymorphic region of a PLCG1 and/or 
PAI-2 gene. 

25 43. The system of claims 41 and 42, wherein the network system comprises a 

server and a work station operatively connected to said server via the network. 

44. A composition comprising an isolated nucleic acid molecule comprising 
an allelic variant of a polymorphic region of a PLCG1 gene, wherein the allelic variant 
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differs from the reference sequence set forth in SEQ ID NO: 1 , or a portion thereof, and 
wherein the allelic variant is associated with aberrant PLCG1 activity, in combination 
with an isolated nucleic acid molecule comprising an allelic variant of a polymorphic 
region of a PAI-2 gene, wherein the allelic variant does not differ from the reference 
sequence set forth in SEQ ID NO:3, or a portion thereof, and wherein the allelic variant 
is associated with aberrant PAI-2 activity. 

45. The composition of claim 44, wherein the polymorphic regions are located 
in an exon. 



46. A composition comprising an isolated nucleic acid molecule comprising 
the nucleotide sequence of SEQ ID NO:l, or a portion thereof, further comprising the 
nucleotide sequence of SEQ ID NO:5, or the complement thereof, in combination with 
an isolated nucleic acid molecule comprising the nucleotide sequence of SEQ ID NO:3, 

15 or a portion thereof, further comprising the nucleotide sequences of SEQ ID NO:6, or the 
complement thereof. 

47. A composition comprising an isolated nucleic acid molecule comprising 
the nucleotide sequence set forth in SEQ ID NO:l, or a portion thereof, wherein residue 

20 64001 is a thymidine, or the complement thereof, in combination with an isolated nucleic 
acid molecule comprising the nucleotide sequence set forth in SEQ ID NO:3, or a portion 
thereof, wherein residue 170871 is a thymidine, or the complement thereof. 

48. A kit comprising probes or primers which are capable of hybridizing to 
25 the nucleic acid molecules of any of claims 44-47. 



49. The kit of claim 48, wherein the probes or primers comprise a nucleotide 
sequence from about 15 to about 30 nucleotides. 
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50. The kit of claim 48, wherein the probes or primers are labeled. 

51 . A method for determining the identity of one or more allelic variants of a 
polymorphic region of a PLCG1 gene and a PAI-2 gene in a nucleic acid obtained from a 

5 subject, comprising contacting a sample nucleic acid from the subject with a probe or 
primer having a sequence which is complementary to a PLCG1 gene sequence and a 
probe or primer which is complementary to a PAI-2 gene sequence, wherein the sample 
comprises a PLCG1 gene sequence and a PAI-2 gene sequence, thereby determining the 
identity of one or more of the allelic variants. 

10 

52. The method of claim 5 1 , wherein the probes or primers are capable of 
hybridizing to an allelic variant of a polymorphic region of the PLGC1 and PAI-2 genes, 
and wherein the allelic variant differs from the reference sequence set forth in of SEQ ID 
NO:l and does not differ from the reference sequence set forth in SEQ ID NO:3. 

15 

53. The method of claim 52, wherein determining the identity of the allelic 
variant comprises determining the identity of at least one nucleotide of the polymorphic 
region of a PLCG1 gene and at least one nucleotide of the polymorphic region of a PAI-2 
gene. 

20 

54. The method of claim 53, wherein determining the identity of the allelic 
variant consists of determining the nucleotide content of the polymorphic region. 

55. The method of claim 53, wherein determining the nucleotide content 
25 comprises sequencing the nucleotide sequence. 



56. The method of claim 53, wherein determining the identity of the allelic 
variant comprises performing a restriction enzyme site analysis. 
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sy. The method of claim 53, wherein determining the identity of the allelic 
variant is carried out by single-stranded conformation polymorphism. 

58. The method of claim 53, wherein determining the identity of the allelic 
5 variant is carried out by allele specific hybridization. 

59. The method of claim 53, wherein determining the identity of the allelic 
variant is carried out by primer specific extension. 

1 0 60. The method of claim 53, wherein determining the identity of the allelic 

variant is carried out by an oligonucleotide ligation assay. 

61 . The method of claim 53, wherein the probe or primer comprises a 
nucleotide sequence from about 1 5 to about 30 nucleotides. 

15 

62. An Internet-based method for assessing a subject's risk for vascular 
disease, the method comprising: 

a) analyzing biological information from a subject indicative of the 
presence or absence of a polymorphic region of PLCG1 and/or PAI-2; 
20 b) providing results of the analysis to the subject via the Internet, 

wherein the presence of a polymorphic region of PLCG1 and/or PAI-2 indicates a 
decreased risk for vascular disease. 

63. A method of assessing a subject's risk for vascular disease, the method 
25 comprising: 

a) obtaining biological information from the individual; 

b) analyzing the information to obtain the subject's PLCG1 and/or 
PAI-2 genetic profile; 

c) representing the PLCG1 and/or PAI-2 genetic profile information 
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as digital genetic profile data; 

d) electronically processing the PLCG1 and/or PAI-2 digital genetic 
profile data to generate a risk assessment report for vascular disease, wherein the presence 
of a polymorphic region of PLCG1 and/or PAI-2 indicates a decreased risk for vascular 

5 disease; and 

e) displaying the risk assessment report on an output device. 

64. A method of assessing a subject's risk for vascular disease, the method 
comprising: 

1 0 a) obtaining the subject's PLCG1 and/or PAI-2 genetic profile 

information as digital genetic profile data; 

b) electronically processing the PLCG1 and/or PAI-2 digital genetic 
profile data to generate a risk assessment report for vascular disease, wherein the presence 
of a polymorphic region of PLCG1 and/or PAI-2 indicates a decreased risk for vascular 

1 5 disease; and 

c) displaying the risk assessment report on an output device. 

65. The method of claims 63 or 64, further comprising the step of using the 
risk assessment report to provide medical advice. 

20 

66. The method of claims 63 or 64, wherein additional health information is 
provided. 

67. The method of claim 66, wherein the additional health information 
25 comprises information regarding one or more of age, sex, ethnic origin, diet, sibling 

health, parental health, clinical symptoms, personal health history, blood test data, 
weight, and alcohol use, drug use, nicotine use, and blood pressure. 
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68. The method of claim 64, wherein the PLCG1 and/or PAI-2 digital genetic 
profile data are transmitted via a communications network to a medical information 
system for processing. 

5 69. The method of claim 68, wherein the communications network is the 

Internet. 

70. A medical information system for assessing a subject's risk for vascular 
disease comprising: 

10 a) means for obtaining biological information from the individual to 

obtain a PLCG1 and/or PAI-2 genetic profile; 

b) means for representing the PLCG1 and/or PAI-2 genetic profile as 
digital molecular data; 

c) means for electronically processing the PLCG1 and/or PAI-2 

1 5 digital genetic profile to generate a risk assessment report for vascular disease; 

and 

d) means for displaying the risk assessment report on an output 
device, wherein the presence of a polymorphic region of PLCG1 and/or PAI-2 
indicates a decreased risk for vascular disease. 

20 

71. A medical information system for assessing a subject' s risk for vascular 
disease comprising: 

a) means for representing the subject's PLCG1 and/or PAI-2 genetic 
profile data as digital molecular data; 
25 b) means for electronically processing the PLCG1 and/or PAI-2 

digital genetic profile to generate a risk assessment report for vascular disease; 
and 
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c) means for displaying the risk assessment report on an output 
device, wherein the presence of a polymorphic region of PLCG1 and/or PAI-2 
indicates a decreased risk for vascular disease. 

5 72. A computerized method of providing medical advice to a subject 

comprising: 

a) analyzing biological information from a subject to determine the 
subject's PLCG1 and/or PAI-2 genetic profile; 

b) based on the subject's PLCG1 and/or PAI-2 genetic profile, 
1 0 determining the subject' s risk for vascular disease; 

c) based on the subject's risk for vascular disease, electronically 
providing medical advice to the subject. 

73. A computerized method of providing medical advice to a subject 
15 comprising: 

a) based on the subject's PLCG1 and/or PAI-2 genetic profile, 
determining the subject's risk for vascular disease; 

b) based on the subject's risk for vascular disease, electronically 
providing medical advice to the subject. 

20 

74. The method of any of claims 72 or 73, wherein the medical advice 
comprises one or more of the group consisting of further diagnostic evaluation, 
administration of medication, or lifestyle change. 

25 75. The method of claims 72 or 73, wherein additional health information is 

obtained from the subject. 
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76. The method of claim 75, wherein the additional health information 
comprises information regarding one or more of age, sex, ethnic origin, diet, sibling 
health, parental health, clinical symptoms, personal health history, blood test data, 
weight, and alcohol use, drug use, nicotine use, and blood pressure. 

5 

77. A method for self-assessing risk for a vascular disease comprising 

a) providing biological information for genetic analysis; 

b) accessing an electronic output device displaying results of the 
genetic analysis, thereby self-assessing risk for a vascular disease, wherein the presence 

10 of a polymorphic region of PLCG1 and/or PAI-2 indicates a decreased risk for vascular 
disease. 



78. A method for self-assessing risk for a vascular disease comprising 
accessing an electronic output device displaying results of a genetic analysis of a 
15 biological sample, wherein the presence of a polymorphic region of PLCG1 and/or PAI- 
2 indicates a decreased risk for vascular disease, thereby self-assessing risk for a vascular 
disease. 



79. A method of self-assessing risk for vascular disease, the method 
20 comprising 

a) providing biological information; 

b) accessing PLCG 1 and/or PAI-2 digital genetic profile data 
obtained from the biological information, the PLCG1 and/or PAI-2 digital 
genetic profile data being displayed via an output device, wherein the presence of 

25 a polymorphic region of PLCG 1 and/or PAI-2 indicates a decreased risk for 

vascular disease. 
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80. A method of self-assessing risk for vascular disease, the method 
comprising accessing PLCG1 and/or PAI-2 digital genetic profile data obtained from 
biological information, the PLCG1 and/or PAI-2 digital genetic profile data being 
displayed via an output device, wherein the presence of a polymorphic region of PLCG1 

5 and/or PAI-2 indicates a decreased risk for vascular disease. 

8 1 . The method of claims 79 or 80, wherein the electronic output device is 
accessed via the Internet. 

10 82. The method of claims 79 or 80, wherein additional health information is 

provided. 

83. The method of claim 82, wherein the additional health information 
comprises information regarding one or more of age, sex, ethnic origin, diet, sibling 

1 5 health, parental health, clinical symptoms, personal health history, blood test data, 
weight, and alcohol use, drug use, nicotine use, and blood pressure. 

84. The method of any of claims 77, 78, 79, or 80, wherein the biological 
information is obtained from a sample from an individual at a laboratory company. 

20 

85. The method of claim 84, wherein the laboratory company processes the 
biological sample to obtain PLCG1 and/or PAI-2 genetic profile data, represents at least 
some of the PLCG1 and/or PAI-2 genetic profile data as digital genetic profile data, and 
transmits the PLCG1 and/or PAI-2 digital genetic profile data via a communications 

25 network to a medical information system for processing. 

86. The method of any of claims 77, 78, 79, or 80, wherein the biological 
information is obtained from a sample from an individual at a draw station, wherein the 
draw station processes the biological sample to obtain PLCG1 and/or PAI-2 genetic 
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profile data, and transfers the data to a laboratory company. 

87. The method of claim 86, wherein the laboratory company represents at 
least some of the PLCG1 and/or PA1-2 genetic profile data as digital genetic profile data, 
5 and transmits the PLCG1 and/or PAI-2 digital genetic profile data via a communications 
network to a medical information system for processing. 



88. A method for a health care provider to generate a personal health 
assessment report for an individual, the method comprising counseling the individual to 

1 0 provide a biological sample; authorizing a draw station to take a biological sample from 
the individual and transmit molecular information from the sample to a laboratory 
company, wherein the molecular information comprises the presence or absence of a 
polymorphic region of PLCG1 and/or PAI-2; requesting the laboratory company to 
provide digital molecular data corresponding to the molecular information to a medical 

15 information system to electronically process the digital molecular data and digital health 
data obtained from the individual to generate a health assessment report; receiving the 
health assessment report from the medical information system; and providing the health 
assessment report to the individual. 



20 89. A method for a health care provider to generate a personal health 

assessment report for an individual, the method comprising requesting a laboratory 
company to provide digital molecular data corresponding to the molecular information 
derived from a biological sample from the individual to a medical information system to 
electronically process the digital molecular data and digital health data obtained to 

25 generate a health assessment report; receiving the health assessment report from the 
medical information system; and providing the health assessment report to the 
individual. 
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90. A method of assessing the health of an individual, the method comprising: 
obtaining health information from the individual using an input device; representing at 
least some of the health information as digital health data; obtaining biological 
information from the individual, wherein the information comprises the presence or 
5 absence of a polymorphic region of PLCG1 and/or PAI-2; representing at least some of 
the information as digital molecular data; electronically processing the digital molecular 
data and digital health data to generate a health assessment report; and displaying the 
health assessment report on an output device. 

10 91. The method of claim 90, wherein electronically processing the digital 

molecular data and digital health data to generate a health assessment report comprises 
using the digital molecular data and digital health data as inputs for an algorithm or a 
rule-based system that determines whether the individual is at risk for a specific disorder. 

1 5 92. The method of claim 90, wherein the individual has or is at risk of 

developing vascular disease, and wherein electronically processing the digital molecular 
data and digital health data to generate a health assessment report comprises using the 
digital molecular data and digital health data as inputs for an algorithm or a rule-based 
system that determines the individual's prognosis. 

20 

93. The method of claim 90, wherein electronically processing the digital 
molecular data and digital health data comprises using the digital molecular data and 
digital health data as inputs for an algorithm or a rule-based system based on one or more 
databases comprising stored digital molecular data and/or digital health data relating to 
25 one or more disorders. 



94. The method of claim 90, wherein electronically processing the digital 
molecular data and digital health data comprises using the digital molecular data and 
digital health data as inputs for an algorithm or a rule-based system based on one or more 
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databases comprising (i) stored digital molecular data and/or digital health data from a 
plurality of healthy individuals, and (ii) stored digital molecular data and/or digital health 
data from one or more pluralities of unhealthy individuals, each plurality of individuals 
having a specific disorder. 

5 

95. The method of either of claims 93 or 94, wherein at least one of the 
databases is a public database. 

96. The method of claim 90, wherein the digital health data and digital 

1 0 molecular data are transmitted via a communications network to a medical information 
system for processing. 

97. The method of claim 95, wherein the communications network is the 
Internet. 

15 

98. The method of claim 95, wherein the input device is a keyboard, touch 
screen, hand-held device, telephone, wireless input device, or interactive page on a 
website. 

20 99. The method of claim 90, wherein the health assessment report comprises 

a digital molecular profile of the individual. 

1 00. The method of claim 90, wherein the health assessment report comprises 
a digital health profile of the individual. 

25 

101. The method of claim 90, wherein the molecular data comprises nucleic 
acid sequence data, and the molecular profile comprises a genetic profile. 



102. 



The method of claim 90, wherein the molecular data comprises protein 
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sequence data, and the molecular profile comprises a proteomic profile. 

1 03. The method of claim 90, wherein the molecular data comprises 
information regarding one or more of the absence, presence, or level, of one or more 

5 specific proteins, polypeptides, chemicals, cells, organisms, or compounds in the 
individual's biological sample. 

1 04. The method of claim 90, wherein the health information comprises 
information relating to one or more of age, sex, ethnic origin, diet, sibling health, 

10 parental health, clinical symptoms, personal health history, blood test data, weight, and 
alcohol use, drug use, nicotine use, and blood pressure. 

105. The method of claim 90, wherein the health information comprises 
current and historical health information. 

15 

106. The method of claim 90, further comprising obtaining a second set of 
biological information at a time after obtaining the first set of biological information; 
processing the second set of biological information to obtain a second set of information; 
representing at least some of the second set of information as digital second molecular 

20 data; and processing the molecular data and second molecular data to generate a health 
assessment report. 

107. The method of claim 106, further comprising obtaining second health 
information at a time after obtaining the health information; representing at least some of 

25 the second health information as digital second health data and processing the molecular 
data, health data, second molecular data, and second health data to generate a health 
assessment report. 
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108. The method of claim 95, wherein the health assessment report provides 
information about the individual's predisposition for vascular disease and options for risk 
reduction. 

5 109. The method of claim 108, wherein the options for risk reduction comprise 

one or more of diet, exercise, one or more vitamins, one or more drugs, cessation of 
nicotine use, and cessation of alcohol use. 

1 1 0. The method of claim 95, wherein the health assessment report provides 
1 0 information about treatment options for a particular disorder. 

111. The method of claim 1 1 0, wherein the treatment options comprise one or 
more of diet, one or more drugs, physical therapy, and surgery. 

15 112. The method of claim 95, wherein the health assessment report provides 

information about the efficacy of a particular treatment regimen and options for therapy 
adjustment. 

113. The method of claim 95, further comprising storing the molecular data. 

20 

1 1 4. The method of claim 113, further comprising building a database of 
stored molecular data from a plurality of individuals. 

115. The method of claim 95, further comprising storing the molecular data 
25 and health data. 



116. The method of claim 115, further comprising building a database of 
stored molecular data and health data from a plurality of individuals. 



WO 03/007801 



-114- 



PCT/US02/2304I 



1 1 7. The method of claim 1 1 6, further comprising building a database of 
stored digital molecular data and/or digital health data from a plurality of healthy 
individuals, and stored digital molecular data and/or digital health data from one or more 
pluralities of unhealthy individuals, each plurality of individuals having a specific 
5 disorder. 



10 
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FIGURE 1 



GATCTTCAAAGGTTGGGGTTTGATAGTGC CTTGAATAATTTTTAAC TTTATATTGC CAGCGGAAGAAGCA 
TTCTCTTTTTAGATTTAAAAAATGTAGATACAAATATTAGGGGTTTTATTTTTAGTGAAACATTTCAAAC 
ATACAGGAATAGATAATTATGTAATGAACACTCGTATGTCCACCATCTGGCTTTGTAAAATCTTAAAATT 
ATGTCTTATGTGCTCAATTGTTTTATTTCATAAAAGATACTGATAAACATAGCTGAAGTCACTTGTATAC 
CATTCACCTTCTTCCCTGTAGATTACTATGAACTCGGTCT 

TGCAGTATATTTATGTGTTCATAAACAATATGTAATTTTACAATATGTAACACACTAGTAACATACTAAT 
TTAAAACTTGTTTTTAGTTTACAATATGTTGTAAACTATTGTAAGCTAAAGACATATTGTACAACCTATT 
GTAAAATAAAAACAGGTTTTAGTTTTAAATTAGGTATGTTACTGGGATCATTCTGCAACTTGTT 
TCTCCAGCTTTGATTTTGTGGTTTTATTATCTTAACCT^^ 

TGGTATTCTATTATATCATAAAAACTTATCTATTCTGTTGGTTTTTGTTGTTGGTCATTTGAGACCATGT 
CTTCGCTCTGTCACCCAGGCTGGAGTACAGTGGCGTGATCTTGGCTCACTGTGACCTCTGCCTCCCGGAT 
TCAAGTGGTTTTGGTGCCTCAGCCTCCTGAGTAGCTGGGATTATAGGCGTGTGCCACCATGCCCAGCTAA 
TTTTTGTATTTTTAAiTVGAGACGGGATTT 

TCTGCTCACCTCAGCTGCACAAAGTGCTGGGATTACAGGTGTTAGCCACCATACCCTGCCTCTATTCTCT 
TGTTAAGAGGCATTTAGCATGGTTATACAGTCTCTTGCCCTCATAAAC^GTGCTGGAAGATUVCACATGTT 
TCTTGTGTATATGAATGAAAATTTGTTTTATAGATTAGATATCT 

TTTACATCATTACTCTCCTCCTCCCTCCCCTCCCACCCCCACCCACAAC^GTATTCCTCTTTTTCCATAT 
CCTTGCTAATGTTTCTAAAGTTTTGCTTTTTACATTTGGGTCTTAGATCCACTAGAATGTATTTTTGCAT 
TGGGATGAAGTTGAAACCTAATATATTTTCCAAATGAGTAAACTGTTGTCACAGAACTATTTAGTTGTAT 
TACCTCCTCTCTTGTATATCAGATATATCTACATATATGTCAGACTGTTTCTGGGCTGTCTGTCCTCTTT 
AATTAGTTCGTGTATCTGTTTCTGCATCAGTAGCATACTGTCTTAACTACTGTAGCTTTATAAAGTCTAT 
TGAGTAGGACAAGTTTGTTTCATTCTTCAAAATTGCTTTGGCTATTCTTGGCCCTCTGCTGTTTCATATT 
AACTTTCAGATAAACTTGTCAAATTCTAATGAAAACTGTTGATAAACTTGTTGATTAACAAATTCTT^ATA 
AAAACTGTTGAGATTTTTATTGGAATTGCAATACATTTATAGATTAACGGAGAAAGATATTGACAATACA 
ATTGAGTTTCCAATTCACGAACATGTTATACCTCTCCATTAATTCATGTCTTTTGAATGTATCCACCAAT 
ATGGTTTTGTAATTTTCTTC^TAAAGGTTTTACATTTAAAAAATTCTTATTTTTAAGTGATCTTATAGTT 
TTTATTGCTAATGTGAATGAGATTTTTTTCCATTATGTTTCTGTTGGTTATTCCTGAAGTGGTAATGCTT 
ATAATTTTGGGGTGTTGGTCTTGTATCTGGCAGCAGATACAAGAGGTGCTCAGAGTTGTTCAGGGTTGCT 
GAACTCTTAGTTCTAAAAGTGTCTGTCATTTGGGGTTTCTATGTAGATAATTTAATTATCTATAAAAACA 
GTTCTTCATTTTCAGTTCATATATTTCATATTTCTTTAAGTTTTAATTTTTATTTTTAAACACAATTATC 
CATAAAACCCTAACCCTTTCCCTAGTCAACAGCAGTCACAGCCAAATGTTTTATTAATTGCTATACTCAG 
TGTTTCTTGTATCTCATACCTTCTGGGGTTTCTTGTCTTGTTGAAATACACCCTTTAATGTTTCTTTAGT 
GAAGACCCAA(^GTGGCACTCACTCACCTTTGTTTACCTGAAAATTTCTTTATTTTCATCTTAATTCATA 
GTCTGTCTTTTCTCCAGTCAAGGAAGTGTCTT^ 

ATATATATGTATTTATAGATAGACTTTTAATCTGAGGACTAATGTATTTTATCCTACAGTATTACCAATC 

ATTATTTCTTCCATAACTTCTAGACCATTCCTTTTGTACTTCTTTTTTAGAGTCCTATTAGATGAGTGTT 

GACACTTTTCAATCTAGACATCTTTTTTAAACTATATTTTCATACTCTTTGTCTCTTTAGGTCTGATTTT 

TTAAGTTCAGGGGAATATTTCATTTTGGGTGAGTTGTAGCACTCACTTCCAATTCACTAATTCTAATTAT 

ATTTAATCTACAAGTTATTCCATCTATAATTTATTTCAATTACCACTTTTTGTTTTCAAAAT^ 

TTATATCTGATTTTGTTTCATTTTTGTT^ 

ATACTAAACATACTCACTTGAAAGTCTTTGTAAGATTGTTCTATAAAATGTTACCTGAAGTGAATTCATG 
TGCTAATTACTGTTGGCAGTTTTTCTGAGCCATTTTCCTTGTGTCTTTTGAAATTTCTGTTTGTAAGCCC 
TTTTAACTGGGAGGTGTTTTTTGCTTATGTACTGTTCTCTTTTCTTTCCCTTCTTCTCCTTCTCTGTTCA 
TTACTTTTTGTCTTGGAGGGAGTCTCTTAGCCCAGCTCAGCCC^ 

CCCCCCTTCTTGCATGGAGCAAGAAGTGATCCTCCTGTCTCAGCCTCCCAAAGTGCTGGGTAGGCGTGAG 
CCACCAGATCGAGCCTAGAGCACTTACATTGCTACATATTTC^ 

TGTGACCCAGCAGTCAATAACAGATATGTTTTTGTAATAGAATGTTGAAGGGTGGTAACTGGTGGTTTTA 
CTTC^TGGAGGGCTTTAGGTCGGCTATATGGGAAGCTGCCATCATGATGCTTTTGTTCTACACATTTCTG 
CTCAGCCTCCAGAGATGTCTCCTATTCTAAGAGTCGTCTTTGTTTACTCTTGTGTCTATATTTTACTTAC 
TTAATTCCCTCACATAATAGTGTATCATTGTATCCCATCTGTGCTCTATCAAGAAATGTAGCACAAGCAT 
GATGTGAACTATGAATTTTCGAC^TTTAAAAAATTAAAGGAATCATTCAGGGGTAAAAAGCACAAAGTT 
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FIGURE 1 (continued) 

GTAGAACAGCTGAAGTGTGTTCTTTTTATGTATCCTGTCTTTGCCCCCTTTCTGGAAACTTGGATTGGCC 

TACTTGCAGTCACTGTCACAGTTACACTACTTCTAGCCTCAAAGGTCATTGAAAGGATTGG 

GAACC^CAATAACACTTGCTCTAGGTACTGAAAAGGTTC^ 

TCCCAGTTTGTTTTTGCTTTTCCCCCCAGGATTTTGATTACACAGACATCTTGCAAGCATATTTCCATTC 

TTTCTCTCCCACTCTGTGCCTGGTGCCCGTAGGATCTGAAATAGCATTGGAATGACAGCTAGCCTTCTGG 

AACCTGCAGTTTCAACCAAAGAAACTCTGATTCCAGATAACCCAGGAGTTTCTTATCCTGCATAATCTAG 

GAGTTTACAAAAAGGCTGCTTATGGGTACTCACTGCTAAGTACAATCCACTGCCAAGTTTGGAAGC^ 

CCTGCTCTCACAACCCAGGGAAAGTAGCCCTTAGTAAAATTCAGGTT^ 

CAAACAGAATTTATCATCATGATTTTTCTT^ 

CGTATTGCGTTTAGTCCTGTTAAAATACTCTC^GTGCCAAATACACACTTCTGCCTTTTTTCTCTT^ 

GTCTAGAATTCTGTGGGGTTCCAAAAATGTATGTGCTTACAACCTTTTATATGTAACCACCTAGGGATTA 

AAGGGCTAAATGTGAAGGAAAGTATCTTTACAATATTCATCTTGGGAAGCTCTCATTTTGGTGAGTTCTA 

TTAGAGAAAATAAGACACAAGCTCATTAAAAATATATATATATTCTGAGCCTGGCATCTTGGTATAA 

TCAAAACGTTTTAAATCTATTTATTAGTAAGACTAACATAGACCTAAGTGTGAAGACTAAAATATTAAAG 

CTTGTAGGTGATATCATGGTTGAATATGACCTTAGAGTAGATTCCTTAGGACAGAAAAACACCAACAAGA 

GAAACAATTGACTAAATGGACTTCATTAAAATTAAAAATTTATGTTCAACAAAAGAC 

ATACAGAATTTACAGACTAAAAGAAAATATTTGCAACATGTTTATCTGAAAGGGCTTATATCCAGACTAT 

ACAAAGAATTCCTGTAGCTCCATAATAAAAAAACAGACATCCCATCCGCATAATAAAAAGAGCAAAAGAC 

TTGAACATATACTATACAAAAGAAGATACAGGAATGGTCAATT^AATAAGCAAATGAAAGAGTGCTCGACA 

TCACTAATTATCAGTGGAGTGAAGATTTAACCACAGGGAGATACGAATTCCAGTTCTAGGTATTTTTACC 

TCAAGTGAAATAAAAACATTTATCCATGAAAAAACTTGTACAAGAATGTTCATAGCAGTGCTCTATTCAT 

AAGAGTGCAAAACTGGAAACATCCCAGAATAGATAACACATTATGGTATAGTCATAGAATATACTATATT 

TATCAGCAGTTAAGAAGGGAACTACTTATGTATTCAACAACATGGATGAATCTTAAAAACATGGTTAAGG 

GCCAGGTGCGGTTGGTGCATGCCTGTAATCCAAGCACTCTGGGAGGCCAAGGCGGGTGGATCACTTCAGG 

TCAGGAGTTCGAGACCAGCCTGGCCAACATGGCGAAAGACCGTCTCTACAAAAAAATACT^AAAATTAGCC 

GAGGGTGGCGCACACCTGTAATCTCAGCTATTCAGGAGGCTGAGACATGGGAATCGCTTGAACCTGAGGG 

GTAGAGGTTGCACTGAGCCGAGATTGCATCACTGTACTCCAGCCTGGTGACAGAGCGAGACGCTGTCTCA 

GAGGGAAAAAAAAAAGTTAAAAAGGCAGACAGAGGAGTCTATATTGTATGATTCTATTTATATAATCTAG 

ACTAGGCAAAATTTATCCATGATGATAGTAATCAGATTGAAGGATCAGTGGTTGCTTGGTGGAAATTGAC 

TGAGAAGGGAAATAGTCATGTAAGAATACTGGCAAATGTCCTCTTCCCCATTACAAACGTCTGAGAAAGT 

TACTAGAAAACAGAATCCAATTTGCCTTCTCACCCC CAACTTTGTAATCTTGAATC CAGATCCTGATTCC 

ACCCAACCACTCTGCTGAATGGATAGCAGCTATATTAGAGAGACAATATAGTGGGCCTACTAGTTTTAAA 

AAGTCATCCAAAGAATGTCATCTACAATCAGTTAAATTAGATTTTTACCCATTACTGAAGT^ 

TTAGGGAAAGAGGAGAGGTGGTCAAAGGCAGCCTTCTCCAGTGGATTCC 

GTGAGACCTTGCCTGGAAGACCTAGGTGGATAGTTTATTTTCTAAAAGTAGTCAAGAAAGCTTGTTCAGG 
GCATTGAACACTGCAGGGACAAGCATACTTCTTGGAGGCCAGCCATCTCCTGCTGGATCTAAGCXjGGGTG 

gcttctgcctccacctccatctcagcttatttgagagaatcctagatccttggtgcagaagcccagccag 
cctgtgjagaaaagttggtctggtagtatcctgtgaatgacgtgcgggttgggtttttctaaatctcgtt 
tacctgactcctaccttacattccagtggtgtgactaaggaactgagcaaacgtaaccctaggggacttt 
gagac^ggctttggtagtccatgtgcactagagtgaggggt^aagaggccactccagagttgggtactcta 
ctgttgaaggtgagccttttgtgtccaatttttccgtgc^ 

tactgacttgtgcatgaggacagcttatatctcaccttttcttattcaccctgttaaatgtcaa 

ctaagacttaggtattttttctgtgtcaccaactact/u^tc^cccacccatgatagcaggtagttac^ 

aaactcttgtagccaaac^gtgcataacactggta(^catgatgtgagagtgc^gatgactccttagct 

taactgtgtaagcttttaatttctgagtacttt^^ 

tctcatgcttctgca<^cccagaaggctggtc^ 

TTGATAGGGTCATGCTCTGTTGCCCAGGCTGAAAGGCTGGTTATCTTCACCACAGGTCTTATGTCTCAAG 
GACGACGGGTCCACGTGATAGTCAGGAACCAGGCAT^ 

GCGGGTGGGGAAATTAAGAGCAGAGATTCTTGGATTCTTAAATTCCTTCTCTATGTTTATGTCATCTAGT 
CTGTTTTATGCTGTTTTATGTAATTCCCTGCTTCTGGATTTCTTGAATTTTTTTCCCCTTCTCACTTGTC 
ATAATTGGCTCTTGCTTGTGAGTCTATTTTCATTCAGCTTGGTAGCAGAAGTCTTCTTCACTATTGTTTA 

2/88 



SUBSTITUTE SHEET (RULE 26) 



WO 03/007801 



PCT/US02/23041 
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GATTCAGTTTTCACATGGTTTTAGTAACCCTTCATTGGGTTTAGAATCAACTTTTAACCCTTCCA 
AGCTCTTATTTTTTTAAAGGCTTCCCAGAAACATAGTTTCTC 

GCAGAAGTTAGAAAATGGTGAATAATTATGGCTGTTCCTGGAAGTCATTGTGTCCTTAGTAATTACATGT 
TGTAGTCTTTGGTTCTGCTTCTTTGACAGCTCCACCACACT 

TGGAATTCAGTCCTGGTAGAAAACTGCTATTGGGTCACAGAGTTGGCAGCAAGGCTGTGAAATTGATGTG 

GGAATGGGGGTGATTATGTGCTTTGTGTTGAC^GAAGTTAGTTTTTGGGACATCCCATGTGGGTTTTTCC 

CAGG^CATATIACATTTTAGAGAATTAGAGCTAGAAACTTTCTTCTGGGAAAGCCTTAGAAGTCAGTTGT 

GCTTGGC^GTGAGATGGGACAATGTGCATTCTTAACAGGTTAAATGTGCCAAACTCTCTCTTCAGTACT 

TTCTTTTTTACGTTTGCTTAAGGTCAAGTTCCT 

GGAGTGCAGTGGCGTGATCTTGGCTCACTGCAACCTCTGCCTCCTGCGTTCAAGCAATTCTTGTGTCTTA 
GCCTCCCTATTAGCTAGCTGGGATTATAGGCTTGCGCCACCTTGCCTGGCTATATTCAAAGTCTGTCTTT 
ACTACACTGTCCCAAAGTAATCTAGATTTGGGTTTGGGTCTT^ 

CGAGACTGCTCGGCGGCTGAAAAAATGTGTGGACAAGATCCGGAACCAGTATCGAGAAGACTGGAAGTCC 

AAAGAGATGAAAGTCCGGCAGAGAGCTGTAGCCCTGTACTTCATCGACAAGGTGAGAGCATCTTCCCATC 

GGCATTGTCTAGTGTTGAGCTTAACAAAGGGAGTTTCTGCTCTGCCCCAGGCCCTGTGCCACATACTGTA 

TATCACAACTCAACATACATATATTTGTATGTAAAACTGAATGAAAAGTTGGACA 

TTACTGTGAGCAGTAGATTCTGATCTTTTTTTAACTCTATTTCATTCCTTTAGAAAGTTGG 

ATAAAATTGTTTAAATAAACCATGCAGGTATCACCATTAT^ 

TCAATTTCTTGGTACTCACGAGAAGAAAAAAAAGTTCATGTTTTTCCCCCAGTCTTGTATTTTAACATAA 
GTTCTGAATTGTCTCAAAATTGACACTAGCTTTTTGAGTTTGATTGCCCAGAGTAGCAGCACTCCCTCAT 
TTGCTGCCTTATTTAATTTTTTTTTTCCTTTTCTCCATCCCTATTTCAGAGGACAGAATAGAAAGAAAAG 
GAGCATGAATATTTAACATCCCTATAGATTTCATAGTGAGTGGGGGAGGAAGTAACACTGCAGAATCCAG 
AGTTCCCAGGCCATGCTGACTGATGCTGTGGCTTCAAACAGAATTGGGAGGCTTCTGTTTTGGATGCCTA 
GAAATTGCATAAGGGTCAAAAGGCTGGGCGCAGTGGCTCACGCCTGTAATCCGAGCACTTTGGGAGGC^ 
AGGCAGGTGGAACACGAGGTCAAGAGACCATCCTGGCCAATGTGGTGAAACCCCATCTCTACTAAAAATA 
CAAAAAAAAAAAAAAAAATAAAAATTGGCGTGGTGGCGGGCGCCTGTAGTCCCAGCTACTTCGGAGGCTG 
AGGCAGGAGAATGGCATGAACCCGGGAGACGGAGCTTGCAGTGAGCCAAAATTGCGCCATTGGACTCTAG 
CCTGGCGACAGAGCGAGACTGTCTCAAAAAAAAAAAAAAAAAAAACACAGAACGAAATTGTGTAAGGATC 
ATGTCTCTTCCATTCATGCTCATCTTTTCTTTCTTTCCTGGGCAGCTTGCTCTGAGAGCAGGCAATGAAA 
AGGAGGAAGGAGAAACAGCGGACACTGTGGGCTGCTGCTCACTTCGTGTGGAGCACATCAATCTACACCC 
AGAGTTGGATGGTCAGGAATATGTGGTAGAGTTTGACTTCCTCGGGAAGGACTCCATCAGATACTATAAC 
AAGGTCCCTGTTGAGAAACGAGTAAGTTAATGTACCTGTACTGTCTGACTTGTTTTCCATTATTCAACAA 
GCATGGGTTGACTGCTTTTTTGTGTGCTTTGCACTTTGCTGGGCACCAGCAAAAGTGACTTGAGACAGGC 
AACATGGCACATGCCTGTAGACCCAGCTATTCAGAAGGCTGAGACAGGAGGATCACTGGAGACCAAAAGT 
TTGAGGCTGTAGTGTGCTGTGATCACACCTGTGAATAGCCACTGTACTCCAGCCTGGGCAAAATAGTGAG 
ACCTTGCCTCTCATATTAAAATAAATAAAAATAAATGACTTGAAAGAGGGGAGAGGTATTATTTGATATC 
TTGTGTACCTCCTTTTAGTCACTGTTCCGCCCTGTGCTACCTTCCTGGTAAGGAGTGGCCTTCTCCTATA 
GCAGTATTCAATGGAGCATGCTGTAGAATAGGCCCTTAGAGC^AACTCAGCATATGATTTAACTATATCT 
TAGTATCCCCTGGTCATGTGGTACATTTGTCACTTTTCATCTTTGCTCAGCCTTTCTCCAACTCCTGACT 
GAGTGAAAGGTTAATGTTAGTCCCCAGATCTCTGAGCCCATCACTGAAGAGGGTACTATAGCTCTGTAGT 
CCCAACCTAATCTTTTCCATAGTATTGGGCTTGAACCAGAGACTTACAGTGTGCAGGATCCTAATAATCC 
AGCCCACCAGCAGTCCTCTTCTTATAAAGACACCTCTTCTCATAAGGACACCATAATCAGTAATCAGGTT 
TTGCTGGCTGTGGAAGTACTCTGGACAGATTAGATAA<^GTATGTATCAATGTAAATTTTTGAAGCTGAT 
ACTGTGTAAATGTAAGGGAATATCTATTTTTAG7UVCATACACACTGAAATGTTTAGGACCATATTATAAG 
TAAGTACTTATAAATGTACTTTAGGACCATATTATAAGTAAGTACTTATAAATGTACTTTAGGACCATAT 
TATAAGTAAGTGCTTATAAATGGCTCAGAACAAACAATTATGTATATATATCTGTAAATATACACATGGA 
GAGAGTGAGCATACATGCACACTGTGCAAATGATGAATGGGGTAJ\AATGTTAACAGTGAATCTCGGTGAC 
GGATGTATGCGTGTTCCTTGTGCCTTTTTCTTTGCAAGTTTCTTTAAGTTTGGGGTTATTTCTAAAGTTA 
GGATTTTTTTCAAGAGTAATAATTAGGATTCACTTATATCTTTTAGGTTTTTAAGAACCTACAACTATTT 
ATGGAGAACAAGCAGCCCGAGGATGATCTTTTTGATAGACTCAATGTGAGTAGATGAAGCACACAATGCT 
GAAGGGAGTCCCAGCCAGAGCCTCACAGTACCTAAAGGGGAGGGTTGCTGGCAGATGACTTGGGCTCTCC 
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FIGURE 1 (continued) 

CTTTAGCCTGGCCTGCTCTGTGGCATCCCATACACTCTCTCTTCCTCCCTCTGAGTCCACGGTGAATCTG 

TAGTCAAGAGAAGACACATCTGCTGCAGAACAACTGCTAAAGCACTCAGGGTGGGGGGTAGATGAGCCCT 

ACCTTTTATCCTTCCCTGCTCCTGCAGAGCTTTCCCTTCACTGAATGCCCAGCCACCCCTGCTGGAGACC 

CAAAACCTGTCCCTGATATCTTAATAGGGAAGGAAAAATTTGCTTTATTGGTTTGTTAAGCCCACCAACC 

TGGGCC^GGCTTGGTGGCTTACGCCTGTTATCCCAGC^CTTTGAG 

GGTCAGGAGTTTGAGACCAGCCTGGGCAACATGGCAAAACC^^ 

AGTCCCAGCTGCTTAGGAGCCTCAGAAGGATTGCATGAGCCCGGGAGGTGGAGGCAGCAGTGAACCGAGA 
TTGTACCACTGCACTCCAGGCTGGGTGTCAGAGTGAGACCCTGTCA^ 

CTTCATAGAGAGGCATCATGTAACCCTGTATTCTGGAATTCTTTTCCTCTTTCCCTAACTTCCCACTTGT 

AGGGCCATAAACTTGACAAGATTGTGACTGCACTGGCATAAATTACTCCTAGGGCTGCCAGAAGGAGCAG 

GTAGTATAGCTTTGACCTT^AATCTGTTGCTTTGTCTCCTCCAGACTGGTATTCTGAATAAGCATCTTCAG 

GATCTCATGGAGGGCTTGACAGCCAAGGTATTCCGTACATACAATGCCTCCATCACGCTACAGCAGCAGC 

TAAAAGAACTGACAGCCCGTAAGTATTGCTTGGCCAGATAGGGCCCACACCCCTACTAATGGTATCCGGT 

GACCTTGCTTATCTAAGGCCTAGAGTCAGTTCTACTTTTTTTCCCTACCATTGTGGTCAGA(^CTTTTTC 

CCTTTAGACCTCTAGTAGCGAGATAATGCTTTGTTGTATAAACATAGGATCAATGCTGTTTCCCCCTTCC 

CACCCCAACTTCAAGATTAATTTCATGGAATGCTGACAGCTTTTCACCTGCTACAA^ 

GTGTTTTATACATATATTACTTAAAAGCCCACAGAGTGAAGACAGTGCTGTGATGTTCTGTTAAATTGGA 

GAGAGTAAAGTTGT(^TGGTTAC(^GAAAAATACAGGAACAAGTCCTTTCCTTGAGGTTTCTGTCA 

TTTCCCATAAGAGAGTAGATACTTTCTATAGCTGATTTTTAGAATATTATCACCAAGATCCACGGGCTTT 

TTTTTTCCTGGAGCCCAGTCACTATTGAATTTCCACTGCCCTCTGTAAATACATCAGATGGCCTTAGAAT 

ATGAACCAGAAAAGCCAGAGGTAGGTATGTTGAGGGTCAGTATTTTAAGGTGGTATAAAGAATGCCACAC 

TATACAAATAAAAACAATTTTTTTGGATGGCATTTTTAATTTTTCTTTTTAAATAAGATACTACC^ 

ATGTGCAGTGGCTCACACCTGTAATCCCAACACTTGGGTAGCCGAGGCAGGAGAATCACTTGAACCCAGG 

AGTTCCAGACCAGCCTGGGCAATGTAGTGAGACCTTGTCTCTACTAAAATTTCTAAAAATTAGGCAGGTG 

TGGCGGTGTGCACCTGTCATCCCAGCTACCTGGGAGGCTGAGCCCAGGAGTTTAGGGCTGTAATGAGCTA 

CGACCATACCACCGCACTCCAGCTTGGGTGACAGGGTGAGACGCTATCTCTAAAATAATAATAATAACCA 

TAATAATACTACCAACTGTGGCTTAATTTTTTTTTTTTTTTTTTTTTTTTTGAGACGGAGTCTTGCTGTC 

ACCCAGGTTGGAGTGCAGTGGCGCGATCTCGGCTCACTGCAAGCTCCGCCTCCTGGGGTTCACGCCATTC 

TCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGGTGCCCGCCATGTCGCCCGGCTAATTTTTTGTATT 

TTTAGTAGAGACAGGGTTCACCGTGTTAGCCAGGATGGTCTCGATCTCCTGACCTTGTGATCCGCCCGCC 

TCGGCCTCCCAAAGTGCTGGGATTACAGGTGTGAGCCACCGCGCCCGGCCAAAATTTTTAAACTTTTAAC 

GTCCCTTCAATTCCTCGTTCTGTTCTGGCTACATTGGGTGGAGAGGTGGGGAGGTAGGAAGTGGCCAGTA 

TAGAACTTATGAATATGGGCAACAAACCATAGTAATATCAGCAGCACCTATGATGAGCATA 

AGGAAGGAAGGAGATGAAGGGTCCCTAGCCAAGTTCCCTGAGTAAAAAGAAAGGTGTAGATTTTATTATA 

TTACCTAGACTCAGAGTTCCTCTTGTGATAGGAATTTACCCAGGCCAAGCTTACATATAAACTTCCTACT 

ATCATTTTCTTAAGACTGTTGACTCAAATTTTGACCTTAGTCCTTGGGGGCAATTTGAATTAATCATCTG 

AGTAAGATAAGAGCCAGCAAAATCATGGGGACGAGGCACTGGGGGAAGACATACTGTGTGTTCACTTTTG 

GTGTACAAACTGACCCTCTTGCTACCATGTTCCTTTCTTTACAGCGGATGAGAACATCCCAGCGAAGATC 

CTTTCTTATAACCGTGCCAATCGAGCTGTTGCAATTCTTTGTAACCATCAGAGGGCACCACCAAAAACTT 

TTGAGAAGTCTATGATGAACTTGCAAACTAAGGTATCTTGGATAAAATGAAGGGAACTGTGTCTGCTGTG 

ggcagattatctgcgaatgagaggattcagggctgagatatcagcaggccagtgk:tgggtctgttgtaga 

AGGTOTATGCTAAAGATAAAC^^TGGAAATATGATAGTAGTTAATCTCTGATC^GATACTGAATATCA 

GAGTATCC^TTATTC^GAAATCTTTATTCTACGCATAGAAGTTCTATACTGGCCACTCCCTATTT 

AAACT7ACTTTGGTGTACATTCTAATTGCTAATTACTGTCCTTATTGTACATGAGGAAAGTGGATTTAAA 

GAGAGTCTTCATAATTCCTTGCTACAGCCCAGAAATACAGCCATTTCCAAATTAGATTGTTTCAAATTGA 

AAAGATGATGAAACAATTATATATTTAAAGTCTTTCAAATCCTAGCATAGCTATTTTTATTTTTACGCAT 

TCCACATGAATCATATTTTTATATAGTTCATCATCAAACATC 

CTTGCTGCCCTAAAGGGAAAGACTGGTGTGCAAATAGGTGCTATTCCTTGTCCCTGAGCCTCTTTCCTCC 
TCCTAACTCCGCCTGGTACTGAGCTTTTAAACCATAAGGCACTTAACATTTGATGATGAACATTTTTGTG 
TTAGCAGTGACTTCATAAGTAATTCATCCTAACATGGTGGTCCACAGTGAGAATTTGCAGATATTTCAT 
ATAGAACAGATACACAGGGTTAAAAAGGAAACAAATTATATTGAAATACAGTTATCAAAATACATTTTAA 
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AGTCCGATAATAGATGTGCTTCCTTATTAAGGTCTTGAGGTGGCCTGTAGTAAATTTCAAGGTAGTAATT 

AATTAATATCAATGATACTTTAAGATTTCTGCAGCAATTCAAATATGAAATGAAGATGTCTAACATCTAT 

TGATGATAAAGTCATAAGTGCTGCTGCTATTACTATGGTTTGTTCCCCATATTCATAACTGAAGAAGAAA 

TACTAAATTTCAGCTAGAAGCTGGGTGCAGTGGCTGAC^ 

TGGGAGAATCACTTGAGCTGAGTAATTCAAGACCAACCT^ 

AAATTTAAAAATAAATATAAATAAGTTCCAAAAAGAGGTTATTGAAATTATAGATTTTTTCTCA 

TTCATGGAATTCTATACTTGTACAACTGGAGTTTAAGAACTACTACTGTGGAATGAGACTGCATTTTAAG 

GCCCAGAATATTTTCCATTTGTTGAGATTTCCTTAAGATAAGTACCCATGAGTAATATAGCTGGTTCAAA 

AGGTACAC^CAACTTATAATTTATGCTACAGATGCCATCTGGCTTTCTTGAAGAGACGTACATGTCCACA 

GTGAATGAGTATACATCCATAGACCTTTGATTCCTTGGATCATATGATTGGCAGGCAAAGAACTCTATAG 

ACGGCCCATCCTAGCAGCTCACATTTGCTGCCACTCTGTTAAATGCTGGTCATCTGGAATTGTTT 

CCTCATGTTATCATTACAAGCCAGAAATAAAAGCATGAATATTCAGGTGCTGTTTACCTAATTCAGGAAA 

ACCCCTCCCAGGAGCATGAGGAGGTCTTTTGTTGCTCTCGCTCTGGAACCGGGTTTGGGCAGCCCAGGCT 

GCCTGCCAGATGAGCCCTCCAAACCCAGGATTCCTCTCCTGTGTGCCCACAAAGCAAACACACGCCCCTG 

TTTGCCAAGTGAATCAATGGAGTCTTTGATGCTTTGAGAGAATTTGACATAGCCTGCCAATTTAGCATTC 

ACAGAAATGGTTAAAAGATCATGGTTTGCTACATTTCTATCC^ 

GATGCTTTTGTATATAGAATCAGTCCCCTCAGTTTGGCTTTGGACAACATAGATGTTGGAAGTAAGCCAT 

TC7VTAGTAA7VACATATTTAGTGATCCTCTCACAATGGTGGCCTCTGTTTCCAATCTTGGGCTGTGTGTAT 

CTAACAACAAACAATTCCAGGTTCAGTGAGCAGCCCAGTGTGTGTCAGACATGTTATTTACTCCGTAGAG 

GTTGTCTTCACCTCACATAGATGACCATAGGTATGGGGTTCTCCTGCCCTCTGAGTAGCGTGAGCTCAGT 

GACAGGGGCTCTAGCTCCATGTTGTTATCCACTGCTGTCTCTAAGCAGGAATCTGAGAAGAACTTAGATT 

C^CCAGGGGTGCTTCAAAGATTCTAACAAGCAAGAT^GGCTGAAACTGCCCTTGTCTCTTCCCTTATAGA 

TATGGATTCCATGAGAGTTC^CATGGGGAAAAAAGCTCC^CAGCTAAAAGTGTTTTCAC^TCC^TTGAGT 

GACAACTAAGGTCCTTCCCACCTCAGACTTCTCTCCTTTTTTTTTGAGACGGAGTCTCGCTCTGTTGCCC 

AGGCTGGAGTGCAGGGGCATGATCTCGGCTCACTGCAAGCTCTGCCTCCCGGGTTCATGCCATTCTACTG 

CCTCAGCCTCCCGAGTAGCTGGGACTAC^GGCACCCACCACCACGCCTGGCTAATTTTTTGTATTTTTAG 

TAGAGACGGGGTTTCACCGTGTTAGCCAGGATGGTCTTGATCTCCTGACCTTGTGATCCGCCCTCCTCAG 

CCTCCCCAAAGTGCTGGGATTACAGGCGTGAGACACCGCGCCTGGTGACCGCTCTCCTTTTAAAAACAGA 

ATGCCAAAGCTAAGCCCTGCCATGTCCTGGTTTGGGACAGACTGGCTGAGCTGTTTGGCTTCCTGGGTGT 

CTTTTAATTGCCAGTTTGTAGCCCCTTGAGTACTCTCTTCAGTGCATCCATTTTCCTTGAGAAGCTGGCA 

CCGCCTTCCCAGAGTACTGGTGGGATCTGAGGAACGAGCTGGGGTTGCCCAGTAGATGCAAGTATCCTGC 

TTCAGTTTCCTAAAGAGGAGCTCCTACAGTGTTCTTAGAATGAAAGCTAAGAACTGGCACAGGATCTATT 

TGATAAACAGCTGTCATTTGTAGCCATCCTCCCAGATGTATGACAGCAGAGTGTTCTCTGATGGAAAGAT 

CAGCACCCAGATTCCCAGCCCCAGCGGGTTCCTTTCCCTGAGCCCCTAGGTTACTGCCCTGTAAAACCCT 

TGTTTCTTTCCAGATCACTGAAGAACAT^TAGTTGAATTCACTAGTCCTTGTGCATCTTCTCCCTGCCTT 

CATGAAGCCACCCTTGTTTTTTTTTATCTGACAAACCACTGACAGAGACAGCCTGGTCCAGATAACATCT 

TGGTTTCACCTTCTCAGGTGGAGCCATTTTTCCTCTACAGCTCATAACCTTACCACTATTATTTCCCCTA 

GATTGATGCCAAGAAGGAACAGCTAG CAGATGCCCGGAGAGAC CTGAAAAGTGCTAAGGCTG ATGCCAAG 

GTCATGAAGGATGCAAAGACGAAGAAGTATGTACCTGGTATTGTGAAAGTTGGGGCTGGTAGAGAAAAGT 

GTGCAGCATCTGTCAGGGCCCCTGGGGCCCTGGCTTTTCGATGGTTTCTGAGAAATGTCTTTTGGAAATC 

TCTATACTAGGGCTTTTATTGACTCAAAGTGGCAGGATGGGTAC^ 

CTGGTTCTTGAGGACTTTGCTATTCTTCTAGGGTAGTAGA 

GGAACAGTTGATGAAGCTGGAAGTTCAAGCCACAGACCGAGAGGAAAATAAACAGATTGCCCTGGGAACC 

TCCAAACTCAATTATCTGGACCCTAGGATCACAGTGGCTTGGTAAGTGTTGAGCCCTCCTTGAGCTCCTG 

OTGCTAGCTTAAGAAAGGTGGAGGGGGTTCCGAGAGCACTGGTGGCCTTCACATGCCA 

ACACTTTAGTCCTCTGGGGAAACTTCTGGCTTCAGCTGTGTACAAGTTACTCTGGTTGCTGAACCTTGTC 

TGTAAATGCATTGCAACATTCTGGTTGCTCCTAAATGGTCAGTGCTGTTACACTGCCTTGTAGTGTATAT 

TTTTAAGAGGCAGGTGCCATCCCTATTCCTAATGGAACTTTAGGACAGGAATGGAAACTCTTAGCTTCTG 

GAAGAATAGGAAAGAGCCCATCCATCTCTAC^CTTCAACAAAACTTTTCGTTGAA 

AGGTAGGAACAAGAGATAAAGATGAGAATACAGATCTGAGCAACTTACACAGAGAGGCAGAGGGACCTTT 
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GCTTTGTTATGGAAGATGTTTAGTTTGAGCTGTTAAGTTCTGAGCATAGGTGGAGATATCCTCCCCTATG 

GC^CTTGCTAGTCCGGGCTAAAGTTTCCATCTAGGTCTTTTGTACCTCTTTCTGCTCGTTTTGCCTTGTT 

TGGTGCTAGAGATTTGGTTAGCTCTTAAAAGGCAATATAGTATAGTGGTTAAGAACATGGAGAAAAACTG 

CTTGGGTTCAAATTTCAGGTCACTTACCAGCTAGCTGTGTGAGAAAATCAGTAAATTACCTAACGTCTCT 

GCCTCAGTTTCATCTGTACGTTTTTCACTTGTACATCTGCAGAAGCACCTACTTTAGAGATCACTGCCAA 

GATTAAATGAGTTGATCAC^TAAAACCTTTAGAACATGCTTGGTGCACTATT^TTTGCATCCTCACTAG 

ACAGATGTGAAAGAGAAGATGGAACATCTGACCCTGGGCCTCAGATATGGGCCATTGCTGAGTCACCCTA 

ATCCCCCCCTTATTTCTCCTTTGTTTGCAGGTGCAAGAAGTGGGGTGTCCCAATTGAGAAGATTTAC^ 

AAAACCCAGCGGGAG7WIGTTTGCCTGGGCCATTGACATGGCTGATGAAGACTATGAGTTTTAGCCAGTCT 

CAAGAGGCAGAGTTCTGTGAAGAGGAACAGTGTGGTTTGGGAAAGATGGATAAACTGAGCCTCACTTGCC 

CTCGTGCCTGGGGGAGAGAGGCAGCAAGTCTTAACAAACCAAC^TCTTTGCGAAAAGATAAACCTGGAGA 

TATTATAAGGGAGAGCTGAGCC^GTTGTCCTATGGAC^CTTATTTAAAAATATTTCAGATATCAAAATT 

CTAGCTGTATGATTTGTTTTGAATTTTGTTTTTATTTTCAAGAGGGCAAGTGGATGGGAATTTGTCAGCG 

TTCTACCAGGCAAATTCACTGTTTCACTGAAATGTTTGGATTCTCTTAGCTACTGTATGCAAAGTCCGAT 

TATATTGGTGCGTTTTTACAGTTAGGGTTTTGCAATAACTTCTATATTTTAATAGAAATAAATTCCTAAA 

CTCCCTTCCCTCTCTCCCATTTCAGGAATTTAAAATTAAGTAGAACAAAAAACCOVGCGCACCTGTTAG^ 

GTCGTCACTCTCTATTGTCATGGGGATCAATTTTCATTAAACTTGAAGCAGTCGTGGCTTTGGCAGTGTT 

TTGGTTCAGACACCTGTTCACAGAAAAAGCATGATGGGAAAATATTTCCTGACTTGAGTGTTCCTTTTTA 

AATGTGAATTTTTATTTCTTTTTAATTATTTTAAAATATTTAAACCTTTTTCTTGATCTTAAAGATCGTG 

TAGATTGGGGTTGGGGAGGGATGAAGGGCGAGTGAATCTAAGGATAATGAAATAATCAGTGACTGAAACC 

ATTTTCCCATCATCCTTTGTTCTGAGCATTCGCTGTACCCTTTAAGATATCCATCTTTTTCTTTTTAACC 

CTAATCTTTCACTTGAAAGATTTTATTGTATAAAAAGTTTCACAGGTCAATAAACTTAGAGGAAAATGAG 

TATTTGGTCCAAAAAAAGG7^AAAATAATC^^GATTTTAGGGCTTTTATTTTTTCTTTTGTAATTGTGTAA 

AAAATGGAAAAAAACATAAAAAGCAGAATTTTAATGTGAAGACATTTTTTGCTATAATCATTAGTTTTAG 

AGGCATTGTTAGTTTAGTGTGTGTGCAGAGTCCATTTCCCACATCTTTCCTCAAGTATCTTCTATTTTTA 

TCATGAATTCCCTTTTAATCAACTGTAGGTTATTTAAAATAAATTCCTACAA 

GTCTGCCTCTTTGTTACAAAGGGCCTCAGGCCAGAGTTGGGGCTGGGACTTAGTGTGGGATGAGGTCTCA 
CCACTCAGGTCAGCAAGAGTAGATTCCTCCCAGGAGCAGATGAGGCAGGGCCTGGCCTGGAAAGGAGTGT 
TGTGTGCCTGTCCTGCTGCTGTGGGTGTGGGTTAAAGAGGATCCAAAGTCCATATCCTTAGATA/^AAGAC 
AGGAAAGGAAGGAAGGGTGCAAAAAATCCACAGTAAGAGGTGTGGTGCAAAGACAGCATCGGAGGCCTAG 
CGTAGGTAAAGTATATTGAGCAGGATGTTGCAGCTGTATTTGAGTCAAAAGTTTTGGAGAGCTTTCCATG 
TGTACTGGCCAGAAGCAGAAGGGAGCTGCTTTAGGTTTTTTCACGTGGCTAAGCTTACAATCAGGATGGG 
GAGAATTAAGGTTCCAGATCCCA^GAAGCCCCTTCCCACATGGGATGCAAACTTCTCCCTGCATTGACTGC 
TTAATTGAAAAAGGOVGTGTGGTGTGGTCTCTGACCACTTTCTGGTGCTCCAGTTACCCTAGCTGGCTAT 
GGTCTCTACAAAAATTGTTCCTTTGCTCATCCTAAATTATAGGTAAGTCTGGAATTCAGAATGAAAGTGA 
GGTCTCTGTCTAGGTCAAATGGACTGCAGGGAGCAGGAAGGCCAGAAGGGTCAAAATTGGTAAATTAATG 
GAAGGGCCCTGGGCCCTCTAGCTTGTTAGCACGAGCAGGTAGGTGTCTTCGGGGAGGCGAACCCATAGTC 
TCTGTTCTCCCTGAGGCTGGAGGCAGGGCTGGTACTAGGCCCACAACAGAGAATCCTGGAGGTCCTTGGC 
AGCCTGTATTTTTATTAACCAGTGAAAGAGGCAGCATTCAC^ 

TCACTGCTTTGGAGCAGAGAGACTCCAGCCAGGTGTTTTTGAATTCTGTGTTGAGGTAGCTGGGCCACTG 
AATGTAGGGAATACAACAGAGAGGCTCTTTTGGTACCCATTTGATACACTGTGGCTGGTAGGTAAGTAGG 
TTGGTGTAAGTGGACCTCAGATGCCACAGCTAGGGGACAACCT1TGGTCCAAAACTAGAAGTCAGGTAAG 
GAGGCCTTGCAGGCAGAAGACCTTGCTGATGAACAGGAAGTAATGCCTACCTCTCTGGCAAGGACCTCTC 
TTGCAAGTCTGAGGGCAGATGCTGGGCAAC^GATGCTGCTCAACACAACTAAGAAGGGCATCCCAGACA 
GTGGCAGCAGGCCTGGGAGACCAAAGCCAGAGAATGGGAAGCTGACCTGGCCACTGGGGATGAAAGAAGA 
GG CTGAACAGGTAAGTGGGGGCCAGATGTAAAGGAC CTTGAAGGATGCTTAACCCAGGAGTCAAGAATAA 
ACTTATCCACTTGCCTAGTCCAGTAGGTTTTACTTC^ 

TCTGAGAAACTCCCTCCCATCAGGCCTTTCTATGATGCCCGAGTTCGGTGTGGGC7UVAGGGCTTCCACGT 
GCTACCCAAGCCAGATATCTCTGTGCTGACTTGGCTTT^ 

CCCCAAATCTGGCCAGCAAGTCCTGTCTCTCCATTCTCCCTGCCAAAAGCTGTCAAATTTCAGACCTCTG 
CTACATTAAAACATGAAAAGTAAAAAACCTTCACAACCCTCAGC^ 
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FIGURE 1 (continued) 

TTTCCCAAACAAGCACCTGCAATAAGTCATCACCATCCAGTCATTCCCCCACCCACTGCAACTAGCTTCT 
GTCCCATGAGCCCACAATTCCTTCTCTTCACTCTGACCAATGTCGCCAATGACTAGATAACCAAACCAAT 
ACATGGGCTCTCCATTCTGCGTCTTAGAGTCTTTGTGGCACTGGACACTGTTGACCACTCCTTCCATCAT 
TTTGAGGGTACGATGATTTTTAGCAACTTTGCTGAGTGGTGCAACTATTAACCATGTCAGTTTTAGAACA 
TTTTCATCTCCCTGTAAGATCCCTTATGCTCATTTACAGTTAATCCACATTCCCACTCCCGGCCTCCACT 
AACCTTTCTAAATTTGCATTCTGAACATTTCATGTAAATGGAATCATTCAATAGGTGACCACTACCTTCT 
CTCTGATTTTCACAATGCCACCCTCTCCTGGTTTTACTCCTGTCCCTATCAGGCTTTTTCTGAGTCACCT 
TTTCTATCAGGTCCTAAGTGCCATGATTCTTACTTCAGCATAGCTGATTTCATTTGCACCTAAAGGTGAT 
GACTTCTCTTTCTCTCTAGCCTAGAGCCCTTTTCTAAGCTCCAGACTCACATTATCAACTACACCTCTGC 
AGGGCATGTCTACGGGCACCTCAATCTCAGCGTCTCTAGAACTGAGCTCAGTACCCACCACCCCAAGCCT 
GTTGGGCCTGGGCTTCACATCTCAGGGAAAGGCACCAGATCCTCTGTCCCCCAACCCAGAAACTAGGGTA 
GCCACCATCCTTCACTCCTCTCGTTTCCACACCCAGTAAATTACTCCAAAATCATCTCCTCAATACCATA 
AAATTTATTTTCTGAAAAAATTTTACTCCTTAGAAATTCTTCAAATAATGAGACACTATCAACTTGTTTT 
GAACCAAAAAGCACTTTTTAGAGAAAACACATTACCCTGAAATGACCTCAGTCAGGCCAGTTTTGGATGC 
TTATAAGTAGTCCCCTGACAAAAATCAGTAAACAAGGAGACAAAGAAATTTAACACAGACTTAGTAATTT 
TCACAATCCCAAGAATTCCATTCAGACAAGCCTCTTAGAAATCACTAAATAGCAAAGACTTTTTTAGATT 
TTATAATTGTACTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTATACACACACAATTTTTTTTT 
TTTTTTTTTGAGACGGAGTCTAGCTCTGTCACCCAGGCTGGAGTGCAGTGGCGAAATCCTGGCTCACTGC 
AACCTCTGCCGCCTGGGTTCAAACCATTCTCCTGTCTCAGCCTCCTGCCACCACGCCCAGCTAATTTTTG 
TATTTTTCGTAGAGATGGGGTTTCACCATGTTGGCCAGGCTGGTCTCGAACTCCTGACCTCATGATCTTC 
CCGCCTCAGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGTGTCTGGCCCACACAAATGTTTTT 
AAAGGAGTCTTTTAGGCCAGGAGCAGTTAGCTCATGCCTGTAATCCCAGCAGTTTGGGAGACCAAGGCAG 
AAAGATCACTTGAGCCTCGGAGCCCAAGGCTGCAGTGAGCTATGACTGTAACTGCATTCCAGCTTAGGTG 
ACAGTGAGATTCTATCTATACACACACACACCACACAGTCTTTTAGAAAAATTGAGATAGTAATGGATAA 
TAAGAGTTGAGGTTTGGGTCAAAATAATATGGGAGGGGTTAGTGGGTAGAATTTGGCATGAAACAAAAGT 
GGCCACCAATTCATTATTGAAGCTAGATGATGGGTATGTCGGCATTCACTATACTATACACGTAGACACA 
TTTGAGATTTTTCTTTTTTTTTAATTTTATTATTATTATACTTTAAGTTTTAGGGTACATGTGCACAATG 
TGCAGGTTAGTTACATATGTATACATGTGCCATGCTGGTGTGCTGCACCCATTAACTCGTCATTTAGCAT 
TAGGTATATCTCCTAAAGCTATCCCTCCCCCCTCCCCCCACCCCACAACAGTCCCCAGAGTGTGATGTTC 
CCCTTCCTGTGTCCATGTGTTCTCATTGTTCAATTCCCACCTATGAGTGAGAATATGCGGTGTTTGGTTT 
TTTGTTCTTGCGATAGTTTACTGAGAATGATGATTTCCAGTTTCATCCATGTCCCTACAAAGGACATGAA 
CTCATCATTTTTTATGGCTGCATAGTATTCCATGGTGTATATGTGCCACATTTTCTTAATCCAGTCTATC 
ATTGTTGGACATTTGGCTTGGTTCCAAGTCTTTGCTATTGTGAATAGTGCCACAATAAACAAACGTGTGC 
ATGTGTCTTTATAGCAGCATGATTTATAGTCCTTTGGGTATATACCCAGTAATGGGATGGCTGGGTCAAA 
TGGTATTTCTAGCTCTAGATCCCTGAGGAATCACCACACTGACTTCCACAATGGTTGAACTAGTTTACAG 
TCCCACCAACAGTGTAAAAGTGTTCCTATTTCTCCACATCCTCTCCAGCACCTGTTGTTTCCTGACTTTT 
TAATGATTGCCATTCTAACTGGTGTGAGATGGTATCTCATTGTGGTTTTGATTTACATTTCTCCGATGGT 
CAGTGATGGTGAGCATTTTTTCATGTGTTTTTTGGCTGCATAAATGTCTTCTTTTGAGAAGTGTCTGTTC 
ATGTCCTTTGCCCACTTTTTGATGGGGTTGTTTGTTTTTTTCTTGTAAATTTGTTTAAGTGCTTTGTAGA 
TTCTGGATATTAGCCCTTTGTC^GATGAGTAGGTTGTGAAAATTGTCTCCCATTTTGTAGGTTGCCTGTT 
CACTCTGATGGTAGTTTCTTTTGCTGTGCAGAAGCTCTTTAGTTTAATTAGATCCCATTTGTCAGTTGTG 
GCTTTTGTTGCCATTGCTTTTGGTGTTTTAGACATGAAGTCCTGCCCATGCCTATGTCCTGAATGGTAAT 
GCCTAGGACCTCTTCAAGGAGAACTACAAACCACTGCTCAATGAAATAAAAGAGGATACAAACAAATGGA 
AGAACATTCCATGCTCATGGGTAGGAAGAATCAATATCATGAAAATGGCCATACTGCCCAAGGTAATTTA 
TAGATTCAACGCCATCCCCATCAAGCTACCAATGACTTTCTTCACAGAATTGGAAAAAACTACTTTAAAG 
TTCATATGGAACCAAAAAAGAGCCCGCATCGCCAAGTCAATCCTAAGCCAAAAGAACAAAGCTGGATGCA 
TCACGCTACCTGACTTCAAACTATACTACAAGGCTACAGTAACCAAAACAGCATGGTACTGGTACCAAAA 
CAGAGATGTAGATCAATGGAACAGAACAGAGCCCTCAGAAATAACGCCGCATATCTACAACTATCTGATC 
TTTGACAAACCTGAGAAAAACAAGCAATGGGGAAAGGATTCCCTATTTAATAAATGGTGCTGGGAAAACT 
GGCTAGCCATATGTAGAAAGCTGAAACTGGATCCCTTCCTTACACCTTATACAAAAATTAATTCAAGATG 
GATTAAAGACTTAAACGTTAGACCTAAAACCATTCTTTTTCTTTTTTTGAGATGGAGTCTTGCTCTGTTG 
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CCCAGGCTGGAGTGCAGTGGTACAACCTCGGCTCACTGCAACCTCTGCCTCCCAGGTTTAAACAATTCTC 
CTGCCTTAGCCTCCTGAGTAGCTGGGATTACAGGCATGTGCCACTTGTAATGCTAATTTTTTTGTAGTTT 
TAGTAGAGACCGGGTTTCGCCATGTTGGCCAGGCTGGTCTCGAACTCCTGACCTCAGGTGATCTGCCCAC 
CTCAGCTTCCCAAAGTGCTGGGATTACAGGTGTGAGCCGCTGCACCCGGCCCAGCCACCGTACCTGGCCA 
AGATTTTTCTTTAAAAATGTCTTTTTTATTTAGACACAGGGTCTCACCTCTGTTGCCCAGGCTGGAGTAC 
ACTGGTGTGATCATAGCTCACTATAGCCTTGAACTCCTGGGCTCAAACAATCCTCCGACTTCAACTTCCT 
GAAGAGCTGAGACTACAGGTGCATGCTACCATGCCTGGCTAATTTTTTTATTTTTATATTTTTAGAGACA 
AGGCCTCACTATGTTGCCCAGGCTGGTCTCCAACTCTTGGGGTCAAGCAATCTTCCTGTCTCAGCCTCCC 
CAGATACTGATATTATAGGTGTGAGCTACCATGCCCAGCAGAGATTTTTCATAACATGTTTAAAGCAATA 
CAGTAACTGGTTATTTTGAAGATTATTAGTATATATCCATAGAGGAATTGAGGGGGGAAAAGCAACATCT 
TAATGTTATACTAAAAGGTAATTATGCTTAGGTTACAATTTTCAGTGATAACATCACATACTAATTCAGA 
AAGTATTCCCTTTGCAGCAACATGGATGAATCTAAATAACATTATGCTGAACGCAGACACAAGAGTACAT 
ACTGTATGATTCCATTTATGTGAAATTCCAGAATAGGCAACACTAATCCGTAGTGACAGAAAGTCAATCA 
GTGGTTGCTGGATGGGGACAGAGGAGACTGACTGCGAAGGCGCACCAGGAAACATTTTGGGGTGGTGGAA 
ATATTCTCTATCTTGATTGGGTGGAGGTTACATGAGGGTATACATTTGTCAAAGCACAAATTTTACACTT 
AAAAATGGATGTATTTTATATGTAAATTATTCCTCAACAAAAATTATTTTTTAAGTAAAAAAAAAATCTA 
AGTAAAAAAAGTTGGCCGGGCACGGTGGCTCACACCTGTAATCCCAGCACTCTGGGAGGCCAAGGTGGGT 
GGATCACCTGAGGTCAGGAGTTCAAGACCACCCTGGCCACGGTGAAACCCCATCTCTACTAAAAATATAA 
AAAATTAGCTGGGCGTGGTGGTGCGGGCCTGTAATCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATCGC 
TTCAACCCGGGAGGCGGAGGCTGCAGTAAGCCGAGATCACACCATTGCACTCCAGCCTGGGCAACAAGAG 
CGAAACTCCGTCTCAAAAAAAAAAAAAAGTTGTTTGCTCTCTCTCTCAACTTAG7VAGGGAGGGAAAGTGA 
TGATATGCTTTGAGAGATTCTATTAGATGACTCAAAAAGCGACTCATGGTGAAAATACAGAAATCCAAGA 
TTCATGTGAAGAGTTGAATATAGTTTACTGAAAATGTGAGTGTGGGGAAAATCAATGTTCGTGAATCAAT 
ATATTGTTTTAAATATGTGATTTAAAGTATGTACCTGTAGCTAAATAAACTATTATATGTGGACATTTGC 
ATCTCTAAA7UVGTTTATATTTTAGTTGCAAAAAAAAAACAACCCACAAAACAACTTGGAGTGACCCTATG 
ATGAAAATGAGTGTTTGCCTTGTATCTGGAGTGGCCATCTCTTTCAGGCATATACAGTCTCTCACTTTGC 
TCTATCTCCACAGACACTAACAGGTTTCAGTAAAGCCAAGTGTCCCTTCTCAGTGCTCCAATGGCCCCCA 
TCACACTGAATTGTCATGGTCTGTTGGCATTTCTGTACCCACTGCTGGAGTGGGAACTTGTTCTGACTCA 
GCTGTGCTGTCTTAGTGCTCTAGAGGATGCATCCGTGAAGCGTGTTGCAAGGAGGAGAGAGAAAAACAGA 
AAAGTGCAGGTCTGCCCTGGCCTGGGCTTTCCCCTTCTCTTCCTTTATTGCCATATGTTGCCTCAGTGAT 
GCAGTCACAGTGTCCCTGCCACCTTTCAGAAGAAGATACATCTGCAGCCCAGCTGGAGAACCTCAACATC 
TGGGTCCCACTATGGGGGCCAATCAGCAGAGATACACCAAGGTCAATGGAGACAGCAGTCCCTGGGAGCA 
GCCGAGCCAGGTGTGATTTTGCCTTGAGAGAGAACACGAGGCTCTTGAGGGACAGATAACACAACCCAGG 
TGAGGAGGAAAGCAGGTGGACATGACCTAAGAAGTGTGAGGCCTGATGACTAAGTTGGAGCCACAGATAG 
ATTTGGGGGCCAGGGGTCAGGAGCCTAAACAGCAGGTTGTGGGTGGAGTTCAAGGTGCACTGAGGTTAGT 
TCTTAGCAAGTAGTACTGGCTGTGTGCTGAGGTGCAGGCTGGCTCACAAACCCAGAGGAGGGGCTGTTCA 
GATGTCTAACACGAGAAACTGAGTAAAAATTAAAGAATGGTTTAGGCCAGGTGCAGTGGCTCACGCCTGT 
AATCCCTGCACTTTGGGAGGCTGCAGTGGGTGGATCCCCTGAGGTCAGGAGTTCGAGACCAACCTGGCCA 
TCATGATGAAACCCCCGTCTCTACTAAAAATACAAACAATTAGCTGGGCATGGTGGCACGCGCCTGTAAT 
CCCAGCTACTCAGGAGGCTGAGGCAGGAGACTTGCTTGAACCCGGGAGGCAGAGGTTGCAGTGAACCGAG 
ATTGCGCCACTGCACTTCAGCCAGGACGACAAGAGTAAAAAAAAAAAAAAAAAAAAATGGTTTAAAGAAA 
AAGGACAATGTTTTACACATGGATCAAATTAGACACTGCAAGACTATAAATCTGCACCCTTCTAATGTGA 
7VAAGGGCTTCACTGAGCTATACTTGTATATTATGCCCTCGATATTCACTCAAGGCCATTACAAGGAACAA 
ATGAAAACGGCATCAGCATTTGCTATTAACCAGTTGAGAACATTCTCCACTATTTCAACTAAATAAGTAT. 
CCAGGTGAGAAACTTCTTTTATAATTTAACCCCAGAAATTTTTTTTACTCCAAAGAACCAGTTAACAGAA 
TAGAAAGTGTTATTGTTTTGGCTATCAGGAAGCTCAGCCATGTTTAATTCTCAATCACATCAGCTACATT 
AACCCATAAACCATATTATCGTCCTCCTCCTTATAATCTCATCTCCTATTTCTATATTTTATTCTCTATT 
TTTAAGTACTCAAAACATTTTTAAAGGGCTGAAAAAGAATACACTTGTGGTAGACATAGCAACGTGCCAC 
CCAGATCCCCTTCAAAGAAGGACTTGTTGACCCAACTATTGGGAGAGCTGTCAGCAGAAAATCTTCAGCT 
GTCAGCCCCTCGAAGATCATCTTGGCTGCAGAGTGCCATCTGGCCCAGGCTAGGCTCTTCCCAGGACATT 
ACAACTCCTTTCCAGGCTAGTGCCAGACAACAGAGATCCTGGGAGTTGGCTGAGACTGTCATCAGGCCTG 
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CATCTCAGTTTAGTTTTCCCTGTGCCCACTCCTGTTTCTTTCCAGTACCTCCCAGAGTGTTGATCCCAGG 
GCCACTCCCCAATAAACATACTGCACACTAACCTGTCACAGAGTCCACATCCAAAGAACCCAACCTGTGA 
CAGCACCAAATCAAAAGAGACTCAGGAGGCTGAGGCAGGACTGCTTGAACTCGGGAGGCGGAGATTGCAG 
TGAGCCAAGATTGTGCCATTGCACGCCAGCCTGGGCGACGAGAGAGAAACTCTGTCTCAAAAAAAAAAAA 
AAAAAAAGAGAGAAAACATATCAGGTAGGGGTATTTTACAAAGGAGAGAGGATATACAATAAAGTGTTCA 
TACATACATGGGAAGCAAAACAGCACTGACTCTGGGGCCAGAGTACCTGGGTTTGAATCCTGCCTTTTAG 
CTCTGTGCCTCAGTTTTTTCATCTGGAAAATGGGGATAATAAGAGCACTTATAGGGCTGTAATGAGGAAG 
AAATGAGACAATGTGGATAAAGCAGTTCCATAGTGTTTACTATATGTCAACCACTGTTCTAAGTGGTCAT 
TTAATAAACAGCTGTGAGGCCAAACCCACAGGTCCCGAGGGGCAGTTGGGCTGGGACTCTCCCCAGACTC 
TGGGCATGGGCACAGGTACAGTGTAGGCCAGGGCATGCTGAAGCATGCATGTTCACAGAAATAGGCCTGA 
GCAGGGCTAGCATGGGTGACGTCACAGGCGTGTGCTTGTGTGGGTGCTGGGCTGCTCCTCCCAGACAGCG 
CAGCTGCACGTATTGCCATTCACACCCACGCACCCATATATATGCTGAGCTGGGGGAAGCCCACACAGAC 
CACACCCTCTGCATGCCCTGTTTTTCCTGCACCTCCTTTGGTGGAAGGAGGCACCTGAGGCCTGGGATGC 
TGGCCCAGAAGTCCCAGGAGGAAATGGGTCCTGTTCCCTGATTACAGGCCTGGCAACGGGCTGAAAACTC 
AAGCTCTTGTTGGCAGGGATTTCTTGAGCCCCTAGAGGTCCAGACCCAGAGGCAAAAGTAAAAGCAAGGA 
AGCCTTACCCTGCATGTTAGGAAGCTCCCAAAAAAATGGAGAAACGGATGTAAAAAGTGCATCAGAGCCC 
ACAGGCTGCCGGAGTCAGCACAGTAAGCTCAATGAGGGCTGCAGCACTTAAGAGGGTGCCTCCTGTACAA 
AACAGGATCAGACAGCCAGAGAGGGGCCCCATTCAGCCCCCGTCTGCCTTCCTGGTCTCATCACTCCCTG 
TCCCCTCCTCAGTCAGGAAACTCTAGCTTTGTAACCCTAAATTCAACAACCTCTTCCTGGCCTCAGGGCC 
TTTGTACATGCTGTTACCTCTACTTGGAATGTACTTTTCTCCAACCCACCTTTAATAATTCACCTCGCCA 
TCGACTCACTTCCTTTAGACCTCTGCTGAGGTCTGAAGAGATCTCGACCCAATGTTTTTCCTTCTAGCCC 
TCATCATAATTGTCTTTATGTAACAGAGTGTTTATTTAATGTCTGAACTCCCAGAGAGCTGGCGCTGTGT 
CTCTCTTGTGCTCCTCATGTTGTCAATGCCCAACACAGAGAAGAGCAGGGTCCACAGAACTTCAAGCCTA 
AGCCAGTTCAAGCCACACTCTGTGAGCACTCACGTTCTGCTGGATTCCCTGTGCCCAAGGCCAGCGGTGA 
GCATGCCTCCCCTCACCCATGCTGATTAACCAGATAGCCTCCATGCCCACTGACTACTGACCACCAGGAC 
TTACCTAAGCCAGTGGATCTCCTGTGAGGCAGAAAACTCATGGAGTCAGGCCGACTTGGGTTCTAGTTCC 
CACCTAGTCATGTTATGTGGCTTTGGGGCAAATTGTAGAACTTCTCTGAATCTCTGTTTCCTCATCAGTA 
AATTGTGGACCATCATTCCTGATTAGT^AGATAATTATGAGGATCAGGTGTGACCACAGGTGCACACCTTC 
AGCACAGGGTCTACGCTAGCTCCGTCCCGCCCACGTAAAGACCTGCCACTAGGTGGCAGTCCATCTCAGC 
TACCCCACCGCTCCTTACTCCACAGAGGCTGGCTAGGACAAAGGGTCTCAATGTCATGCTGAATTCTGAG 
CTTCTTAGGGGACGCACTTGAGGAAATCAACGTTAACACACAAGTTTCCAC TACAG CAAGACAAAGTCAG 
AAGCAGCAGCCCCAGGTCACTATCCAGCTGAGTGGGTTGCCTGAGCACACGCTCTTACAAACTCTAGTCT 
AGTCCTACTATCTCACAATTCCCAGGAAGCCTGGCTCTTTCTCTGGCATCAGCTGGAAGCTCTGTTGGGC 
TTCTCACCTCTGAAATGCAGTAAGTTGTCCTGCTGTGCCTGGCAGCCGACCCACTGCCTGGCTCT^ACATG 
TCAGACAGGCTCCACCGCGACCGTGGGTGTCCTCAATTTTGGCGGTGCTGACAAGGGTAGATAGATTGCA 
GGGGTGAGTTTCAAGAATGGCTTCAGAT^AGACAAAGAGTATGAATTATATTCCATAACCAGAAAAAGGCC 
TTGTGGCTGGAGAATGGAGAGTGAAGGATCACTTGTGAGAGATGAAACTGGTGAGATGGGCAGGTCATAT 
AGAACCTGCTAGGCCAAGCAGGGAGTGTGGATTTTAGGTGCAATGGGAATTCACGGAGGGTTTTAGCCTG 
GATGTAGGGGATCATGATTTAATTTCATTTTAAAGATTTAAAGCATGATAAATCCAGGCAAAACCAAACT 
GATAGATCCAGGCAAAACCAAACAAGGTGAGTAGTCTGGGTGACAGGAGATGGGGCCTTCAGCTTGTGGG 
CTGAGTGACAAGGTCTTGATGGATTGGAGGTGAGGCAAAGGGAGGAATCAAAGTTAGCTGCAAGGTTTTT 
GACCTTCCAACTTAGAGAAGTTTAGCGCCGCGTTCTGAGAAAGTGAAGACTGTGGAAGGAATCGTTTGGG 
GAGGGAAGGCGAGCTGTCTAAGGGGGGGGGATGTGGAACATGCAGTGGGATGCTGGGGCCTGGAACGTAG 
GGGAGATGCAGGTTTGGAGTCACCGGTGCCTGTGTTGTTGGGCAAAGCCAGGGGAAAGGTCAGGTCGCCT 
TGGGATCTGGCCTAGCACTGAGTGCAGAGGAAGAGAAGCTTCTGAGATCGAGAGGCAGCGGCTACAGGAG 
GAGGAAGAAAGCAAGGCGGGGAAAACCAAAGTTCAGGAGAGCATTTGCAGGAGGGCGCTGCGGGGTAGGG 
TCTGAGTCGGAGCCCCGAATCGGACTCGAGTCCTGTCGCGTGGGGACGGAGCGTGCAGAGGCCCATGCGA 
GGGACAGACACAAAGGCCCTGGGAGCTGCAGGTCAGACCACTGGACAGCGCGGCCGCGGACCTAACGCCC 
CTGTAAGGGGTGCTCACGCTTGGGGGGAACTCTCCGAAAGAGAGGACCACTGAAAGCCACCCTGGCAGCA 
GGGGCGGAACAGACAGACGTGGGTCTGGCCGTCGCCAGAACTGCCTGCGGACCAGCCCCGCGCTGCCGGG 
GGGGCGGGACATGTCGGCTGTCCATCAGTGCCCGCGACCAATCCGCAGGCAGCCCCGCCCCCGCCCCTCC 
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CGGGAGAGGGCGCGCGGAGGACCCGCCGCCGCCGGTGTGAGGCGGCCCGTCCTGGCTCCCTTGTCCGG6A 
AGCCCGCCCAGGTAACTGAGTTTGGCCGGGCATTCCCGGAGGACGCGCCATCCCCTCACGTCCCGTCCCG 
GTCGCTGCATGGGCGGTGTTCGGGACGCGGGGGCTGCGTCTGTGCGGGACCGCGGGGTAGCGGCCGCCCG 
TGCGAGTACGCCTGACTGACGCGCCGGCCGCCGGGCCTGCGGCCTGTGGGCGGGGCTGCCGTGCGTGACA 
GGGCCGCTCGTGGCCGCCGGGCTGTGTCCGGGGCCGCGTGAGAAAGCTCTGCGGGACTGAGGGCTGGGTG 
GGTCGACCGGGAACGGCGCGCGCTCCCGCCGCCATCGCGCCTCCGTCCCCGCCTGCGGCCTGTCTGGGGG 
TCGCGGGGCGCAGGCGCGGCGGGCCGACGGGCGGGGGTCCTCCCCACGGGTGCGCGGGCGCCTTTGTTCC 
CGGCGCCGAAGCGGGGTGGGGCCTCAGGGCAGCCCCGCCCCGCCGCGCTGAGGCCCCGCCCCGTGTCCGC 
CTGCAGGAGCCGCCGCCGGGTCCCGCTCGTCTGCCGCCTCAGCCTCAGCCCCAACCTCAGCCGCCGCCGT 
TGCGCTTGCTCCCGGGCGGTCCTGGCCTGTGCCGCCGCCGCCCCCAGCGTCGGAGCCATGGCGGGCGCCG 
CGTCCCCTTGCGCCAACGGCTGCGGGCCCGGCGCGCCCTCGGACGCCGAGGTGCTGCACCTCTGCCGCAG 
CCTCGAGGTGGGCACCGTCATGACTTTGTTCTACTCCAAGAAGTCGCAGCGACCCGAGCGGAAGACCTTC 
CAGGTCAAGCTGGAGACGCGCCAGATCACGTGGAGCCGGGGCGCCGACAAGATCGAGGGGGCCAGTAAGT 
GCGCCCACTTCCTGCCTGGGCCCGCCCCGCGCGGGGGTCGTGGGAGCCCGGCCCGACTGCTTGCACCCCG 
GCCGGCCGCCCCAGCGACTTGGGCAAACTTTCGGGCCCTCCCAGACTCCCTCCGGGCCCCGCCCCCGCTT 
CGTCTCGGGTGGTCACTGGGGGCGGGGGGCATCCGGGTCCTCGGTCACCTGACAGGACACCCCCCCTCCC 
CCAGCTGGGGGGAGTGTTCCAGGCGCTTTGCCCTGAGGCCTAAAAATCCTCGCGGGCTGGAGACCTGCGG 
TGCAGGCATCGGGCCCCCCAGACCCTGGGAGTGGTGGCGGCGTCGGCGAGGGGAGCTAAGGCAGTGGCCC 
CCACCCTGCACGGGAACCTGGGGCCTGACCAGACGGTCCCCGCCCACTCTTTATCCAGAAAGAGCAGTCT 
GTGAAACTCTCCGGGCCCCCAGGCTGGGCTCTTATTTGCAAAGGAATCTTTGGGTTCCCTAAGTAGAACT 
TAGGCAGATGTTGGGTAGGGCTGGTCTTGGAGCAGAGCTGGGCCTACTCATCTCCCTCTGGGGGAGAGGG 
AGGAAGGTGGTCTTGTTTGGTTTGGAGAAGCCTGAGAGAAGCCAGTGGCTGGAATTTTTTTTTTTTTTTT 
TCTGCTACTTTTGTCCCAAAGCTGGGTTTTGGAGGCCTATGTGGGTGGGCAGACACTCAATGCCAGGGCA 
GGGACTCCCCTTGCCCTGGGAAGCACGTTCCCAGGAGATGGGCCCCATAAAGGCCTGCCCCAGCGCCTTG 
GAGTCAGGTATTCTTCTCAGGAGTGCAGCTAGTTTGTGAGTCTAGCCCTTTGTCCTCTGTCCGGTGGCTT 
CAGGGAGCGGGAGCGGCTTCTCTTAGTTTCCTGCCTTTTCGCCTTCCCAGGCCTGAGCTTGGCTGCTTTT 
GCGCTGGTCTCTAGTGGGAGGAGGGAGTTGGGGGATTTTGAAAAACCCCAGATCTTTGAGAGTTGTTCCA 
CTTAGCGCGTGCCTGTGCTGTGGTCGGATGGGCACTCTGCTCTGCCCTCCATTCCCCCGCCTCTCAGTGT 
GAAGAGATGGTGTGTCTGCAACTCTAGACTGGGTTGCTTCTTGCAGGGACCCCCGGAGACTAGGGTTAGA 
GAGACCCAGGCTCAGAACCAGGTCTGTGTGAAGGAGGGAGATCAGGAAGTGACACCCCAAGGGGGGGTCC 
CACAAACCTTCTTGGGTATGGTGTGCATGTGTGTAGATAGTTGAGGAGATTGGGAGGAAGGAAGGTCTTG 
TGGTGAGGCAGCCAACCATCCTCAGCTACAAACTCCAGATCTGACACAGATCTAATGCAGCTGCTCAACT 
TAGAAATGGCAGCCCCCTTCCTCAGTGCCCCCACTGACCCTGTCAGCCATTGGGAGAACATTTTAGTGAC 
TTGAGAGCCTGTGGATTCCAJ^AGTAAAGGAAGAATCGACACTGCAAAGAGCTGAGATAACCCTGGGAACA 
TCACTCAGGCATCAGGCTCCAGGCATGGTCCCCTTCCTTACTCCCTATGCTGTGTTGAGTTGGTGGCACT 
GGCTGGAAGTTCTCAGAGATCTCCTGGGTAACAGACTGCATTTTAAACCACGCATATTAGCAGGCAATAA 
ATGTAGCACAGTGGTTGATGGCAAGTCTGGATTTGAAGCCCATATATTCATTGTGTGTTTCCCGGCCAGT 
TACTTACCTTCTCTGAGCCTTGATTTCCTCATGTGTAAAATGGGGGTAATAATATATCCAGTATATATGG 
TTGCTCCAGGATCAAATGAGACAATTCATATAAAACATCTAGCATTGTCTGACACATAAATGTTTAATAA 
ATATGAGCTGTTATTAGCAATAACATTAACAATAGACCGTGGCTGCCCTTCAAGACCCTGAACTGGGAAT 
GGTGAGGGGGTGAGGTGTGGCTATAGGTGAGGATGAAGGTGCAGGAAGGGAGGAGGACGGTGACCAAATT 
CACATTTCACTTAGATTGCTACTCAGAAAAAGGCAGGAAACAGTTTTGTTTTGCCCCAACCCATGTGCCC 
ACTCACCCACCCACCATGTAGAACAGTGTTTCTGTAGAGAAAGTGTTTGCAGTTGTGCACATTTGACTCC 
TGGGTGTGACCTTTCTTGTTTGTAAGTTGGGGCCTGAACAGAAAAGAGGGGTGCAGAGAGGGGATGATTT 
ATCATGCCTCATGTATTTGGGGGATGGAGGCAGGCATACAGAGGACCTGATAACCCCCTACCCAGGGGTG 
AGCAGGTGGGTCAGCCAGAGGTGTACAAATTCAGTGATCTCATCAGTTAGCTGGGATTTAACAGGCCTGG 
AGAGTAGGCAGAGGATGTAGGAGGACCCTGGCTTTTGGATTTTGGGGGCTCAGATTGAAAAGAGCCTGGA 
TGAAAAGTCTGGTCGATGCTTGTGTGTTCAGACTTAACTAATGGAGGCTTCCACTGAAGCCGTGCCCTGC 
TTCTACCCATTCGTGGGCTCTCCTTGTTGGTGGGTTCTGATCCCTGCGGCCTCTGAGGAGGTTGGACTGC 
CAGCCGGGTTTTCTGCCACCTGGACTCTTGCCCAAGCACCTCAGGTATCTGGCCTTTCCTGCTGACCCTA 
CCAGGGTACCAGCAGTGCCTGAAGCCTGGCCTAAGAGAGAGACACTGTGCTACCTTCAGGGTGTTGGTAG 
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ACCTGAGGGAGAGACAGTGTGGTTTAAGGAGCACTCATACTGATATGTAAGACCTTCTTCTGCCCTGACT 
CTGTGCCCTCTCTTGTCAGCAGTTGTGAAATGGAGCTGACACCTCCTGATTTCTAGGGTGGTCATTTGGC 
TCAAAAGCGGGGTGGGGAAGTGCTTAGGTGTTGACAAGTTTGGTTGTCCTGGTGGTATGACAGGAACCAG 
GTTGGTGTTTGGCCTTTTATGTTGCAGATACTGACATAAATGAATAAAATGCAGTTATGTAGAGTTCCAG 
CTGAGTGCTATTGAGACCTTTCGTCCCATTTTACAGATGAGCAAATGGAAATGGAGAATCGTTTGTGCCC 
AAGGTGTTGTGTCAGTGTGTGCCAGGGCCTCAGCTGGGGCCAGCTCACTAGTCAGAGGCTGACTAGCAAC 
CCCAAGCCCATGTTCCCTGTGGTCCACGTGGCTCCTCTGTGAGACACCTTTGTGCTCAGACCATGCATTA 
CAGGGCAAAGACCACTTTGGCTTTTGTATCCCAAGACAGCCTCAGCCTCTCTAGGCTCTGGCTCCACACT 
TTTTCTTCTGGTGTTTTCTGAGTTGAGATGGTTCAGACTCGTGTTTAATGAGGTTGTCCATTTGAGGGTC 
TTTGTGGGCCCAGTAAACACTGGTGTAGACACTGTGGAGGTACTCTGAATACTGGCTGAGCATGTCCATG 
GGGACTTCTGAGGCCCCAGGCTTCTGTCTTTGGCTGATCCTTCACTAGATACTTTTCTAGATGCCAGGCC 
CTCTGAGGTGAAGGAGTATGGGTGCTTGCTTTTAGGGAAATGAAAACAGGCAATGACAATTGTGAGCAGT 
ACCTTTGATGAAGAGGGTGAGGGTGGCGGAAGAAAACAGCTAACTGCCTTGATGAGGCAGGCGGGCTCAG 
AAGGGAGGTAGTAGTGGAACCAGCTGGCTGGGGCTTGACCCCTGTGGCTGGGGAGCAGACCACACCAGGA 
GGCCTGCTCCGAGGGCTAGGCCCACAGCACGGGAGAGGGCAAGGCCCAGGCCGGTGTCATCAAGGGTTTT 
CTTTGTACTGGCTGTTACTCCCAGTGGGAGAGGGGCAGGAGCACATGTCCGGATCTCCAGAGCTAGCCAT 
CCCTGCCTGTGTATTTCCTGTCTGATGTAGTTTTTTCCAAGGGAAGTCAGACCTTTTAGTGTTTCCTCAG 
CACCCCAGGCTTGCCCCGATGTGTGGGTTTCCAGGCCCCCCCGCCCAGCTGGGATCCTCTGTTTCCTGTG 
AACCTAGGAAAAGGGCCTGCTTCACAGATAACTGGAGGAGCTGAGCACACCCAGTCCTGGGACCCACAAC 
ACCTCCAGCTTCTCTCCAGACTCTTGTGTGTGTGTGTACACAGATGCACAGGATTCAGTTGGAGTTTAGA 
GATCTTGGCTACCAGCTTTGCTCTGGGTAGCTTCTTGGAATGAGGCACATTTATTAATATTTGCAATAAG 
TATTATTATACCTCCCCATTTGCCCAGTGCTAGGCACCAAGGATTCAAAAGTTTATTGAGACATGGTTTG 
TGCCATTGATGAACTCTTGGAAAAGACAGATGTAGAGGCATATGATTATAACCCTGTGTGTTACATACCA 
TAATATAAAGGCCTCTACCAAG/^ACTGTGAGGAGCTCTGCCAGGAAGGCATTAAAGGAGAGGTGACCTTT 
GAGGTAGGCCTTGAATTACTGAGGCACCTGTCTGTGCCGAGGCTAAGGAACTGGGAATCACTCTGTGCAG 
GGGTAGGGAACAGATATGGTGTGGTAGAGAGGAAGCTGGGACTGGTTGGAGACAGCTATAGCCCTAGTGT 
GCCATGTCCAGCAGATTACACTCAGTCCTGGAGGCGACGGGAGTCAGCGGAGGCTGTTGTGGGACTGACT 
TGCCTCTGCCTGGGAGACCACAGTGGCAGTGGTTTGTCAGGCAGGTGTTGGGGAGGGAGGCCAGTGAGCT 
CCTACGGTTTGCACAGTTTGCAGGAGAGAGCTGCTGAGGGCCCAGACAAGACCTTCTTGCTGAGGCAGGG 
TGGGGATGCCATGGTGGTAGATGGGAGAAGGGCTGGGTCTTGAGGGGTGAGACAGAGCTTAGTAGTTAAG 
CATTTGGGCCCTAGACTCTGCTTGAATTAAAATCCTGTTGTGCAGCTTACTTGCTCTGTGACCTTAAAGC 
ATATGACTACCTCTCTGGGCTGCTTATCTGTAAAAAGGATAGTATTAAATGGCATTTATTTTATAAGGTT 
TTTGTGAGGATTTGATGAGAACCTGTATAAAGTGCTTAGCACCTGTATAAAGTGCTTAGCATGGAGTGTG 
GCACAGTGTAAGTGCTTACTACGTAGGATCCCTGACAGGACAGAGATGAGGATTAAGTTCTCAGGAGGAC 
CTGGTGGGGAGGAGTTCGAATGCACCTGCTGTCCTAAGGGGCTGGTGCCTGGCCACCAAGCCCTTTGATT 
CAGAGGCAAGGAGGCCCGCCCATCCTCTCTTGCAGCTCTCAGCAGTCCCTCTATTGTCAGGGCTCTTTCC 
CACTGCTGGTTTTGCAGGGAGACAGGGCAGTTGGCTGGAAGCAGCTGCTTTGGGTGGTAACCCCTTCTGT 
AGAGTGAAGGTATGATATTGTCCTATTTCTAAGTGCCTAGCCCAGGACGCTATCTGGAGAGATCTTGTCT 
TTGAGGAAGTGCTCTAATGCCACAGCCTCGATGTGGTAGGGCCTGCCTCTGCTGTCACTGTTCTGTGTCA 
GTCTCCGTTAACTCACAGCATCTCTTCTTACTCTGTGCCTTTTCCTGTGGGATGTGGCTTCAAGGAGACC 
ACAGATGATAAGTTGGAGGAAGGGAGTGAGGCCTGAGATTGCAAAGGTGTGATATTAGGAGACTGATTTT 
TCCCCCTTTCCACTTGCTTTGTTAGAACTAGAGAAGTCACTGCAGACTGTGAGGAGAGTCCTAGGAGAGA 
TGGGTGTGGGATAGGAGGATGGGAATGTTCTGGTGCCCCTTGTAGAGTGCCTTGTTGAGAGGAGCATGGG 
AACAGTGCGTCCTTGGAGGGAATCTCTGAGAGCAGCATGTTTACAGGTGGCAAGACTCAAGGTGGAGCC7V 
CGGGTGAGGAGTGGCTTCAGGCTACCATTGACCAGATAGTCCCACCTTGCTGGTAATTGAGCTGAAGTGC 
CTGGAGATTTGTGGCTAGAGCTGGTCAGATTTGGGTTCAGGTCTCAGCTCTTACTGTGACCTTGGGCAGA 
TTACTTTTCCCTGTCTGAAATTGATCTTTAGCTGTAAAAGTAATTTCTCCTCACAGAGCTGTATATTAAT 
AATAAGGGAGATTATATATAAGAGTAAGAGATTTTATGTGAAAACTACCCAGCACAACATTTGTCACTTA 
GTGGCCACTTAACAGTATTCATTTCCTTTACTCTCACCTTTGTTAACCACAGAGCTCCAATCTTTTCCAC 
CACTAAGCTCGGCCACAAGTGGCTGCTCCAACAACCTGGGCTAGGAGTCTGTTTCCTACTTGCTTTCTGT 
GTTCCTTCCCTGAGTCTGTACACAGAGGACTGGGGCATCAAAAAACTCTGGAATTGGAATAGCATATTGG 
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GAGTTCATGGAACATTTTCTCACCTGTTGTATTGTTTGAACTTCACAGCAGCTCCATGAATCCATGGAGG 
GCAGGAGTTACTATCCCTCTCTTACAGAGGAGAAAACCAAGCCCTAAGGGTAAGGTCACATAGCAAGTTC 
ATGGCAGATCCTAGGATTTCAGATTCCTGCTATAGTATTCAGTTTATTCTCCCATTCTGGGGAAAATGAT 
AATAGGATGGACCGTTCTATAGGAACAGAGGGTTATTTTGTTTTGTTTTGTTTTTCTTCCCTCTGGCCAC 
ATGTGTTTGACCAGCCTAGACTTCCATCTGTGGACAAGCTGGACTCATTGCCTCAATTTCAAAACCCGTC 
CTGCACTCATCCTTGCCACAACACCGGTGTCGAGATGCTTGGCCCACCCAGACCTTTCCCACACTCCTAC 
ATGGGGGTGAATGTAGCCGCTGATTGGGGGTGGGACACAGAAGAGCCTCACCCTCTTGACTTTCTGGTTT 
GTGGTGACACTTCCGCCTAAGCTTCTACAGAACATGGGAACCTGGGGCTCCATGCCCCAAATATCCTGAG 
AAGGGCTTTTCCAGGATTCTCTATGACAACTCAAGAGCATGCATTCATTCATGTGCTCTTTAATTTGTCA 
TACATTTGTTGTGGGCCTTGCTACTGTGTGTTGGGCACACTGAGCTGGATGTGATTACTCCAGCCTCTGA 
CTTGTTCATGGTGGCAGTAGATCTCTAGCGTGGTTTGTGTTCCATCTCACCATACCTACTCTCCTTAAAA 
AAT^AACAAAAAACTAGCTTTCTTGGGCCTCAGTGGCTCATTGAATAAGTGAGAGACGACTTGTGCTTCCC 
TGGCTTTAGACTCTGGCATTTGCTAACTGTGCCAAGCACTGTGGAGACCAGTAGTGGACATAAGGTTAGG 
GTAGATACAGCCAGAAAGGAGATAAATAGGCAGACAGATAAAATTCTTATAGGATTTGGTGAGTTCTATG 
AAGGAAATAAGGCAAGAGGCTGCTCTGTCAGGGTAGGTGAGGGTGTGCTGTGATAACAAATGATGCCCAC 
ATATCAATGGCTGGCAACAAGGAAGGTTAATTTCCCCTGTTTGCTATGTGTGCTAACCTACACCACCGTC 
CCTGGAGAGTGGCCTCAGTGGTTCTGGGTGAGGCCTCTAGTACAGAACCTGAACACCCTGGGCAAACTAG 
GCTGGAGAGGGATTTGGAGTATGGAGGTTTAGAAGGAATTAATTTCTATGACTTAGGATGCATGTGGTGA 
GTGTGGCTTTGCTGTTGTGGTAGAGTAGAGTGCTGCCTGTGTGGGTCAAGAGACTGTCTTGGCTGACATC 
TTTGAAATAGGTATATTTGTGTGGCCCTTGCCTAATTGTCATCTCTGCCATAGCTGCCCCCGCCTTCCCC 
ACCAACCCATGGCCCTACTTGAGCTGCCTGCTGAGCCTACTCTGTTGTGGCCACAGTATCCTCCTGCTGC 
CCAGAGTTTGAGTTTCTCGCTACTTCTGCCACTCATCACACTTGCTTCCCAGAGCTTTGCTGGGTGTGCT 
GAAGTCTCCAGAGAAAGTGGGGAATATGGGTGCCTAGAGACTTCTAGGGGGTGTTTTCAGCCCCTAGAGA 
GTAGAGAAGTGTGAGAAGGGGTTGGTCCCCGAATATTCTGTAGTTTTGGGGAAGAAGCAATGGGGACAGT 
GGAGTTGGTTGCCTTAAGAGAGGCTATGGTCCCAAGAGATGGGACTTGGAGAGTCTCTACTTGCATTCCT 
GGCTAAGCCCTTAATATTCTCGCACCCCTCCTTGCT^AGACTAGTTCCTTTTGAGGTGGTTCTTGGCTAGC 
TTTTGAGAGGCTGCAGTGGCTGTGTGCCCAGGCTTAAGTCCTAGCTTTCTCCCCACTCTTTACCTCCTAG 
GAACCGGGCCCATCCTGGGGGAGGCAGGGAGGAGCTCCTTTTTATAGTCCACATGTAGGCTTTGTGTATA 
GGCTCTGCTGCTTCCTTCCGGCCCTGGCCCTTCCTGGTGTTGGCCGGTGGCCCTGGCTTCAGCAAGACTC 
AGGATGCAGAGTAAACGGGGCAGGGCGTTCTCCTACAGAAGACTGGCATCCCTTTTTACTGAGCCCAGGC 
CTGGCACAGAGGAGGCTGGAGTTAGGAAGCAAGAAAACGAGGTGACCCAGTCCTTGATCCTGAGAAGCTT 
GTGATCTGGACCATGCAGAAAACCGCTAATGCCCAGGGCTGGCAGGAGACAGCTGTGCCTAAAGTGCTGT 
AGGCTGGGCCTGAGGGCCAAGATGGAATCGCTTTTCTCCCTGTAGCAGCCCATCCTACCCCCTGGGGTCC 
CTCCACCTGCCAGCTGGCACACAGGTGTTGGGTAAAGCATCTGTACAAAGGCTGTGAGGGGCCTGGGCGC 
AAGGCAGCAAGGCTTGGGTACGGAGGAGAGTGGGTGGTCTTACTGATGTTCTGGGCCCTGACAGTGAACA 
GCTGGCCAAACTGGTGAGGAGTTGGGCCATGGCGAGTTTGGCCACTTGTTTGTGTGTGTTTAGTTCTTCC 
TGGGCACAGGTGGGGAGTTCACTTTGGGGTTGGCTTCCTGTTTTCTTGGACACCTGGGGATATGGTTGAG 
TTAAAATGTTCTGAGGGAAATGATTGTTGAGGGCATGGGCTTGGGTCATAGTGTCCTTGGCTTGGCCTTG 
CCCATGGTAGGAGTCGGGTATTGACCACACTGGGTTCTGGCTGTGTAGGTGTGGATGTGTGGTGGGAGAA 
TTCCAACCCCACCTTGACTTCAGCCTAAGGCCCAGAGAGTGTGGGCCTGAGTTCACAGGGTGACTAACCC 
TAGGAAGGAGTGAAGGAGAGCTCCAGTTGGCCATAGGTCCCACAGGTTTCTCAGCTTACTTGGGGGCAGG 
AGGTGAGCTAAGGAATACAACTCCATTCCCTCAGTTGGGAGGTTGGGCAGCGATGGGGGCAGGGGTGATG 
GTCCTTCTCTGAGGCACTGAAGACCCACTTTATGGTCACCCTATTCTGCCTGATAGTCCACCACCTGTTT 
GGAGGCAGCTCCCCTCTTCCTGCCCTAGTCACTTCCTCCACCTTCAACAGTAATTGAGTATAATGTGCCT 
GTGTTAGCTTGTCCATCCTAACTGGGACTGTGGCCTTTTCTTGGGCGTTCTTAGCATATCTACCAAGGAG 
GTTGGAAAAGGTAACATATGTCACTTTGTTAAGGATTTTGCTGAGGGCCTTTTGAGGCCAGCAGTGAAAC 
ACAGAGCATTCCCTCCAGTGAGAACAGAATGTCTGTTGCCAGACTGATCACAAGAGGATGGCCTGGTTCT 
GGCCTGAGAACTGGTCTACACCGGAAGCATGAAGCTCCATACAATCATGTGTGCTAGTAAAGTTTGGGCA 
AGCAGCTGTCCTAAGCAGGTAAAACGATAGGTTATTCAACTTCAACTTCAGAGAAAGAAATCCAAGGTAG 
CCATCTCTCTCAGTAGGGGAGGTGAGTTCAAAGAATTTAAGCTGGGCTGGGCACGGTGGCTCACGCCTGT 
AATCCCAGCACTTTGGGAGGCCAAGGTAGGGGGATCACGAGGTCAGGAGTTCAAGACCAGCCTGGCTAAG 
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ATGGTGAAATCCCATCTCTACTAAAAATACAAAAATTAACCAGGCGTGGTGTCAGGCGCCTGTAACCCAG 
CTACTCAGGAAGCTGAGGCAGGATAATTGCTTGAACCCGGGAGGCAGAGGTTGCAGTGAGCCAAGATCGC 
GCCATTGCACTCCAGCCTGGGTGACAGAGCAAGACTCTGTCTCTTTAAAAAAAAAAAAAAATTTAAGCTG 
GGCTTTCTGGGCAGGCAGTGAGTGAATGAGATCCCTGGCACCTTGGAGTGAGATCAGAGTCTAGATCACT 
CACTGGGGCCCTGTTTCCCAGGAAGCAAAAAGGGAACAGGAGAGTGGCTTGGCTTGGGCTGGCATGGCGC 
AAAGGGAGTGCAGCCAGATGCTGTGGCGGCTGGGTCAAGTAGCTCTAAAACAGGAGAGCCTAGTGGGTTC 
TGCTGAAGCAGGATGTCTCAGCAAGCAGGCCTCTGACCTGACGACTTCCGGTCATTATTTAGAACGTCTC 
CAGCCCCACAGATTTACTCTGTTGGAGGCTTAAGGACTAAACCAACATTTACTGTCCAAGAGGTGGCAGT 
AACACAGAAACCAAAGAGGCAGGAACCAAGGTTGGGGTGGTGAGATGTCATGGGGTTCAGGGAGTGGCAG 
AGGGGAAGGCCTCTATTCTCCCTTTCCCACTTGTCTCCCTACCTCAGCCCCTGTTGCTCTGACGCTTCCC 
CCACCACTATGAGTCCTAGGCCCCTGTTGTTTCCTTGTAGGAGGGAGACCCCAGATTTTTATTTCTTCTC 
CCAACCCATTCCATTTCCTCTCCCTTGTGAGAGGGCTCTGCAGAGACAGGGCAGCAGAGAGAGACTTGGA 
GATATGCTGGGCTGTGGTCAGGAGGGCCTCATTTATCTAGTGAGCAGGAACAGGTTATATAGCAGTGATG 
CTTTCATAGTATTTTTCTTGAATAAGGTCCCCAAAACCTTATTAAGTTCCTGGTAGGCATGGAGCATTGA 
AGATGGCAGACATGGTGCAGTCTCTCAAGGAGTTTACGCTCTAGTGGAGAAAACAATCAGACAGCCTTAA 
AATACATGTATGGCTACTATAATAAATACTGTGAAGCAGGAGTGCACCACGAAACCTGGAGTCCTCTCCA 
TCCTCCCCTTCTGTCTGTGCTGGCCCTGCTTGGCCACTTCCAACAAGGATTCTGAGGCATTACAGAGCAC 
ACGTCTAGGGTACAGGCAGTCTTGGCTTTGAAGTATTGTTGGCTTTGCCACTCACCAACTGCCACCTTAG 
GTAAGTTAATTAACCTCTTTGTGCTCAATTTCCTCACTCGGGAATTGGGGACCCTAATACTTACTTCATA 
GTGTTATTTGCAAGTATAAAATATAAGGCAGTTTTTATCGTTGTAAGGCAGTCTTATCAAGAGCTTTATG 
CAATGTCTATGCAAAGTAAATATGCAAGAAATTAGTGTTAGGATGCCAGATGCTGCTGTTGCTCATCGTC 
TCTTCCCACCCAGCAGAGGTAGTAACTACTTCATCCTCTACTTCTCAGCTTCTTATAGTATTTGTCTGTG 
GACTCTAACGTAAGCTATCTAGCATAATACTCATATCTAATTTTTCCTTCCACATTCAAGCTCCTTGAGG 
TACTTGTATTCCAAGTATCTAGTTTAATGTCTCTCATGTAGGTGCTCAGAACGTATGGTTAATTTTGAAT 
AATAAAGCCAGTGGGACTTCTCAGAGGGCTGGATTGGGGGCTGGTGAGAGAAAAGGAGATGCGAAGGATC 
ATTCTGAAGTTTGGAGTTTGGGTACCTGTTTGAATGGTGATGCTCTTAGCTGACCCAGGGGGTATGGCAA 
GAGGCCTTGGTTCTGGTGAGAGAGAGAAGACAGTGTTTGGTTTTGAGGAGTTGTCTTTGAGACGTTTTGA 
GATGAAGAGTGGGGATAGCAAGTAGGCAGCTGAATTGAAGGATCTGAAGCTTAAGAGGAGAGGACTAGGC 
TAGAGACCTGTTTGTGAATTATCTGTACATAGGAGGTAATTAAGGGTGTGGGCATGGCTGACACTGATGA 
GGAAGAAGGCAGAGCACCGGAAGAGAGGACCTTGACCTGAGCCTTGACCAAGGCCATTGCTAAATGCAGG 
TAGGCCTGTAGCGCACAAAGAAGCATGAAAACCAGGCAAGGTTGTGCAGGAGAAATCAAGGGCAGAGCTT 
CAAGGAGAGAGGGCGTGATCAACCATGTTGATTGCTCTGAGGTGTCAGGAAGGAGGACCATAGATAAGTG 
ATTTATGGGTCAGGCACGGTGATTCATGCCTGTAATCCCAGCTCTTTGGGAGGCCAAGACTGGCGAGTCA 
TTTG AGCCC AGG AGTTCAAG AACAGC CTGGG CAACATGGCAAAAC ACCATCTCTGCAAAAAAT ATAATCA 
GCCTGGCGTTGTGGTTTGCCTGTAGTCCCAGCTACCTGAAAGGCCAAGGTGGGAGGATCACCTGCACCTG 
GGGAGGTAGAGGCTACAGTGAGCCCTGTTGGTGCCACTGCACTCCAGCCTGGACAACAGAGTGACTTATG 
GGCCAGGCATGGTGGCTCACACCTGTAATCCCAGCACTTTGGGAGGCCGAAGTGAGAGGATCACTTGAGG 
CCAGGAGTTTGAGACAAGCTTGGGCAACATAGTGAGACCCCATCTCTATAAAATATAAAGAAAAATTTTA 
AAAGTGACTTATACCCATTGCTCTGGTTCTCCAAGTAGCCTGAGTGTACTATGTGGGGGAGCATTTTATG 
AGGGACTTTTGAGGTCCTGGGCATCCCTGAGACATGGCCCTGGTGGGTCCCCAGTCTCTCTCCTGTAGCT 
AGGAGCCTGGCATACACAGGCCATCTAGAAAGAACTTAGGCAGCATCAGTCTGCAAGGGAGGCAGAGTTT 
GGAGCACACTAGACTCCTGACACAGAGGCTGACCCATGGCTGCCTGGAGAATCTTCTGGGCTTGTGCAGA 
AAAGTTGGGGAAAGCCACCTTTCCCTACTGTGGCAGTCAAGGCTTGGTATAGGCCATCTTCCCTCCCTTC 
TCATCCATGATACTCTGAATGCCCTGTTTGTGGAACTTAGTGGACTCCTGCACCTCTGTCTTGGTTTCCA 
TGAACCCCTCTGCCCAATGTGTGCTTGTCAGCCCTCCAGACCTGGCTTTTACAGAGCACTCCAAGACATT 
GCTCTACACACACTCAGCTCCACAGACACCTCCCTGTTGTTCTACTCGTTGCATGACCTCATAGTTATCT 
GCTTCCCCATCTGTTTCCTCCATCAGGCAGGGGTTTTCTCAAAGGCAGGAACTCAAATGCCTTATTGATC 
TCTGTTTCCCTAGGACCCAGCCCAGGGCCTGACATGGAGTAGATAGATGCCCGATAAATGTTTGATCAGA 
TGATGGAATGAATGACTGCATAAGCCGAATAGATCACTGCTGAGTGCTCTTCCAGCTTTAATTTCTCTGG 
GTGGGACCTCCTTTCCCTTCCTTCCTTTGGATTCTGTTCTTACCTCTGAAATAGGTGAGATTAATTTAGA 
GTCCTAGGGAAGAGGGCTGCCTGCCTGGATGGTACAAAGGCTGGCTGTGGCTGCTCTGTGTTTCTCTGTA 
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TACCCAGTGTCAGGGATAGCAGCTGCTGTGGGGACACTGCAGAGTGTCCCAGTTCTGCCATGACTCACCA 
TATGACCATGACAAGACCCTTTGGACCCTCTGTTTCCTCATTGTTTCAAAGAGATTTGTCTAGAATCTAG 
ACCAAGCTTGTCCAACTCGCTGCCCGCGGGTCTGGTTTGAAGGCAGCTGCTGCACAGTAATGGGAAGGAC 
AGTAAGCCCCACCATCGCCTTCCCTTTGCCATATAACCCTGTGACCTCAGAAGTCCCTGAACCCAGATCC 
TTGTTTGTAAAATGGAAAGGGATAGCTACCCACCCCTCCACTTTGACCTTCCTTTGGTGGCAGCCAGATG 
TGCTCAGGGAAACCTCAGATTTGTGAGTATGTTTCTACTGAGAGGCAGGAGGAGGAATATTATAGTCTCA 
GGAAGAGGGAGGAATGAGAGGGAGAGGAGAACTCTCACCCTTTCCACAGGCTTTGGGCATATGCAGCCAG 
CTTGGAAATGCTGACCATCCTGTGACCTGGCTACTATTGCATCAGGCTTCCTTCCCACCTGTGTCCAGGT 
CCTATCTTTGTCTCTTCTTTGGCTACCTCCATCCTTTTCCTTCAGAGCTGCAAAAACCTTGCCAAAGCCG 
TATGGTCCTGATGGGTGCAGAGCCCCTGTGCCTCTGGCTGCCTGTGAAGGGGGATCTGCAGTGCAGTGCC 
TGCCGTACCCCACAGGGAGTTGTATAGGAACCTGGGGATGGGGTGACTGAGGTAGGGGGCCAGAAGTGGC 
CCAGATGATACTCACTTCTGCTGGAACTTTTCTTTGTCCATCTTTCAGCATCCTCTGGTGGAGAAGGCTT 
AGCTCCATTAATGCTCTCCTAGGTCCTGGCTGTGTATTTTCTTTGGTATGGGAGTGGGGAACTGGGAGGG 
ACTCATCTGTTTGCCACAGACTACATGTGGAGAGGGTGATTGGTGAGAGGTCATTTTGGAGATCTACACA 
CCTCTTCTGACCCCTGGGACCACTCTCCTGAATCTCCTCATGGTCTTGGCTTCGGGCCCAGCAGGGCGTG 
GGTGCTCGGCATCCTGCTGCTTTTACTGTTTTTCCCAAAGCTCTGTTAGCTTCCCGTGGTTCCCACTGGC 
TATAGGAATCTTTATGTAAGGACTTCCCAGTGTTTCCAGACTGTATTTGCCCCCAGGGGTCACATTCCCC 
CCAACTATGCCTGCTGCTGCTTTTTCTGTTCCCGTTGTTACCTCACTGACCACTGCATTTTCAGTATTTG 
TTGTAGCCCCTCAGCCTCTGTGGCCCACTGTGCCACCTCTTCCAGGAAGCCATCCTTGATACCATCTTTC 
TGGTACCATTTTTGAGCATCTGTGGCCTTTGCTGCCTGTTAGATAATTAGCTCTGGAATCTAACTCCCAT 
GTGTTTACTCCTGCTCTTAAGTACTCTGAACATTTTGAGGCCTCCCCAGGCCCTGGGTTTGTGTTGGACT 
GGTAGGGAATGGAGAGAAGAGTCAAATGTGGTTTCTTCCTTGGAGGAGCTCATAGGCCAGTGGCCTAAGA 
CACCAGGGAAGCACCAGCAGGTGTGACAAGTGGTGACACACAAGAGAGGAGGGGGCACCTAGTGTGCCCC 
TGGCCTGGGCCTGGTGGGGGCTTAAGTGAGGAGGTAGGAGTGGCTTGTGCAAAGGCTGAGGCAGGAAGGA 
GTATGGGGAGACATGGGCTGGTGTCTGTGTTGTGTTAATTGGACTTGGACCCTTTTGAGGAGGGCTGGGC 
TTTCCCTGCCTTCCTCCAGTGCCCTCTGCAGAGTGGGGCACACAGGCCTTGAGGGGTTCTGGGGTCCACA 
GGCCACAGGTGGGGGTAGTAAAAACCCCCAGAAGGGAAGGAACCTGTCCAGGAAATCTTCGCTTACCTCT 
TTCAAGCTCTTTAGATTTTAAAGAGACCTTTCATATTTACTATGAGTTGCAGTTTTTTTAAGTTAC7VAAA 
TTTCTTTACTCCATGCATGTTTAAATGGATAGTTTTTGCTACCATTTACATCAATTAGCTTACACACTTT 
GGGTTTTGTGTTTTTGTTTTGTGTTTTTAGAGAAAGGATCTCGCTTTGTTGGCCAGGCTGGAGTACAGTA 
CTGTGATCATAGCTCATAGAGCTTCCTACTCATCTGCAGCCTCAAACCCTTGGGCTCAAGTGATCTTTCC 
CACCGCCTCCCAAGTAGCTGGGACTACAGGCATGTGCTACCATGTCTAGCTAAGTTTTTTTAATTTTTAT 
TTTTTGCAGAGGTGGGGTCTTCCTCTGTTACCCAGATGGGTCTTGAACTCCTGGCCTCAAGCAGTCCTCT 
TGCCTCAGCCTTCTAAAGTGAGCGTATGCACTTTATAAAGGGAAAACCCTCTCTGAAGAGAAATATTTCA 
GACAGGGCATGGTTGCTCATGCTTCTAATCCCAGCACTTTGGGAGGCCGAGGCAGGCGAATCACTGGAGG 
TCAGGAGTTTGAGAGCAGCTGGCCAACATGGTGAAACCCCGTCTCTACTAAAAATACAAAAATCAGCTGG 
GCATGGTGGTGTGCATCTGTAATCCCAGCTACTTGGGAGACTGAGGTATGAGAATCACTTGAACCCCGGA 
GGCAGAGGTTGCAGTGAACCGAGATTGCACCACTGCACTCCAGCCTGGGCAACAGAGCGAGACACCCAGA 
CCCAGAGAAATATTTCAGTGA7VAGCATGTTTCATGTTCAGAAATTTGGGGTACTTTTGGTTATGGTTTTC 
TTGGCCATATCTTCATCATTTGGTGGGTTTAGTTTTCAATATGTCCTCCTGTCCCTTTCTGATTAAATCA 
CTTCTGTATCTCTTACCTCATTGGCATCTCACTGTAGTCCAATGAAGGAGGTGCCAGGAGTGGTGATTCT 
ATTTTGCAGATGAAGAAAATGAGGCTCAGAGAGATGGGTCCAGGCCTCCTGCCCACCTTGCCAGTGCTTT 
TGTTCATAATACCTCTCTACACCCTTTTTGCCTGCTGAGCGGTTAACAGGCTTATAAATTTGGGGGACCT 
CTGTCTGTTGGGCTATTTGGAAGTGGCTTTTTTGAGCACAGGGGATACTAGGACACAGGTTCCAACAAGA 
AACTTAGGTCTAATTTAGGGTCTTGGATTTGATGATTGGGCTCCCTCTCCCCCTTCTAGGGCCTGCCATG 
TGTCTGCCCCCTAGGGCAGGATTGGCTGGCTCTCACTGGCTGTGCTCTGAGGAGCCCTGCCTTTGCTCTT 
CTCTTTCTCTTCCCTAGGGTTCCTGCTGTCCTTGAACTCTGCCGGGGCAACAGGAATACTGCCCTTATGC 
ACATCCTCGTGGTGGCCAGACAGGGTGGTTATCCCACTTTACTGGACAGGAAGAGAGCTAGTGGCAGGCC 
TGTGACTTGGCCTGATGTCTCGGGGGAGTCGGGGTGGGAGCAAGAGTCAAAGACAGGAAGCAGCCCTACC 
TTCAGAAGAGCCAGGCACACAGATGGGTCCTTTGTGGTTATTGTCTTCTCCCTTTCCCAGGTTCCAGACT 
GGCTGCCCGCCATATAGCTTGTCCCTTCGACAGCACCCTCTCTCCCCACTCAGTGGATTGGGTGCTGTCC 
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CAGGGTGGGGGCTTACTCTCCTGCAGAGGCAGGTTCTCAGCTGGCCCTGAGGGTTGTATAGCTTCACAGC 
TCCCAGAGTGCTTGGGCATAGGGTGGCTCAGATGAGGAAACAGGCTCCTCTTTTAAAGGGAAAGCAACTG 
CCATTACTGGCATGTCCAAAAGGGGGATGCTGTCCAGGACTGCATGGCCCAGAAGCTCCGCTCTGAGTAA 
CTGCTGGTCTCTAATCTCTGTGGTCTCAGGCCAGGAGTCTGTCCCTGGGCTGAGAAGGGAGGGGAGAAGA 
GGGAAGAGATGGAAAAGGAACATTGCTCTTCCCAGTCTCCCTGGCCTCGTCATATAACCTTTTATTTTAC 
AAATTCAGTCTTGTGGCATTTTGCTTTAATGCTTAGAGCTGGCCCCAGGTGCCAGGCAGCAGGCACZATTT 
CCTTCTGCCCAAAAAACAAAACACACATGAATCTGAGGTTGGGCGTGGTAAGGGCAGGCCAAGGCTGACC 
GTCCTATGTGGATATCTGTGAGGTAGTGTGCCTACATGTAAGGGTCTGTTGTGGGTCTACTCCCACGAAA 
GCCTTCATCTTACGATGAACCAGAGAGGACTGCAGACTTGCCAAGGCCTAGCTATATGCTTGGAGCCAGG 
ATTTGAAACTTGATCTTTGGGGATGCACGTGCCTCAGACTATTGGTGAGTGTGCTGGTGGGGCACTGCAG 
GCTCAGGAAGCAGCGTGTCTGCATATGCTTATCTGTACACAAGTCTGTAAGAGTCCCCCTTCTCCCCATA 
CAATGCCCCCATCCCTGCCAGGCTTCTTTTTGAGCTGGCGAAATAGCTGCTTGTATTCTTCTCTTCATGG 
ATCATCTTTATTTCACCCAAGTTTGGGTTTGCACCTAGTGGAGCCTTGGCAAGTGGCCTTATTTGTCTCC 
ACTACTGCCAGCTTTTGTAGGCTCCATGTCAATGGCACTAGGCACACAGGTAGACAGGTGGGCTGTCTCC 
AGACTTCTCTATTACCAGCACTTCCCAGCATGGCCCTCACAGCAACCATGTGAGGTAAGAGGAATTTCCA 
GTTTCCTGATGGGGAAACTGAGACCAAAAGAGTGAGGGACTGCCAAGGCCTCATAGCTAGAATTTAAGAG 
CTGTGTGGTTCTCCTCACTAAGCTGGGAAGGGGATGGTCAGGGAAAGCTTCTTGAAAGAGCAGGAGAAGG 
CAGATCTCCATCAGGGCAGGGAGCAGAGCAAGGCCCCAGGATTCTGCCTGGGGCACCAGGAAGCCTGGCT 
TATGAGAAGGTTCTCAGTCCTCAGAGCTGACATGTGATATACAGTCCAGGCACAGGTGTGTGTGGTCCCT 
CATTACTTCAGAGCCCCTTAAGAAAGACTGAATCTATTTCTTCATCAGAGTTTGTGAGCGATTCAATATA 
AGGGACTAAATCCCCCTCACTGCCCCAAGCAGCTTATCTTGTCACTGTCTACCATAGCCACATTTGGAAT 
GGTAATGCCCAGGCCATTCCTGAAGCCCAGGCAGCATTCACTGTGGGCTTGGGGACATGGTGCCATTCCT 
GAAGCCTGGGCAGCCATCACCATGGGCCTGGGGACGTGGTGCTGGGCAGAATGAATATGCTGCAGCCCTG 
ATGGGCTGTGCTGGCTGGGCTTTGCCTTCTTGGGTCAAGGCGAGCCTGGGCATTAGGCCTTTGTCATTAT 
GCTATACATCAGGCTTCTGGGCTGCTACTTGTGGGATCCTGCCCTTGTTCTCAAAGAGTTCCTCCTTCTC 
ACTGCCCCATCTTCTTCATAGTGACGGCCTCTTCGTACCCCTGGCTTTTCTTTTCCCCAGAGTTCCCCTG 
AATGTTGTCCTCTCATGGTTCTGAGTTGGGGAGGAGTGCTAGGTCATGGATTTTTGGGTATAACGTGTGA 
CTTTCCTACTCCCCTAAGTAGTTCTCCCCTTCTCAAGCTCCTAAGTTCTGGGAAGGTCTCTTTTCCTGCC 
CTCCTGACTAATGGCAGAGAGGTCTGACCCAGACTGTGCCAGACTGGATCATTCGCTCTGTCACCTGCCA 
CCAGGGCAGAGGCCATTCCTCTCTGGGGAGTCTCCTTGTGAATTTCTGGGGACCAGCTCTGGCTCTCTCA 
AGAAAGAGGATGCTGCCATATTTGTTCTGGGAGGCAGGAAGATGAAGGGTGAGGTTGGGAGGTAGCACAG 
GATGTGGCTTTCAAGAACCTAGTAGAGCATCTCACTGTGCTGCCAGGGCCAGGCTGGTGCCTTCTTACGG 
AAGACAGTACAAGGGATCAGGTGTGGCCAACAGGAACTTGGGAGCATTGGATGCCTGGCGTGGAGCTGCG 
CTATGCTTACCTGGTTCCTATCTCAGGCACCTGTTCTGCCTTCAACTGATCTCAATGGAAATATGTGCAG 
GAGTGCAGGCCTGTTGACTCTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTACAGTCACACTCA 
CCTTTGCAAGAAGGTGTGGGAGGGGGATGACAGCAGCTCCACACCGGAAGAGCAGACTGGTTTCTGTTTC 
AAAAGGCAGAGTTTGTGGTTGTTCTGCAGTTTCTGATCTAGCCATTTCCCCTGATGGAAGCTCCTCCTTC 
TGTCATTGGAAGCCCTGTGTTCTCGGTTAGGTCTTTTATGGCCCAGTTCTCCCTGCCCCTGTTTCTACCC 
GAGTATAACTGTTCATTTTTGTTCCCCATCCCTATTTGGTTTTCCCTCCTTCTGCCTGTGTACCTGCCTT 
TTTCATTTCTTCAGTCATTAAGCAAGCCCTGGAGGGGCCCTGCCTGGCCTTAGGTATGTGAGCATGTATG 
TACGTGTTTGTATGCACGAGGCATCAAGTGTATTAGTACCACAGGAAGGAGCTTCTCAGTTGGGCCCTTG 
GTGGAAGAGAAGGGAGCCGGGGAGGTGGACATTTCCAGACTAGGAATCAAGATGAAATAGGGATGGGAAG 
CAACAGCTATTCTTGCCCTAGGTGTGGCTTAGTGTGGATGGAGCAGAGAGGGTGAGAGGGCAAAAGCTGG 
GGAGGTAAATTCCTGAGCCCTGTCACAAAGAGCCTTCAAGGCCATAGAAGGTGTTTGTTGTTTGTTCTCC 
TTAGACTGGCAGTGGGCAGCCTCGGGAGGGGCTTGAATGAGGTCTAGGGGGGTCAGAATAATGTTTTATG 
AAGAGCCAGAAGACTGGGGAAGGATGGCTGATGGGTGAGAACCAGGGGTCAGGGAAAACAGCAGAAAAGG 
CAGGACTCTCAGCTGGAGGACAGGCTGGAGGGGTTTGCTGAGGGGACAGGTGGTTCCAGGTAGAACCAGA 
AATGTGTCGGGGAGCTAGGGTTAGGGCCAGAAGCAATGCCCACTGTTCCAGGTGGGATAGATGTGGAGTT 
TTGTGACAGTTGCTAGAGGGACAGGACAGGAAGAGAGCATCTGGGGGAGTTGGGCCGTTAGGACATTCCA 
GGCAGGTTGGTGTGCAGTTCGGGCTGGT^AGGGCTCCTGGGGTGGGGGCTGGCCAGGCAAATGCTGGCACT 
GCATCTGGCTCCGAAGTTACCAGGCCAGTCTGGGTTTAGAGGATTTTAAGAGGCTTCAGAGCTTGGGGAG 
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FIGURE 1 (continued) 

TACTCAAAGAAAGTCATAGCTGTTGGCTAAGCCAAGCTTTTTTCCTTTGACCTAATCTACCTTAAATCGG 
TGATTTCTGGGCTGGAATGTCTGCCCTCCAGCCAGCAGGCAGCCCCTCCCTGTGCTGGAGAGTGTGTCAG 
AGCCTGTGCACCTTTGCTGAGGGAGCAGAGGAGTCCATTGGATGGGCCCCCTCCATGTCCCACATATAGT 
GCTGGGTGTTTCTAGCTGTTACGACTTTTGATCTTACCAACATCTTTCTGATGCTATTGTGTTACTCTTA 
TGTTACTCTCTTCACAGGTGTAGCAGTGAGGTCAGAGTGGCTGTCACTTTATTGAGATCACATAGCTAAT 
GTGAGGTAGAGCTAGGATTTTAGTTCAGCCAGTCTCACCCAGAGCTCGTGCATGTTTTTTCTACCACCCT 
GCCTTCTAGAGAAACTCAGTCAAGCCCTTTGCTTTACACATGGTAAAACTGAGACTCTGAGAAGTTA7VAT 
AAATTATTCATCATTGCCTCAAGTTTTAGTGGCTGAGGGCAGGTCATCTGCTATTCAAGCCCGTGTACCT 
CTCTGACTATGCCTTGTGAAGGCCACGGGAGCATGCAAGGGCCTTGGATAGCTAAGATAAGGAAATGGTC 
CCAGGCAAAATGGTGGTCTGGGTCCAGGATGGTTGCTGCTCTTGGACAGCCAGTGCCTTGGTCAGGGGAT 
GGGGTGGGGATTAGGCCCCTTGCTGAGACTTGTGTGGGGATGGCTTTAGCAGTTAGGCATTTCAGGGATG 
CACCAGTCCTCTGGGCCAGAGCCTACTTTCTCCCAGGGATCCTGAGGCCCATCTTGACCTACCCAGCCCT 
GCCTCTGGGACTTTATGATTTGATTTGTGTGTACCTTGTGTCAGGAAGTGGTCCTCATGAACAGCCTTGG 
GTCCCTATTTCTTCTTCTGGAGTCTAGCTCTTTTGCAGGTCAAAATGTCTCAGTGAGGGAACAAAGATAG 
GGAAGGGACACCCCACAGAACCACCTTTCCCCCATATAGCCCTCTCTGACATCTCAGCCCTTACTTAGCA 
AAGGCCTATCCCTAGACTCAACCCAGCCCTCTTATTACCAGAGTGACTGAGTGGTCTTGGCTCTGCCTCT 
GGGGTTCCTCCCTGAGAGAGAGTGTAAGAATGAGGAAACCAGGCTGCCCTCCTTTCGGTGTTGACTCTGG 
GAGACCCCAGCTTGATCTTGGCCTCTTTGCTACCTTCCTAGTTGACATTCGTGAAATT7VAGGAGATCCGC 
CCAGGGAAGACCTCACGGGACTTTGATCGCTATCAAGAGGACCCAGCTTTCCGGCCGGACCAGTCACATT 
GCTTTGTCATTCTCTATGGAATGGAATTTCGCCTGAAAACGCTGAGCCTGCAAGGTGGGAGTTAAGGGGG 
TAGAGGAGGTAGAGGATAGTTAGGGGAATGCCTGCTGGCTCCTGCCCAGTGGGAGGTATGTGCCCTCGGG 
GCAGCTATTGATACCTTGCTCACAGCCACATCTGAGGATGAAGTGAACATGTGGATCAAGGGCTTAACTT 
GGCTGATGGAGGATACATTGCAGGCACCCACACCCCTGCAGATTGAGAGGTAAGAACCACTCCTGAAGGG 
GTTAGGGCTGGGAGCATTAGGGACCAGGGGGACAGGGACAGCAGACCTTTGTGTGCCCAGACATCTCCCA 
GGCCTGACTGTAGATGGAGIAAGTGGCCCTCACCTCAGGCTTCTCTCTCCAGGTGGCTCCGGAAGCAGTTT 
TACTCAGTGGATCGGAATCGTGAGGATCGGTAAGTACTGAGCTGTGGCTGTAGCCCAGCAGGGTGGGGAT 
GGGCATCCAGAACCTTAGCCAGGCCTCTAAGTAGCTGCCCGGAGAGCCAGAGGACCCAGGGGACCTTAAG 
TGGGGCCAGGAGGGTGGGCAGAAGGTTCTGCCACGTGTAGCTTTCTGCACAAAGTCCTCTGGTGGCCTTG 
GTGTGAGCTGGTGAGAGGAGCCAGCCACATGCTGTGTGCCCTGCCACTATGGGCAGAGACTGGATGTGTA 
GAACTGGCTTTGGGTGTCCTGGAGGTGAGGGTGGCCAGTAGCGTGTGAAGGGTGCCCTGAAACTCTGGCT 
CTGAGACCTGGTATGGCAGCCAGAGGGGCCAAGGAGAGAAGGGGGAGCAAAGACCAGATAGTGTGGGTGC 
TGCACCATGGTGAGGTCCTTTGACCTGAAAGAAATGGGAAGCCATGGAAGGGTTCTGAGGAGAGGAGTGA 
TGTGACCTGACTTGGGTTACTCAAGATCACTCTGCCTGCTGTGTGGAGAGCTCAGTTAGGAGCTGTTTCC 
ACACTCCAGGTGAAAAATGAGAGGGCTTGGATCATGATGGTAATGGTAGGAAGTGGCTGGATTTTGGCCA 
TGTTGTATTTTGAAGATAGCGCCAGAAAGAATGTCCTTAACAGATTGATTTTGGGGTGTGAGAGGCATTG 
AGGATAATAGTATGCTGTTTGGCTTGAGCAACTGGAAAACAGAGTCACCATTGACTGAGATGAGAAGATC 
ATGGGACTAGCCCATTTGGAGGGAAGCTTGGGTTCAGTTCGAGGCATGTTAAGTTTTCTGATGCCTATTA 
GCTGTCCAGGGAGAGATGTTGAGTAGGCAGGTGGTTAGAGTGAGTTTAGGTACATACACAGTAGGGGCTA 
CAGATTTTAACTTGGGAGTATGTAGATAACACTGAAAGCCACAGGGCTGGGTGAGATCACCTAGGGGGCA 
AGCAGACCAAGAAAAGGGCAGGGTCCAGTGGCTGATCCCAGACCACCCCCATATTAGAGATTGGAGGGGT 
CAGGGACAACTAGTGCGGTAAGAGGAGAACCCCCAGAGTGTTGAGTTCTGGCAGCCCAAGGAAGAAGACA 
GTGGTGAAATCTGACCGTTGACCCTTGGATTTAACATGGTGAGAAGAGCGGTGTCACCCTAGCGGTGAGG 
GGCTCAAGGGAATGAGAGGGAGCAAGATGACTCTTGCAAGGAGTTTTGCTATGGAGGGGAGCAAAGAAGA 
GGGCAGTAGCTGGAGAGCTAAGCAGGGGCAAGACAGGTGTTTTTGGTGGAAGAAGTAACAAGCTGTTCGT 
ATGCTGATGGGAAAGAGACCACAGAGGGCAAGATCGGTGATGCAGGCAGTTGCAACCAGAAGGCCTCTGT 
TTCCTCACTGGAAAACAAGGACCCTGATAGCACCTACCTCCTGGGTGACTGAGGATCAGAGGAGGGGGCG 
CCTATATAGAGCCAGCCCTCCCTCCGCAGTGCTTGATCCACTCAGTGTGGCGCTCAGCCCCCTCGGGGAA 
TTTTGGTGCCTCCTCCCAGGCTCTTGGGGCCCAGAGGAGGTGGTCCCACCCTCCCCTCCCCTCCTTGACA 
CCACCTTCCAGGAGAGAAAGCCCCCCCCTTCCCCCTTCTTGTCCATCCTGTTGCCAGGTCCAGCAGTGTC 
CCCAGCCTCACATCCTGGGCAGGACACCCCTGGAGAGCAGGGGCGCTTGTTCTCTCAGTTTCTTTCCTGG 
AGCCAGGCCCTGTCTAGCCCCAGGAGGTGCCCAGTTGCCAGTCATTGTATTTGGTGGAGCATGCACCTCC 
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FIGURE 1 (continued) 

TCCTTCCTCCCTCTCATGGGTTAGTGGGTTCTGAGGACCAAACTCCCAGCATCCCAGTGGGCAGCAGGTA 
GGGACCTGCTGCCATGCTGCCCCCAACAGGGAAGTTGTGAGTGAGCCCTGCCTTCTGTCTTGGATAGGCT 
GACTGCCACCTTGGCACAGGCCTCAGCAGTGCCGGTAGGAGGGGAGGCCTGGAGTGTGGTTTTTCTTCCT 
CCCATGCCTGACCCACTTTACTGAATCTGTTCACATCTTCCTTGCCAGAATTACAGGTTTTTTTTGTTTG 
TTTTGTTTTTGTTTTTTTTTTTTTTTTTTTTGCTCAGATGAGGAACTGAGGTCCAAAGAAAGGAAGGGAC 
TAACCTCACCCCATGGGTTCTGATCCAGTCTTGCCCTCAGGCCTCCAGGTTCCCAGAATAGTGTTGTTTA 
CCTGTCCAGCCCCAGGTGGGCTCGACCCACAGGTCAGAGGTCATGAGAAGCTGGATGAGACCACTGGGGA 
TGTCCCTGTTTTCTCAGTATATCAGCCAAGGACCTGAAGAACATGCTGTCCCAGGTCAACTACCGGGTCC 
CCAACATGCGCTTCCTCCGAGAGCGGCTGACGGTAAGTGCCACCCAGGGCTGTCTGTAGATGGGGGCAGG 
GGAAGCCAAGAGCCCTTCAGCTGGGGGCCTGACTGCCTGACTGGCACTCCTGCTCTATACCATGCAGGAC 
CTGGAGCAGCGCAGCGGGGACATCACCTACGGGCAGTTTGCTCAGCTGTACCGCAGCCTCATGTACAGCG 
CCCAGAAGACGGTGC^TGAGCCACCTGCCCTCCCTCAACCCCTGCCCCTGCTCTTCCACCCCACACCCCA 
GCTCTGCCTGCCTCAGCCCTGCTGCCCTGCTTAGGGGCTTTTGGGTGCCATTTCTCCAGTTCTTCTCCTC 
TTGAGGCCTGCCCCCATCTGCTGCTCTAGCCTGCCTTCTTACTAGCCCATTTCCCACATGGCCTCCCAGG 
GGTCTTGCCCTGACCAGGTTCTGTTTCCTGCAGATGGACCTCCCCTTCTTGGAAGCCAGTACTCTGAGGT 
TTGGTTTGGAGTGGGGAGGTGGGGTTTTCCCTGGGCCCCCTTCATCTCTCCACTGGGCGATTCTTGATCC 
AGGTGGGAGGCAGTGGGAGTAGGGAACCATGCTGGACCATTCTGGGAAGCTGTGCTGGCTGGGAGTTGGG 
TTCTGCCTTCCGTGGGGCACCTTGTTGTCTGTTGACCATACTAGCTAGCTTACCTTCTCTCCCTGCAGGG 
CTGGGGAGCGGCCGGAGCTTTGCCGAGTGTCCCTTCCTGAGTTCCAGCAGTTCCTTCTTGACTACCAGGG 
GGTATGGCTGGGCTGACATTGGCCCAGGCTGGTAGGTTGTGGGGGGCTGGGCTCATCCCTGACTGGAGGC 
TTCTCTCATCCCCTGCCCTCCCTACCCCATCAGGAGCTGTGGGCTGTTGATCGCCTCCAGGTGCAGGAGT 
TCATGCTCAGCTTCCTCCGAGACCCCTTACGAGAGATCGAGGAGCCATACTTCTTCCTGGATGAGGTGAG 
CCCGATGTTTCACCCATTTTTTGTCAAGAGAATGAGTAGGGGTGACCAGGACCCCACCCGGGCTCCAGGA 
GCTAGACGCTCCTTAGGGATGCCACCTTGTTTCTACCTACTGTGCACCTTGCCCACCCCCAGTTGGGACA 
GAGCACTCTCTCTCCTACCCCCAACCTACCATCTTGGGTTGGACAGGGCAGGGACTCACTGTCTCTTCCC 
TTCCACATGTTTCTGGACAGTTTGTCACCTTCCTGTTCTCCAAAGAGAACAGTGTGTGGAACTCGCAGCT 
GGATGCAGTATGCCCGGACACCATGAACAACCCTCTTTCCCACTACTGGATCTCCTCCTCGCACAACACG 
TGAGTGTGGCTCCTTCAGGCCCACCCAGCTTCTTCCCCAGGAGGGCCCATCTGACCATACCTACCTGCCT 
CTCCTTGCCTATCCAGGTACCTGACCGGGGACCAGTTCTCCAGTGAGTCCTCCTTGGAAGCCTATGCTCG 
CTGCCTGCGGATGGGCTGTCGCTGCATTGAGTGTGCGTGGGGTCCAGGGCTGGGGGAGGGAAGATGGGAG 
GCCTGCCCGCTTGACCATGGTGATGTTGCTCCCCAGTGGACTGCTGGGACGGCCCGGATGGGATGCCAGT 
TATTTACCATGGGCACACCCTTACCACCAAGATCAAGTTCTCAGATGTCCTGCACACCATCAAGGAGCAT 
GCCTTTGTGGCCTCAGAGTGAGTCGGAGGCTGGATGACCCAGGGGTTAACTTGGCTCCAGGTCTCTCGTT 
CTAGAGGGACAGAGGGCAGAAAGACTCCTCAAATGCCCTGTCCCCTCTCCCTCAGCCTTTCATCTTTGTC 
CTTCCTCTTGGCCTCTCCTCGTCACCTGCTCCCTGCTTGAGCTGTTGCTTCCCAAGTTACACTTTCTGTT 
TCCTACGTGTTGGGCCCACTCTCTTCTTCATGGGTCCTTTAGACTGTAGAACACATGCTCTTCTCATCTT 
CAGAAAACATGCCCTGGTTTCTTTAGGCCAGTGTCCTGCCAACTCCTTTGCCCTCACAGCCCAGAAGATT 
GTCTCTGTTCCCTGTGTCCCATTCCTTCAATTCTGTTTACTGCTTAAACTGTGGTCACTGGTCTCCCTTA 
GCTCACCAGGGCTCTAACAGCTAACTTTGGAGGCTTCTCCTCTCTCCTGGCCTCTTTGGTGTGAAACATT 
TTTCTTGCACTGCTGAGCAGCCTCCATAATTGGGCCAGCTCGGGACTGCATCAGTTGCCACCCTTTGGTT 
TCCACTGCTGCCACAGCTGTAGAACCCCTCTCTGCCCCACCAGTGGCTATGGCCTGCCTCTTTTCTGGGA 
TAGTTTTTACAGACAAGAAGCCCCCAGGCCCTTGGCTTCCAACAGCTCACTGTGAGGGGCTACTTAGACC 
CAGAGAATTGCAGAATCTGTTTCACTGTGCTTGTCCCCCATCCCGCAGGTACCCAGTCATCCTGTCCATT 
GAGGACCACTGCAGCATTGCCCAGCAGAGAAACATGGCCCAATACTTCAAGAAGGTGCTGGGGGACACAC 
TCCTCACCAAGCCCGTGGAGATCTCTGCCGACGGGCTCCCCTCACCCAACCAGCTTAAGAGGAAGATCCT 
CATCAAGGTGGGGTGGCGGGCTTATTGCGGAAGCCCCACACTTCTCAGTGCCTTGCCCAGGCCATGGCTT 
CAGCTGTTGGGCCTAAACCTGGGTGAGGAGGTGGGGTGAGGACTGGGGTCTGCATTGCCCTGTTCTGGTT 
GCCCCTACAGCACAAGAAGCTGGCTGAGGGCAGTGCCTACGAGGAGGTGCCTACATCCATGATGTACTCT 
GAGAACGACATCAGCAACTCTATCAAGAATGGCATCCTCTACCTGGAGGACCCTGTGAACCACGTGAGGA 
CTGGGCCAGGCTGGGGGTGGTAGGCCAGTGGGTGTGAGGACCCTGGCTCACAAGTCCCTCTTTGGTCTGT 
TCCAGGAATGGTATCCCCACTACTTTGTTCTGACCAGCAGCAAGATCTACTACTCTGAGGAGACCAGCAG 
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FIGURE 1 (continued) 

TGACCAGGGCAACGAGGATGAGGAGGAGCCCAAGGAGGTGAGGAACCAGCTCAGGTCTGGGGGCTGGGCC 
AGGTCAGGCCTGGGCCAGGGTCACAGTATCTTTGCTGTTGCCTTCCCCTGACAGGTCAGCAGCAGCACAG 
AGCTGCACTCCAATGAGAAGTGGTTCCATGGGAAGCTAGGGGCAGGGCGTGACGGGCGTCACATCGCTGA 
GCGCCTGCTTACTGAGTACTGCATCGAGACCGGAGCCCCTGACGGCTCCTTCCTCGTGCGAGAGAGTGAG 
ACCTTCGTGGGCGACTACACGCTCTCTTTCTGGTAACACTTCCCATGCAGATGCGTATGTTCAGTCAGCG 
TGTGTACACAGACATCACATCACCCAGAGATAATCAGTTAACATTTGAGCCTTTGATCCAGGACAATAAT 
TAGGCTTTACATGGAACATAATTTCACCTACATACACACACACACTCTCTGTCTCACCCCCCCCCCATAC 
CCCTCCCTTTTCGGTTCATTTGAAGCCCACACCTTTGGTTCATGTGACTGCCCACACCTGAGCTCCTCAG 
GAGATTGGCCTCCCTCCTTGAGGCTCCCTCCTTGAGTTCCACCCTCATTTGGGGTGGAACTTGGTCTTTG 
GGGCCCTGGCCTGTTTTCCCCAGCCTCCCTCACTCTGTGTCTTCCACAGGCGGAACGGGAAAGTCCAGCA 
CTGCCGTATCCACTCCCGGCAAGATGCTGGGACCCCCAAGTTCTTCTTGACAGACAACCTCGTCTTTGAC 
TCCCTCTATGACCTCATCACGCACTACCAGCAGGTGCCCCTGCGCTGTAATGAGTTTGAGATGCGACTTT 
CAGAGCCTGTCCCACAGACCAACGCCCACGAGAGCAAAGAGTGAGGGAAGGGCCTGGGGGCGGACAAGGC 
AGGGCAGGGCCATGGGTGGTGCTGGCCGGGCCTGACTCTGCCTGTTCTCAGGTGGTACCACGCGAGCCTG 
ACCAGAGCACAGGCTGAGCACATGCTAATGCGCGTCCCTCGTGATGGGGCCTTCCTGGTGCGGAAGCGGA 
ATGAACCCAACTCATATGCCATCTCTTTCCGGTGAGGGGTGTGGCACTGGGTTGTGGGGCCTTGCTTGGG 
TCTGAGCTGCCCTGACCCTGTGTGACTGTTTTGTCCTTGTGAAGGGCTGAGGGCAAGATCAAGCATTGCC 
GTGTCCAGCAAGAGGGCCAGACAGTGATGCTAGGGAACTCGGAGTTCGACAGCCTTGTTGACCTCATCAG 
CTACTATGAGAAACACCCGCTATACCGCAAGATGAAGCTGCGCTATCCCATCAACGAGGAGGCACTGGAG 
AAGATTGGCACAGCTGTGAGGGGGCTGTGGTAGACGGGGCATGGCAGGGGAGGCAGGAGAGACCCAGAAT 
CTTACCAGTCTCTGGATGTGTGTAACAGCAAGACCTGGTGTGTTGTAGAAGTTCGTGGGAGGGCCCCTGA 
CTCCAGCTGGGAGCCACAGTGTGGGTACCAGGAGGGTGTCTGCAGGAGGGGACATCTGAGCAGCATCTTT 
AAGGATGGGGACAGGCACATAAGCAGAGGGTTCCTCATGAGTCAAGATGTGGAGTGAGGAGGTTCTGGGG 
CTCACACTGGGAGAGGTGCACACAGTGGAAACTCATCCACCTGGGCTTGGCCTGGACTCTGTCCTAGGGC 
AGATGAGATGAGGCTACCCAAGAGTGGTTGTGGAGCCTCCGCCTGGTGGATGGTATGGAGGGCAGAGCCA 
CAGGAGGTGAGACCAGTGAGGGAAAAAGTCAGGACCCATGGCAGCACAGCTGGTGATAAGGGCCCTGGAC 
AGAAGGAAGGGGTCTAGGACCAGAAGATCAGTTGAGAGACTGCTGTCGTCAGTAGACAGGGCTGGCTGGG 
GAGAGAGAGGCCTGTTGTCCACTGGCACCTGGGACTCAAGTGATGGAGAGGAGCGGCAGGAGGAATGTGG 
GGAGTGGGAAGGCTTTTCCTGACTTTGGGCTCAGCAGTGAACCAACAAGCCACTGAACTAAAGCACTGAA 
TATGGGTAGTCTGTGAAGGGCCCACCTGCACATAGCTCAGAAATACTTGGGAGTTTGGGCATTTAGGACC 
TGAGAGATTTTAGAATCCTGGGCTGGGCCTTACATGTAAGAATGTGAAGAAAGGAAAGGGAACAGTGAGG 
CCGGGCCTGAGGCCTCTGAAGCCGTCTCTACTGAGGTCGAAGGATCCCTGTGGATCAGGTGCAAGTTTGC 
TGCACTGGGGGAAAGGGAAGCTGCTCCAGAAACCAGTAGCTGCTTTCTACCTCTGGGCTCTGGGGCATTA 
ACATATCCCATTGTGTCCTGTTTCCAGGAGCCTGACTACGGGGCCCTGTATGAGGGACGCAACCCTGGCT 
TCTATGTAGAGGCAAACCCTATGCCAACTTTCAAGGTACAGCTCAGGCCTCTGGGCATAGGAAGCTGGGG 
AGGGTCCCCAGCTGCTTGGGGCTTCATTTCTGTGTTCTGGGCCATCTGTGGTCTTTGTGGAGAAGTGGTG 
GTTGTGGTTTTCCGAGGCCCAAGAGGTTGTGAGAGATGTGTGGTTGGTGAGCGACCGCAGGTCTCCCAGG 
GCCGACCCACTCCCTAGCCCCTACGCCTTAAGTCAGCAGTGACCCTTTAAACTGCTCCTGTGGGTGACCC 
CTGTTTCCTTCCTGGGCAGCAGCGGGGTAGGAGCTGGGAGGCACACTGGCCACTCATTCCCCGGCCTCAT 
GGAGCCCTGTTACACAGGTTCTTTTTTGTTTTGCCTTTTTCTCTAAAAAGGCCTGGGCCCTATTTCTCAC 
CCCCTCCCCTCCACAGCCAGGGGACCTGGAAGGAAGTTTTTCTTTCCACTTCACAGATGAGTGGTAGGGT 
CCCATCCAGGCCCCATATGCTTCCAGGTCCCGGGGAGGCACTCAGGGCCACTGCAGACCCTGCCTTCTTG 
GCCTGCCAGCCCTGACTCCTGGGAGCGGATTCAAGGTTCTCCCTGTGGCCCAGGGTGGGGCTTAAGGTTC 
CACCTGGGTCCCGAGGTATTTCACTGGCAGAGGCCCTGCCTCTCTGATCATATCTGTCCTGGAGCTTCCC 
TGCAGGGCAGTAACAAGAACTATAACTAGGGCCTGTTGATGGCAGTGTCATCTCCCACTGGCCTGACCCC 
AGGCAGGGAAGCCCAAGCACATGTGTGTGTGCACATGAAGCCCCAGGTTGGCAGTGGCAGGGAGAGCCTT 
TCTGCTCTGACTGGTGCTTCTCACCTCTGCAGTGTGCAGTCAAAGCCCTCTTTGACTACAAGGCCCAGAG 
GGAGGACGAGCTGACCTTCATCAAGAGCGCCATCATCCAGAATGTGGAGAAGCAAGAGGGAGGCTGGTAA 
GCCAGTGGTGTGGTAGGCCCAGAGTCCAAGGGCCCCAGTGGAGCTGGGGCCCCAAAGACATGCATTTGTG 
ATGTGCTTGTCTCCTGTGTGCACCAGCAGTGCCTGCCTCACCCTGGCTTAGGCATGGGAACCCCTACCAA 
AGGATACCCTCCTCATGGGAGTTCGGGGTGGTTGCTGGAGGTCAGCACCCTGTGGCTCCCACAGGTGGCG 

18/88 



SUBSTITUTE SHEET (RULE 26) 



WO 03/007801 



PCT/US02/23041 



FIGURE 1 (continued) 

AGGGGACTACGGAGGGAAGAAGCAGCTGTGGTTCCCATCAAACTACGTGGAAGAGATGGTCAACCCCGTG 
GCCCTGGAGCCGGAGAGGGAGGTAAGACCAGAACCACCTGAGTAACAGCATTCCCTATTCCCAGATTCTC 
CTTGGCATGCCCCCATCACACAGTCCCAAGCACGCACGTGCATGCACAGACACCTGTCACATGGGCTGGT 
CGCACAGCCCATGTGGCCATGCACGTAGTCTCCCATATACCTGTGCTACATTTGGCAGTCACAGGTACAC 
CCACAAGATGTATTTGTCCCATGCACACGGATATCCCCTCACACACATATGCAGTAGCCATGCTGACCAT 
TGGTGGGCTTTGCTTCCCACAGCACTTGGACGAGAACAGCCCCCTAGGGGACTTGCTGCGGGGGGTCTTG 
GATGTGCCGGCTTGTCAGATTGGTGAGCTCCCATCTGTTTCTCTTGCCCACTGTTCCCTAGGGTGAGATT 
CTTCTTTGTATCTCTTTCCTGCTCCTAGGGAGGAAGCTGATGGCTGAACCCCAAAGTCTGCCCTCACTCC 
AAGCTCTCCCCATGCTCTGGACATCCCCTTGACACCCTGGGCTCCCTTTGTCACTGTCAGCTTTGACCCC 
TGCATGTTTACCTATGCCAGGCACTGGGGAACCCGTCAGAATCAGCAGAACAAAGTTGATGCTGCTGGTT 
GGCTGACATCCCCAGGCCTAATGGGTTGTACCACAGGGATGTGACAGAGGCTTGGAGATGGGGTGGAGAG 
GGAGACACGGCCTGAGGAAGAAGCATGAGTCAGAGCTGAGTTGGAACACTGGCTCCACCACAACCAGCAG 
TGACTTGTTTGAGTTGTAGCGTCGTCATCTGTCAAATGGGCCAGCAGAGTAGTCCTTCCCCTCATGGGGT 
GTGGGAAGGAGGAAATGGGATGAGATAGAACTCATTTGAGCCAGTGCCTGCGGTGTGGAGTGGGGTGGAG 
GGGGTGAGATGTCTATTCCCAGCTGTTATCTGCTCTCGCCCTCCCAGCCATCCGTCCTGAGGGCAAGAAC 
AACCGGCTCTTCGTCTTCTCCATCAGCATGGCGTCGGTGGCCCACTGGTCCCTGGATGTTGCTGCCGACT 
CACAGGAGGAGCTGCAGGACTGGGTGAAAAAGATCCGTGAAGTGGCCCAGACAGCAGACGCCAGGGTGAG 
ATTCTGCTGGAACCTTCTGGGGGGCAGTGTGTGGGCCCGTCAGGCAGCTGAGGCCTCCAGCTCCCAGCAC 
AGGCCCCCTCAGAGCAGTGGGGCAGCCGATGGCCTATGCTAGATAGGCCACAGCCCCTGCCTTAGCTAGG 
GATTGAGAAGAAACAGACACATAAGATGCAATGTGGTGTGTTTAGGTTGTGTTGAGTTTGAGATACTGAT 
GGGTCGTTGAAGTGGGTCTGCTTAGTGGGCAATTGGATACACAAGACCAGAGGTAAGAGGAGAAGTCCTG 
GGCTGGAAGCAGGAGTGGAGTGGGGGCTGAGGCATAGAAGGGATGAGGTGGTGTCGCATAGGAAGAGAAC 
TTGGGATGGATTGAGAAGCTCCATATGAGAAGGCATGGGCGAGGAAAGGAGCCCAGGAAAGGCAGGTCAG 
ACAGACTGCAGGCCACTGGTGAGGGAGAGGGTCTGCTGTGTTGAGAGCTACAGAGGTAAAGACAGGAACG 
ATAAGAACTTGCAAGTGCCCTTTGGATTCAGCAGCAGCTAATAGCCCTTGTGAGACTTTTGAGCTGCATC 
AGCAGCATGGCTGGCATTAGATGGCAGTGGGCAGCAGGGAGTCTGGAATGGCAAAAGCAGAGCCTTTGTA 
GGGCCTGTCCTTGAGGGAGAGAACAGGTGACTGGGGTTTGAGCAGGCTCTCATGCAGATGGCTGAAAGGA 
GCGAGCAGCGTGTGGGAGGAGATGGAGCCCAAGCTTAGCTGGTAGGACCAGCCTTCTGGAGAAGGTGGCC 
TCTTCCCCTGAGCCTGGGGGAACAGAGAAGTATTCTCAAGGGTTAGGGAATTCCTACTTGGTGGCCCTTT 
CACCAAGTGCATTTGGTAGATGGGTCTGTAGCTGCTTTGGAGAGGGCACCCGCAAGCCAAATAGAGAAGG 
GATAGGGTGCTTGCCAGGCTGTCCCCTAGAAGGAAAAGGTGCTGGCATACCAGGTGGTTGAAGGACTGGA 
TCTGGGGGTCTAGGCTGAAAAGGGAAGAGTCTGAATGTAAGAGCCACTGAGGCCGGGCGTGGTGGCTCAC 
GCCTGTAATCCCAGCACTTTGGGAGGCCGAGATGGGCAGATCACTTGAGGTCAGGACTTCGAGACCAGCC 
TGGCCAATATGGTGAAACCCTGTCTCTACTGAAAATACAAAAATTAGCCGGGCATGTTGGCCGGCACCTG 
TAATCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATCGCTTGAACCCGTGAGGTGGAGATTGCAGTGAGC 
CGAGATCACGCCACTGAACTCCAGCCTGGGCGACAGAGCAAGACTCTGTCTCAAAAAAAAAAAAAAAAAA 
AAAAAGCCACTGAAAGAAAGTCCTCCAGGAGAGGATGGGTTGGGGTGCTTGTAAGTGGGCTTCTGTAGAG 
ATTTGGCATGGAGATTTGCCATGAAGAGTGGGTGGTTATATTTGAGTTGGGGGCGCTGAGGCAGTGAGGA 
TCATCCTTAGGACACAGATGGAAACCAAGCCAGGGGCCTGTATCCCCAGTGCAGTCACAGGTAACACAGA 
AGAATCATTTTTACCCCAGCATGAGGCTGGGTAATAAATGGTCAGAAAGTGTCATTTGGGAGTGTGGCCA 
ATTCCAGGATCCCTGGAAGGTCACTGGGAACATGGGTGGTGATGAGGAGTCTGTATCCCCCACCCCCCCT 
AAGAGGGTTGGAGGGCAAATGTGTC CTCTGGGACAGAAAAGAGGAAAGATGATTTC AGGATGAGG CTGAG 
GACAGAGCTCCCTCATTTACTGTTGGGTGTGGTGTCTGGAAGGTACAGGGGAAGGTGGGAGAGGGGCCCA 
GAGCACCTGCAGTGTGGGCATGCCCAAGGTTGGCAGGGGCTTCCTTCTCCTGGGCAGGGCTGTAGCCTGG 
GGCTACAGGGCCTTGTGTGTGTCACCAGCTCACTGAAGGGAAGATAATGGAACGGAGGAAGAAGATTGCC 
CTGGAGCTCTCTGAACTTGTCGTCTACTGCCGGCCTGTTCCCTTTGATGAAGAGAGTAAGGGCCAGGGCC 
CAGGCGGGGTGTGCATGTGCCTGGAGGGCCTGGTGGGTGCAAAAAGAGTATTTAGGTATCCCCCCAACAC 
TTCCTGGGTGGGCGGGCTCTGTAAGTGTTTTCCCTGTTTGGCCCAGAGATTGGCACAGAACGTGCTTGCT 
ACCGGGACATGTCATCCTTCCCGGAAACCAAGGCTGAGAAATACGTGAACAAGGCCAAAGGCAAGAAGTT 
CCTTCAGTACAATCGACTGCAGCTCTCCCGCATCTACCCCAAGGGCCAGCGACTGGATTCCTCCAACTAC 
GATCCTTTGCCCATGTGGATCTGTGGCAGTCAGCTTGTGGCCCTCAACTTCCAGACCCCTGGTGAGGAAG 
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FIGURE 1 (continued) 

TCCCCTGTGAGGAGGGTGAGGAGGGGCACTGTGGGGCAGCTGGACTGGAATACACCATAATCTGCCTCTT 
CCAGACAAGCCTATGCAGATGAACCAGGCCCTCTTCATGACGGGCAGGCACTGTGGCTACGTGCTGCAGC 
CAAGCACCATGCGGGATGAGGCCTTCGACCCCTTTGACAAGAGCAGCCTCCGCGGGCTGGAGCCATGTGC 
CATCTCTATTGAGGTGGGTGCTGCTCATCTGGGCTTCAGGGTAGGAAAGGGGCTGCTTGCCGTTGGAGTC 
TGTTTATGTTGAGTTCTCCAAAAGTAGGTATTTTCAGGCATCAAGGTGGTCAGGGTGGGTGGGGCCTGAG 
CTGAGTCTTTGAAGGGGTGAAGATAGCATGCAGTCACTGTATGCATCTAGGACGTGCAGAGCCATGGTGT 

TTTCTGTGTTAAAATAGTAATGGATTTAACATGAAGTAGATTGCAAAACTCACATGGAAATTTTGGCTAA 
AGCTCAGACTTCAGATAAACTACAGGCAGCAGCTGCTCTGGACAGCTTAGGGTCCCTGATGTCGTGAGGG 
ACTCCATGGGCAGTGTCCCGGGGGCCCAGCAGAGGGCGCGCTGCCTCCACTCCACAGATGCTGACTGAGC 
CTCCGCAGTGGGGAATTGGAGGGAGCAGGAAGGACAATCCCAGGCCCTTCTTTGTCTGCCTACAGGTGCT 
GGGGGCCCGACATCTGCCAAAGAATGGCCGAGGCATTGTGTGTCCTTTTGTGGAGATTGAGGTGGCTGGA 
GCTGAGTATGACAGCACCAAGCAGAAGACAGAGTTTGTGGGTCAGTCTGTCTTCCCAGTCATCCTCCTCA 
TCCTGCTGGGGCACTGCAAGCCTCTCCCCACCAGTCATCCCATCCTCTCCCACGGTGACCTGAAGCCTTT 
TGTCGTTGCCTTCACAGTGGACAATGGACTCAACCCTGTATGGCCAGCCAAGCCCTTCCACTTCCAGATC 
AGTAACCCTGAATTTGCCTTTCTGCGCTTCGTGGTGTATGAGGAAGACATGTTTAGTGACCAGAATTTCC 
TGGCTCAGGCTACTTTCCCAGTAAAAGGCCTGAAGACAGGTGAGGACCATTCCTGGAGGCAGTGCCCCTG 
CAATCTTGCTGGCAGGGTGGGGCTGGGCCCCTTGCTCTGTCCCTCGTGGGCTGAGGGCCAGGCTTTTCCT 
CCTCCTAGGATACAGAGCAGTGCCTTTGAAGAACAACTACAGTGAGGACCTGGAGTTGGCCTCCCTGCTG 
ATCAAGATTGACATTTTCCCTGCCAAGGTATCTGCAGCAGGGGTGGGCTGGCCTGGGGTAGGTGGGAGGA 
GAGCCAGGCAGCAGCCTCTAGAAGTGCAGAGGAGTCATTGACCCTCTTGTGCACCTGGCTTCGTTGAAGC 
AGGAGAATGGTGACCTCAGTCCCTTCAGTGGTACGTCCCTGCGGGAGCGGGGCTCAGATGCCTCAGGCCA 
GCTGTTTCATGGCCGAGCCCGGGAAGGCTCCTTTGAATCCCGCTACCAGCAGCCGTTTGAGGACTTCCGC 
ATCTCCCAGGAGCATCTCGCAGACCATTTTGACAGTCGAGAACGAAGGTGAGGAAGATGGAGGGGTGCTA 
GAGCCAGGAAGGCAGTGGCTAGGTCCTCCTTCTTCAGTGTTTCTTTCTCCTGGGTAGAAAAGTTGTAATA 
TTGTCTGGCATTGGGCTGCAAGGCCCTGCCTGCCAGTAAGGACACTCTTCCCTTCTGTCCAGGGCCCCAA 
GAAGGACTCGGGTCAATGGAGACAACCGCCTCTAGTTGTACCCCAGCCTCGTTGGAGAGCAGCAGGTGCT 
GTGCGCCTTGTAGAATGCCGCGAACTGGGTTCTTTGGAAGCAGCCCCCTGTGGCGGCCTTCCGGGTCTCG 
CAGCCTGAAGCCTGGATTCCAGCAGTGAATGCTAGACAGAAACCAAGCCATTAATGAGATGTTATTACTG 
TTTTGGGCCTCCATGCCCCAGCTCTGGATGAAGGCAAAAACTGTACTGTGTTTCGCATTAAGCACACACA 
TCTGGCCCTGACTTCTGGAGATGGATCCTTCCATCTTGTGGGGCCAGGACCATGGCCGAAGCCCCTTGGA 
GAGAGAGGCTGCCTCAGCCAGTGGCACAGGAGACTCCAAGGAGCTACTGACATTCCTAAGAGTGGAGGAG 
GAGGAGGAGCCTTGCTGGGCCAGGGAAACAAAGTTTACATTGTCCTGTAGCTTTAAAACCACAGCTGGGC 
AGGGTGAGAAGCTAGATGCCCCTGCAGTTTGGCCCTGGAGCCAGGGCAGAGGAATGTAGGGCCTGCATGG 
AGAAGGGTTCTGCCCTGCCTGAGGAGGAGGACACAGCACAAGGGCACATTGCCCATGGCTGGGAACATGA 
CCCAGCCTGAAAGATACAGGGGATCATGTTAAAAATAGCAGTATTATTTTTCGTCTCAATGGTATTGTAA 
CTAAGTTATTTACTCCTCCTGCTCCTCACCCCTGTAGGGAAACCTTGGAGAGGAGAGTGGCAGGTGGGCT 
GCCTGCTGTGTTAAGAGGACTTAGTTTGTGATGTAAGGCACTGTCAGGAATGGGGGGCGGGCCAGGGTGG 
GAAGAGAAGAAATAGCAGAGCCTATTTTGGTGAGGTTTTTTGTTTTTAAGTCAAAGAAGACTCAGTATGC 
TTTCCCTGAGGAATGAAAAAGGGATTGAGGAGTTGCCTGACTCCTGGGTGGGTGGGGTACAGGCAGTTAG 
GTGCTGAATGAAGCTGCCATCCTTGCTGCAGCTTCTAACTGGTAAAAAGATCCAGGGATGGAGATGGGAA 
GGTTAGAAAGGCAGCCCTCACCTCTGAGGACAGAGGCCGGGGTCCAGGCCCGTGGGCGCAAAGGTGCCTC 
ATAGCATAGCCAGCATTCAGCACACACAAACCTACTGCCCACATTTGGGCTCAGGGTTGGCCATTTGCTA 
GTTCTGCTGCCCTCTTAAGATCTGACTGCCAAATAAATCATCCTCATGTCCTTTTTCCTTTGACTTGTAT 
GCTCTTTCGGGGGCTCAGGAAAGCCTGTTGCATGGGACATGCTCACTAGAAACAGTCGCCAGATGATTAT 
TCTGCAGTAGAAGCAGGTAGGAAATTTCTGGAAATTTCTCAGGTTAAGCAGCAAGAGCTGTAACCCCTCC 
TCTGGGCTAACAGGAGTTGTGGGTCCACTCTCTCCTGCCCACCCTCTGAGGGTGTGTCTGAGCAGAGTAC 
ATCCTGCCTGGGTTCTTTGTGGCCAGCCAGTTTTGGTGGTGAGCTGGAAACAACCAGAGCCCCTTTCCAG 
TTCCACAGAAACCTCTCCTTTCAAAAATGTTGCATTCAGTTCGTTAACACTGCCAGGTGCCATTCTGATT 
GCCTCTAGGACTTGGCAGCTGAAATCTCTGGGCCCTTTCAACACAGTTGAAAGGCCCTTCTCTTCCTGAA 
GCTCTGTTTCCATAGTTGGCTGTGCTGGGATGGAACAAAAATGACGCCACACAAAAAATTTAAGATAGAT 
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CCGGTTCCGTGGATGACATGAACTGATGATAGCCAGTATCAAACAGCGATAGTGCTCAGGTTCTTGTGTG 
ACTTTCTTTTACAGCTTCACAGTCCCAGTTCATAGAGAGGAGGGTGGCTTTTTCCCATACACAAGAAGGT 
GGTGGGTGGGAATTCACCTGGGCCCTCATGATCCATGTTTCCTCTCTAGGTTTTTATGGCCTGGAGAGAA 
AGGTTTCCTATCAGAGAAGGAAGAGGACTGTGTAGGCCCTTCTGTTAGGGCCCATCCACGTTGGTTAGGA 
CGTCCTTGGCGTGTTTGTTAGTGTTGACCCTTTTAGTTTTCATCAATACGTATCTCTATTTGCTGAACAA 
GTGTCTTTCTGGAACACAACCTGGGGAACAGACAGCTCTGCCTTTCTTAAGGCAGCTTTGTAGACCTGAG 
GCTCACCTCTCTTGGGCTCTGTAAGACATTGCCTTTGCCTCACTGCAAATGTTTTGATTGTTCTTCCTAG 
TGGAAAACGTGCCAACTCTCAAGCAAATTTAAAGATCATTTTCACTTCAAGATTCCTCCAGACCTGACAA 
ATGTTGATTGACCCAGAAGGCAGAGTGTTTGTTGGTGGGGAAGACCCTTACTTGGGGCCGAATGCTTTGG 
CATCAGGAGTTGTTTGCCCCATCCCATGCATGCAGGCCGTGTCCCTACAGTGCGACAGCTCAGGGTTATG 
ACCTGTGGAGTCTCAACCCTAACAGCACATTAGCACCACTTGGGGAGCTTCTGAAAAATACTGGTACCCG 
GGGCCTTAGCATAGGTATTGTTCAAAACCTCTCAAGGTGATTTAAATGAGTAACAAGGGTTGAAAAACCC 
TGATTTTGGCAGCACAAACCAAAAGAGCAGGCAGGGCCGGGAGAGGGAAGTCAGTGGTACCAGAAGGTAG 
ATGGGCTCCCTTGCAGGCTCCTTGTTCTCCTGCCATCACCAGTAGAACCTTCTGGCTGACAGACCAGGGA 
CAAGTAGACTGGGTTCAAAGTGACAGACCTTTCACTTTCAACAGCTTTGGCTCAGCAGACATGTACACAT 
ACAAAGTAGAGCCTACAAGGTCAGGGGCATTCTGCCCCCGCCACAGGACTAAAGACTGCCCTGCGGGAAG 
ATGGCAGGAGCAGTTTCTGACCTCAGTTGAGTATCTGTGGCCATGAGCAGAAAAGGCAGGGGTCTGCCTC 
CTGACCAAGCACATCTTGAACATCACCTGAGAGCTTGAACATCACTAAGGACCTAGACACTCACTTGTCT 
TTCAACTTGAGCCCATCACTCACCATGTGAGTTCTGTTGAGGGTGGGTAGAAAGCAAATAGGTTCAGGTT 
ATCCCACCAGACTAACTCGGTGAATGAAAGGATCATGCCTTCTTCACATTTTAATTAAATGGATCAAGCA 
CAGTCTCAGACTGCAACTCCTGTCTTCTCTGGGTACTTTAGTAATTCCCAGGGGACTTGTGCTTAGGGGT 
TAATCTAGGCATTCTGTTCCCTGCCTGGAGGAACCCCACAGCAACCCCCCTGGCTGGCCGCTCCTGCGAA 
TTCCACCCATAGTATCCCAAGTGAGTCACTGCCTGAGTCTACCCACTACAGCATTCAGCTGATTGGCTTT 
GCCAGTTGCATGCCAGTTTGGTCTAGTTTCCAAGGACCTGGTTTTTGGGATTCAACACACACAGCTGCTT 
CCCCATGACATAAGCTGGACTCCTATTCTGGTGTCCAGAATCACTGCCTGGCTCCACTGTAGGTGATTTC 
ATTTCAAAGGACCCTTTTTCCTTCTGTCCCAGGCCTTCAGGGCCACCCCAACAAAATTCAAATGCTTTGG 
GTCTTAGAAGCTGGGGCTTTAGTCTTTTTCCTCCAGAAAGCCCCTGGGTCCTTATGCATATTCCCTAACC 
CCCGACACCGCCCCAGCAAATGACAGGCTATGCTTTTCAGCACTCTCACAGGAAACAGAAAAGAACTTGC 
CAGTGTCCTCTCACCAGATGATACCAGGTTTGACTGTTTGCCTTTGTCTATTTAGCATAATTTCTAAAAT 
ATCATAGTTTTCTCATGTAGAAGCCAGTGTGGTGATCTCAGCAATGCAGAAGACAGTGAGTTGGAACTTC 
TCTGGTGAGCTGAGGGAAACTGCCCCACTCATCCACTGGAGTTTAAGATCCACAGAAGTGGGCAAGAACA 
AGTGAAATGTTTTTGGCTTTTTTCCTGACTCCCCCACAAAATAAGTCAGCAGATGTGAAATATATTTATG 
TTTTTATTTAGGAATAATCAAAAGGTTTGAAGTACCATTGAGGCCCATTTCAAATTGTACAAGCAATTTG 
TCCGTGTTCCCCTCCCTTATCCAAATCCACAGATACAAAATCTAGGAAATGTGCAATTTGCATCTTAGAA 
ATAGCAGCATCCCCACAGGGGACCTCGTGAGGCCTGGAGATTCAGCCCCAAGAGGGCAACCCCACTCCTG 
CCTCAGCACGACCACAGTCCAAACCGAAGTTAAGTTCCATTTTTTTGTTAAAACGTTTACCCAGGGTAAA 
GAATTCCCATTCTACCCAAGGCTTAAGTGATAGAGTATGCTGTTTTCTCGGTTTGGTCTCTCACACCTGG 
CCATGGCAGGAGATGGGACCCTCTTGCAGAGTTTGGCTAAAGTTTCATTGTGCCTCAAAACAAACAAAAA 
CAGGGCAGTTGCCTCTTACTTGTTTAGCACCAAGATGATCACCTTTTCAGCCATCTCTCCTGACAGCAGA 
CTGCTCAACAGTCACTCCCCAGTCTTATTGCCCAGAAGTCCGGCCACAGGGAACAAGGCTTTGTGCTGAA 
GACCAAAATGCAAATGGGTGCTAGAAAACCAGGAATCAAGACCTTGTCAGGAGGCATCTACAGGCCTTTG 
GCAACCTCCCTGACTTCCACAAAGGCTGCCCTCAGTAAAACTCAATGAACAATGGCCAGCAGGGGAGAAA 
GGAAGGTGGGCGTGTTTTCTCTTTAATAACAATTATGGCACAATCTGACCCTCCTAACACTTCTGAACAA 
AGCAACTGCTCAGAAGCACAGCGGGAACCCTCTACACAGGGGTGACTGCTTCTCCCCTGGCCCCGACCCA 
GTCTAACCGAGAACAACCGGATTGCTGTGCTGGGTCCCTGCTGAGGAGTAGGGACTGGCGCTCCTCACTC 
CTGCTGACAATCTCATGTGGGGCTCTGGCCCTGTTCCAAGCAAACTGCAAGAACGAGACCAAACAGTATG 
GGCAGGAACCAGGGATGAGTGACAAGATCTCCCTAAACAAATTACAGGATTCATAGGTACCATGTAGATT 
TTTCTTTTAAATGTATTTCTACTCAGGTTTGATTCTTGGGAAAGACCAAGCACTTGTAGCTCTCTATTCA 

AGTTTCGCTCTGTCGCCCAGGCTGGAGTGCAGTGGCACGATCTCAGCTCACTGCAACCTCCACCTCCCGG 
GTTCAAGTGATTCTCCTTCCTCAGCCTCCTGAGTAGCTGGGATTACAGGCGCGCACCACCACGCCCGGCT 
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AATTTTTGTATTTTTAGTAGAAACGGGGTTTCACCATGCCGATCAGGCTGGTCTCGAACTCCTGACCTCA 
GGTGATCCGCCTCCCTTGGCCTCCCAAAGTGCTGGGATTACAGGTGTGAGCCACTGCGCCCAGCCAAGTC 
ACGTTAATTTTGAATCATCCACTTACGGAAAGGAACAGAAGTTAAAAAGCATTAACCAAGAAAAACTATT 
CATT7VACACATACAGGTGCTCATGTGTGTGTGTGCACGCGCACATGAACACACGTTTCAAGCCAGTCTCC 
TGAAGGAAGAGGCACTAATGGCAGGTAAATGCTCAGGCTCCTCTCAGTACCCTGGGGCTCACCGCCTATC 
CAAGTGGACAGCAGGGAAGGTGCCTAGAGTCCCCACCAGAGCGGCTGCCTTCCTCCCTTCGCTCAGCTGC 
CAGAGCAGCCACGAAAGCCAAATTCTCAGGGCTGTGGAAGCTTTGGACCAGCAACAACAAGCTAGTACCT 
ATATGTTCTTTATCATCCTCAAAGTCCTGCGAACCCAAAGATAGAACTTTCAGAAATTGAGGAAGGGGGT 
GCTTTCCCCTGTCCTTGTCCATATGGTAACCAGGGTCTGCCTAGTCTCATCCCCAGCCTCTGGGTTCCCT 
CCCCTGCTCTAGACTTCAGGGCAGTTAGAATGGATGACTCTGCTGGATCTAGAGCTAAATAGAAACTTCT 
TTGCCATAGAAACTTCTCTGTTGAAGGACTGCGTCCCCATTCAAAGAGGTCAGATTTGTGGGCAGGCAAG 
AGCTCAGGAATGAAGAACCAAAAAGGAGGCTCTCAACCCCTCTCCAAGGCCAGACGCTCTCTGTACTCCC 
ATTAACTTCACAACCAAGTGCAGACGCTCGGTGAGTTCAGAGACCACTTGGTTAGCCCTGCCCCACCCCT 
CCTGGTGTGACCTGGCACTGGGAACACACAGATTGCAGCAGAAACCTGTTGGTTCCATTTGCACTCAGAG 
CAAACCAAGCAGCACCTTGATTGCCACTTTTCCTCCAGCCACTCTGTCAAAATCAAAACTGGTTGCCTCA 
CCAGCCCTGGTGTGGCATGGCCCAACCATGTCCCTGCCGCCCCACTTAAATGGCCAGAGAAAACTACATG 
GTGGGTAGATGAGGTTGAAGCCTTGCTTGGGGAAGGGACTTGAGCACAGGAGAAAGGCTTGAGCTCCACA 
ACTGCCCATTTGCTCAGACAATGGAGCTTTTCTGAGATCAAGTGCTCCCCAAACTACATGGGAGTAGCCC 
GCCGTGGTCTGGGCAGGCTGGCTGAGAGAGGTCTGTGCTCTCAGGTAAAAGGAGAGAAGGAAGCTGGGTC 
AAGAGACCCTGAAGAGGAGGGTCCGTGTCTGGAGTGAGGGGAACTGAGCCCTGCTGGCTACCTGACCTGG 
GTGGGCTGCTGGCTTTGCCCTGGAAGACTTGACTATGTGGGCCTTCATGTGTCTAGAGGATTTTTCTTCT 
CCAGCATATAACTACCTTGAGAATGGATGTGATATGTGAAAATTTAAATTTAATACAAAAGCACATCTGC 
AAATGGTGAGTCAAACTGGTGAAATCTCCCAGGTAAACTCTGAGCAAGAAAAAAGAGAAGATGACTTTAG 
GAAAATCCTAAACGAGGTTTGGTTTTAAAATTTTCTTCTTGGCTGGCTCTCCTCTCCTGCAAGTTGCCTT 
TATCCACTTGGGGTGTGATATCTGAACTGAAAAAGCTGCACCAATCTGAGGATATTGGTCCAAAAAGAGA 
CAAGAGACCACGAGGCTCAAGCAGAGAGCATCCACACAGCATCCAACCAGAAAGGCCAGTGTCCTTCCTC 
CATGAAAGGCAGCCAGGGACAGATGTCCCAGAGCCAGGAGAGAGAGGGAGAGAACACAGGACCTGCCCCT 
AGGCCACTGACTGAGCAGGATAAAACCCACAAGGGCACATCTCAGGCTACGGAATAGAGAGATTTCCTGG 
TGGGACGGCCTCCCAAGGCTAGCTGGAGATGAGACCACTAGTACATGTGTGAGCCCGCAAGGCACTACCC 
AATGTTCTGTCCAACTTCCTCCTTGTGCTACTAGAGAGCACAGTGTGGAGTCCTTGTGTCAAGGTGCTTT 
GGTCCACCTGAACAGCCACCTGTCACTCAGCCAAGAGAAAGGAGCTTTAAGTTGTACAATCACTACCAAA 
CCCCAAGGCCCTGGCAAGCCATCCAACTAGGGCGTTCTTTTTCAGGAACCCAAGATTCTCAAAAATGACA 
CTCCTCCCCTCCCAAAATAAAAAAGCTCCTTTATAGTCAAAAACGAAAACAAGTAATCAAAATATACAAA 
GCATATGTATCAAATTTAAATTTCCTTTATCAGAATGATCATCTGGTTTCACCTTTGAGAACTCGATCTA 
CAACCCCATGTAAAAAACAAATGGGTACAAGACATCAGCAACAAAAAAACACTAAAAGATGATTTTACTA 
TCTCTGACGAGTCCAAC TGCATACAGAGAAAAGGGATAAGATTAGC CACTTTTTATAGGCTTTTTCTTCA 
GGAGAGACTAACCTCAC CCAACTCTC AACTCTGCAGCCCACAAATG CCTTCTACTGAAGGCAACAACACA 
ATTTAACCCTTAGGCAGTGTGCAAAACCACAGTGAGCTGTCCTGTGACAGGGCTACATACCTGGCTGCTG 
CCATCCCACATCCCCCACTGCCACTGGGCTAGTGTGGGTGTGTCTCTGTGCACGACTGGCTGGATTCAGG 
GTTTTGCCCCCAAACCCTTGAGTACCTCCTACAATGTCCCTTTAAGCACCTGCGTGATGACTGCCTCCCT 
CATCATCGCTTTTGATCATCTTTCAAGGATAAGGTCCAGAGCATACTCACTCACTCTCATCCAACAGCAG 
AGGAAGAAGGATCTGTCCAGACTGCTGGGCTCCTTACATGGGCATTCTTGCCTTTTGTAGTGTAGCCCTG 
GCTGTTGGGCAGGGCTAACATCTATAAGAAAAACATACCAGGGCAGGCAGCACTGTACTTTTCCACCTGA 
AAGATGAGCTAGTGCCCATGGCTGGGTCACTGTAGGTCCTGCATGAACTTGTC(^CCAACTGTGTTTTGC 
TGTTTGGGTTGTAAATTAACCGTGAATACAAGTAACCAAGAAAATCCTCTCCACAGACCAACTCTTCAGC 
CAGTGCATGCAGGGCTCTGGAGGTGATGCCAGCAGGATCTGGAGGTGAGGCACTGGGTGGTTTCTCAGAC 
ACCCGGAGATGGCTTCAGCCTGGGCCGCCCCAGCTGCCTAGTGCACTGGTGTCCCTCCAACACAGGCTAC 
TCCCCCAACACCCATGTGCCACCAAGTTTCTCAACTGCACACGCCAGATGCGCGTTTTACGAGAATCAAA 
TGAGTATTTATACTGTATATGTGTGTGTGTATATATATATATAT71AATTAATCTGCACGTATATAAACAC 
TAAAAGGAGAAATTCCAAGTGTCTGTTCTCTGAAGGAAAGCAATCACTCGCCATTCTTGGCAATTCCTCA 
AAGGTTTTTGAGACCAAACATCTTTACTCCCCAAATTAAGAATACAAAAATAGGCTGCAAAACTTGCCAA 
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GTACTCACAAGTCCCTGTTTGAGACAAATAAGATGTGGTCCCTATTGGGACAGGGAGGGCAGAAGATGAC 
ACTTTAGAAGAACATGATTTTGGTTTCAAAAGCAAGACCTCTCCTGGAAGGCAGAAGGGGCCACCGCCAT 
GCTTGTCCTTGGAGCCACATGAGCACGGTGCCCTGCCAGGTCCAGTTCCCTGGGTAGGGGAGAAGGACGG 
TCCCTAAAACACCACCAGTGCTTCTTGCCCAAAGCCCTTGCCCTCTCTCTGGGGTCTTCTAGCACTGTCA 
CTCTGCCCAGCCCAGGAGGTGTCTGTGCCCACGAAGCCTGGTACTTGTGGCTTGGCACTCTGGGAAGCAG 
GTGGTTTCTAAGAAATGAGCGGAGCTACAGGTGGACAGGTCTTTAGTTCGCCCCTCTTTACCAGCTACTC 
TCAGAGCAACCGGTCTTGGGGAAATTGAGGATTTACCATTTAGAACAGCTCTGTAAGCAAGTTTTCTAAT 
TTTCAAAGGCACCATTTCCTGTAATTTTCTCAATTCAAAAAAGGACATGAGGGTTAGGCTAAAGTAGAGT 
TCTTGTTTCCAAGTTTGGGGACATAAATATAAAACTTTAAAAGCATCCTCACAAGGACCAGTGATGCCCA 
GCACCCTTGGGCATGCATCCAGCACACCGGCCAGACCCTGGGGTGGGAGCCACGGGCACTCTGGGTGTTC 
TGCCAGGGATCTCTGCATGCAAGTCTTTGTGCTAAAGACCACCCTACCTCTGATAATTCCAAGAAGTCAA 
CAAATCCCTCCAGCCTTCACCCTTACTAATGGGCCAGTGTGTTATTCCTTCCCAAACCATAGGAGGCTCT 
GAAATGAGTGTGGAGAAAGGGCTCTGAAAACCGCAGTGGTCAAAGCTTCAGGCTGTGGCTATAGATTTCC 
ACTTACGTCCCTACCCCATGTCTTTTTTCCATCTTTCTCTCACTCCAAACATGTCTAGATTAAAAAAAAA 
ATGCAGGCACATAGGTCAGCACATTAGGCTTAACAACAAATGTTTCTTTAGTTGATCTGATAACTGAAAA 
GTTATGGTCCATGATTCAAACTCCCATGAAAAAGCAGAATTACGGTAACAACTAAAGAGAATGGTAAAGC 
ATCCAACGCTAATCACATTGCCAGTCCATTTTTTGAACTGAGGGTTACAGCAGGTTCTGCACTGAGTAGC 
CCACAAGGCAAAGCAAGCCTGACATGAAACGTAGCCGGTCATCACTTAATGGAGCAGAGATCTCTTGAAA 
GGTACTGCTTCCTTGAGGAACACAAAGGGGGCACAAAGGGGTTCCAGACGTAGCTTTGTGCCTATAACTT 
CCCTGCCTGACTGTGGAAGGTGAGGGGCACCTGTGACCCAGCAATCCCCAGAGAACAGACACAGGTCATT 
TTTAGAGATGACGTAACTGACAATGCACTGC.TTGGCTAACCAAAGTTTCTACGTAATGACAGTGTTGATA 
ATCTGATGTTTTATTTAACATATAGAGGTGGATGTATATGTTAAAAGCTTGATTCTGTGTCTATGAATAT 
GACTATGAACTCTGAACTATTTTATCCATTGGAAGGTAAAGGAAAGGTCCTACATTGTGGGAGGAAGAAC 
TGATGAGAACCCCATCTTGCTTGCTGCTTGCTTGGTGGTGGGCAGGCCGAGGGTAGCGGCAGGCTCTGGG 
CTGTCTGCGAGGATTCTGGAAGCTCTCCCAGGTGCCCAGCAGCCGGGCATGGGAACGGCATGTGGCAGCA 
GAGAGTCGGGTTTGGCTCTTCCACGTGGCAGGCGGTTTCCCAGACTGGCCAGTCCTTCACATTAATCAGA 
TCAAATTCAGTCTGTTTCTGAGAAGAAAACACATGCCTGTCACTCTACGGCAGCTGCCACCACCTGCCCC 
CCAGGCAGCCTGGTCCTTGCTATACCAGGGTGGCATCACTGGCTTTGAGGACCTCTTAATTCCATGAGCA 
ATGAATGGCCTTCTGCCACCCACTCCCCCACCCTCCAGCCTGAGGGAATGTGGGTTAAGGACAGGATGCT 
GGCTCAACCTTGTAAGGCCATCAGACTCTCTGAGAGACCCTGCTAAACCCTAGGCCTAGCAGCAGGAGCA 
GTGGTTTGGCCTCTCCAGGCCCACTAAATCCCCCTAGCTCCCCAGGCTTCCGCCACCACCGTCTCTGGAG 
TCCTGTCCTAAAATGCTTCATCCTGCCCTCTCCTTCCAGGCTCTCCAGAACATACTGTTCCAATATAATA 
GCAGCTGGGTCTAGTTCTGATATGTATTCTACTGATGTCTTCACTTCATTTGTAACTTGCAACCCTAACA 
TCAAAGTCAAAGTAAGGCTGATATCAGAGAGGTTCATCATCTGTGATTCATAAAGAAATGGTCCTTAATT 
GC7VGCTGGCTGAGAAAGCCATGAGAAACCAGGTACAGATAAACAGATTGGCCCTTCCTGTACCCACAGTT 
ACCTGTCTCAGACAGAAGAGAACAATGCCAATGGCAATGGCCACCCCCTGCCATTCCTGCTCTGTCCCAC 
AAAGGACAGCAACATGTCACTTTGTGTTGGATTTAGTAGCTGAGGGGAGCCAATGCTTGTCATTCAAATC 
CACTCATCACATTTCCATGTTGACTTTAAGAAAAAAACCATGGTAAAATATAAATAACATAAAATTCACC 
ATTACGACAATTTTAAGTGTACAATTCAGTAGCATTAAGTACATTTACAATGTTATAAAACCATCACTCT 
ATTTCCAGCAATTTTTCATCATCCTAAACAGAAATTATATATCCATTAAACAACAACTCCCCATGTCCTC 
CACCCCTTAGGCCCTGGTAACCTCTATTTTACCTTCTATCGCTATGCCTTTGCCTATTTTAGATACCTCA 
TGTAAGTTGAATGGTACAATATTTGTCTTTTTGTGTCTTGACATCTCACTTAGCAAAAATGTTTTCAAGG 
TCCATCCATGTTGTAGGATATATCAGAATTTTATTCCTTTTTTGGCTGAATAATATCTTACTGTATGTAC 
ACACACATTTTCTTTATTTATCTGGTGGTAAGTACTTGTTTCCGCCTTTTGGCTACTGTGAATAATGCCA 
CTAAGAACACTGATGTACATGCATATGTGAGTCCCTGTTTTCAGTCCTTGGGGCGTATACCTAGGAGTGA 
AATTGCTGGATCACATGGTAATATTCTATATTCACCTTCTTGAAGAACCACAAAGTCGTTTCCCAAGGAG 
CTGTACCATTTTATATTCCCACCAGCAATGCACAAGGGATCCAGTTTCTCCACATCCTCCCAACACGTTG 
TTTTCTCTGGGTGTGTGTTTGTAACAGCCATCTTAAGTGTGAAGTGGTATCACGCTGTGGTTTTGATTTG 
CATTTCCCTAATGCCAAAGGTTCGTCTTTTCATGTACTTATTGGCCATTTGTATATTTTCCTATGAGAAA 
TGTCTAAATCATTTGCCCGTTTTTGAATTGGTTTTGTTGTTCAGTTTTAGGAGTTCTATACATATTCTGA 
ATATAAATCTCTTATCAGATGTATGATTTTCAGCTCTTTTCTCCCATTCTGTGGGTTCTTTCATTCTTTT 
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AACAGTGTTCTTTGAAACACAAAAGTTTTAGATTTTGACGTAATCCAAATTATTATTTTCTTTTGTTGCC 
TATGCTTTGAGTGTCATACATAAGAAATCATTGCCTGGCCAGATGGGGTGGCTTGCACCTGTAATCTCAG 
CACTTTGGGAGGTTGGGGAGGAATGCTTGAAGTCAGGAGTTCAAGACCAGCCTGGGCAACATAGCAAGAT 
CCTGTCTACACACACACCCACACACAAAATAGTAATAATAAAATTAGCCAGGTGTGCACACTTGTAATCC 
TAGCTACTCAGGAGGCTAAGGTGGGATGACTGCTTGAGCCCAGGAGTTTGAAACTGCAGTAGGTTTGATT 
GTACCACTGCACTCCAGCAACAGAGCAAGAACCTGTCTCAAAAAAAAAAAAAAAAAAAAAAAAGTAATAA 
TTGCCTAATCAAAAATCTGGAAGGATTCTATTTTCTTCTAAGTATTTTATAGCTTTAGCTTTTTTTAGTT 
CTTTGATCTATTTTAAGTAAATTTCTGTATATAGTACAAGGTAAGAGTATAATTTCATACTTTTGCATGT 
ATATATCCAGTTTCCCAGCACCTTTTGGTGAAAAGACTGTCTTTTCCCATTGAATGGTCTTTGCACCCCT 
GTC71AAAATCAATTGACCATTACGTGGGGATTTCTGGGCTTTTTATTTTATTCCATTGGTTTTGTATGTC 
TCTCCTTATGCCAGTACCACACTGTTTTGATTACTGTAGCTTTGTAGTACAATTTGAAATCAAGTGAGTG 
TGACTCCTTCAACTTTGTTTTTTCTCAGTTTGTCTATTTGGGGTCCCCTGAGATTCTATATAAACTTTAG 
GATGGATTATTCTTTTATAATTGATAGTTTACATATTTATGGGGTACATGTGAATATTTTTTACATGCAC 
AGAATGTGTAATGATCAAGTCAGCATATTTAGGGTATCCATCACCTTAGTATTTATTATTTCTGTGTGTT 
GGTAATATTTCAAGTCCTCTATTCTAGCTACT.TTGAAATATACAATATGTTGTTGCTAACCATAGTCACA 
CTAGTCTGCTATTTAACATTAGACTTTGTTTCTTCTATCTACTATAAGTCTATACCCATTTACCAACCTC 
TTTTCATTTCCCCCTTCTACTCTCACACCCTTCCCAACCTGTGCTATCTATCATTCTATTCTCTATCTCC 
ATGAAATCAAGATTTTTAGCTGCCACATATGAGTAAGAACGTGTATTTGTCTTTCTGTGCCTGGGATATT 
CCAATGAACATAATGACCTCCAGTTCTATTATTTTTTGTCTTTTTAATAATAGCCATTCTAACTGGGATA 
AAATGACATCTCATTGTGGTTTTGATTTGTATTTCCCTTTTGATTTGTGATGTTGAGTGTTCTTTAATAT 
ACCTATTGGCCATGTGTATGTCTTCTTTTGTGAATTGTCTATTCATGTCTTTTGTCCCCCCACCCACCCC 

CCACGGCTCACTGCAGTCTCAACCTCCTGGGCTCAACTGATCCCCCCACTTCAGCCTCCTGAGTAGCTGG 
GACTACAGGTATGTGCCACTACACCCGACTAATTTTTGTAGAGATGGGGTTTCACCATGTTGCCCAGGCT 
GGTCTCAAACTCCTGGGCTCAAGTGATCCACCTACCTCGGCCTCCCAAAGTGTTGGGATTATAGGTGTTA 
GCCTCTGTGCCCCACCTTTTGCCCACTTTTTAATATGATTTTTTGTTGAATTCCTTATATATTCTAGATA 
TTAGTCCTTTGTTGGATGAATAGTTTTGCAAATATTTTCTCCCACTCAACATATTGTCTCTGTGCTGATT 
ATTTCCTTTGCTATGCAGAAGATTTTTAATATAGTTCCCTTTGTCTATTTTTGTTTTAGTTGTGTTTTTG 
AGGTCTTAGCCATAAAATCGTTGCTCAGACCAATGTCCTGAAGTGTTCTGCACTGTTTTCTTCTAGTAGT 
TTCATAATTCAAGGTCTTATATTTAAATCTTTAATCTGTCTTAACTTTTGTATATGGTGAGAGATACAGG 
TCCAGTTTTATTCTTTTGCTTATGGATATCTAATTTTCCCAGCATCATTTATTGAAGAGGGTGTCCTTTC 
CTCATTGCATGTTCTTGGCACCTTTGTTGAAAATCAGCTGGCTGTAAATATGTGGCTTTATTTCTGGGTT 
CTATTTTCTTTTCCTTTGGTCTGTGGGTCTATTTTTATACCAATACCATGTTGTTTTGGTTACTATAGCC 
TTGTGATATATTTTGAAGTCAGGTAATGTGATGCCTACAGCTTTGTTCTTTTTGCTTAGGATTGCTTTGA 
CTATTTTAGCTCTTTCGTGGTTCTGTACAAATTTTAGGGTTTTTTTCTACTCCTGTGAAAAAATCACATT 
GGTATTTTGATAGCAATTGCATTGAATCTGTAGATTGCTTTGGACAGTGTGGCCATTTTAATATTAATTT 
TTCCAATCCATAAGCTTGGGATGTCTTTCCATTTGTGTCCTCTTCAGTTTCTTTCATCAGTGTTTTACAG 
TTTTCCTTGCAGAGATCTTTCACTTCCTTGATTAAATTTATTCGTAAGTATCTTTTTTTATTTTTGGTAG 
CTATTGTAAATCAGATTACCTTCTTGATTTCTTTTTCAGCTATTTTATTATTGGTGTATAGAAACTCTGA 
TTTTTGTACGTTAACTTTATATCCTGCCACTGTGCTGAATTTGCTTACCAGCTTTAAGAGTTTTGGTGGA 
GCATTTTTGGTTTTTCTAAGTATCAGATCATGTCATCTGCAAAAAGGGACAATTTTTCTCTTTTCCAATT 
TGGATGCCTTTTCTTTCTCTTGCCTGATTTCTCTGGCTAGAACTTCCAGTACTATGCTGAATAGGAGCGG 
TGAAAGTGGGCATCCTTGTCATGTTCCAGTTTTCAGAAGAAGGATTTTCAGCTTTTCCCCATTCAGTATG 
ATGCTAGCTGTGGGTTTATTTATGGCCTTTACTATCTTCTTTCTATGCAGTTTTCTGAGTGTTTTTTTTT 
TATCATGAAGCAATGTTGAATTTTATCAAATGCTTTTTCTGTTTATTGAGATGACCACACGATTTTTGCT 
CTTC^TTCTGTTGATGTGATGTATTGCATTAACTGAATGGTGTATGTTAAACCATCCTTGCATTATAATT 
TTTTGAGACAGAGTTTCGCTCTTGTAGCCCAGGCGGAAGCACAGGGGTGCAATCTTGTAGCCCAGGTGGA 
AGCACAGGGGTGCAATCTCGGCTCACTGCAACCTCTGCTTCCTGGGTTCAAGCAATTCTCCTGCCTCAGC 
CTCCTGAGTAGCTAGGATTACAGGCATGTGCCACCATGCCTGGCTAATTTTGTATTTTTAGAGATAGGGT 
TTCACCATGTTGGCCAGGCTGGTCTCAAGCTCCTGACCTCAGGTGATCTGCCCACCTTGACCTCCCAAAG 
TGCTGGAATTACAGGCATGAGCCACCATGCCCAGCCAAGGATTATTGATATGTGAGGTTT.TGTTATTGTT 
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ATACTGTTGTTTTCTAGTTGTTTTATATATTTTTTTCCTTTTTCTTTTGTTTGGCATTGTACTCTGGTAG 
TTTTCTGTAGTGGTAGCATTTGAGTCTTTTCCTCATCTGTGTGTTTGCTTTGCCAGTGAGTTTTATACTT 
TTGTGTGTTTTACATAGTGTTAAATGTCATGTTTTCACTTCCATGTTTAGGACTCTTGTGAGCATTTCTT 
GTAGGGCCAGTCTAGTGGTGATCAATTCTCTCAGCTTTTGCCTGTCTTGGAAATACTTTATTTCTCCTTC 
ATTTATGAAGGATAATTTTGCTAGACATAGTATCCTTGGCTTACTTTTTTTCCCCTTCAGCCCTGTCAAC 
ATATTATCTCATTTTCTCCTGATCTGTAAGGTTTCTGCTGAAATCCACTGTTAGTCTGATGGGGCTTCCT 
TTATAGTTGCTTACACACATTTCTCTTGCTGTCCTTAGAATTATCTGACTTTAGAGAGTCTGACTATAAT 
GTGCCATAGAGAATACCTTTTTGCACTGTATCCATTTAGAGGCTATCAGGGCCTCCTATATCTAGATGTC 
TAAATCTCTTGTGAGATTTGGGAAGTTTTCACCTATTAATATTATTTCATTAAATAGGTTTTCTCACTCT 
TTCATTTTCTCTTAACCCTCTGGGATCCCAATAATTTAGATATGTAGTTGCTTTATTGTGTCCCATATGT 
CACAAAGGCTTTGCTCATTTTTTATTCTTTTTTATTTCTGAGTTATGTCAAAAGACCTGTGTTCTAGCTC 
TAAGACTTTTTTTTCTGCTTGATCTAATATATTGTTGAAGCTTTCAATTGTATTCTGTACTTTGTTTCAT 
GAAGTCTTCTATTCCAGCATTTGCTTTTTTATGACATATATCTCTTTGATAAAATTATCATTCATTTCCC 
AAATTGTTTTTCTTTTTCACATTCTCTTACATCTCATTGAGCTTCCTTACACTCAATAATTTGAATTCTT 
TTTCTGGGATTTTGTGAGTTTATTTTTTATTGGAATCTATTGCAGGAAATTTATTGTGTTCCTTCTGAGG 
TGTCATATTTCCTTGCTTTTTCATGTTTGTGTCCTTATGTTGATATCTGCACATCTGGTGTAACAGTTGT 
TTCTTCTAATTTTTTGCATTTGCATTTGTAAGGGAGGACTTTTTCCTAGACGTATCTATGGTGTTGTTTG 
GGTAGGACACTTTGGCTTTGATTCTTGGTATGTGCAGTAGTGTAGTCTCTGTATGATTTCTTTGGCTATA 
AATAGCATCAGTGGTATCTGTGATTTCCTCAGTGGCTGAGTAGTTACTAGTGGAAGCTATGGTAAAATTT 
TGCTAAGGACTGGAATGCCAGGTGGGCCATTCTCCAGGCACCAGTGGTAGCAGCAGTGGACAGAGCATGC 
CTGTCTTTGGACCTCAGAGGAGCATACAATGGCACCAGTGTTAGTGGGTTCAAGCAGGCTGATTCTTGGG 
CTTTCGGGTGGCTTACTCAGATGTCAGTAGTGGCAGCAGTTCCCAGGCATGTGATCAGGTTCTCAGGCCC 
CTGGGCAGCTGGCGTGGCATGGGAGATGGCAGTGACAGTGTTGAAATGACCCTCTGGGTCCCAAGTGATA 
TGTGCTTGTGTTGGCAGTGGCTGCAACAGGCTGGGCGGCCCATTCTGCAGGCCCACAAGTGGTACATACA 
GGTAGTAGTGGCCAAGTGGGTAAGCCCCAACCTCAGGTACCCAAGAGGAGTATTCAAGTGCCAATGGTGG 
TGGACTAGGCTGGACAATCCCCCAGCCCCTAGACTGTGTGCTCTGGCCACGGAGGTGGTGGTGTAAAGCC 
AGGCTGGGCAGTCTCATCTTCAGGCTCCCTATGATGTGTGCAGGTGCCAACCAAGGTGGGCAGGTGCAGG 
GCAATCCCTAGGCCACCTTCAGAATGCTTGGATAGGGAGTGGCAGTGCTGTACTACTACCTTCCATTGGA 
GAGCACAGGGTTGCTGGCCAGTGGGGAATGCATGTGCCACTCACACCTCACTCAGCTCCAGTGGCACTTG 
TGCCTCAGCCCCTGCTATGGTAGCTGGCACCATAGTTGTACCTCAGCCACAACAACAGGAGCACATGCCT 
TGTAGTGCTTCAGCCCCAGCTGCAGTAACCCAGTCACTTATGCCTCAGCTCTGGGGAAAACAGTCTGCAG 
TTCTCTTACACCTCAGCCCTGGCACTCAGGGACTCCAGGACAGTGTACAGTCTTTTGGGGGGTGGGCTTT 
AAATGGCATCTTGCTGTAGCTGTTTTGTTCTCAGGAAGTGTGGGGGACCCAGTGCGAGCTCCGTTCTGGA 
GCAGTTC CATTGAACAATCTC CTGGC ACCTCCTATGTTAAGTTTCAGGGACTGCAAGGGCTGAGGAGCTC 
TCCCGTGGCTAGAACTGCAGAATCCTTTCATGGTGGAAATGTGGACCACTGAGGGTCTCTCACTTACCTT 
TTCCCCATGCTGGGGGGTCTCTCTCAGTTCCCAGCCAATCCCAGCTGAACAGGCTGCCTTGCTTCTTTTT 
CCTTCCTTACTTTGTTTCCTGTCTCTTTTCCGTGAATTCCAGTGTTCTGTCTTGGATAATCTATTCAAAG 
TGTGATTATCTACTCTCTATTTTTGTTCTTAATGGAAGAGGCGAGTACAAAATGCCTCTAGTCAGCCATT 
TTGGTTGGGTCTTCCTGGATTTTCTTATTTCTGTAAAAATGCGACTATGCTTTTGATAGATTTTACATTG 
ACTCTGTAGTTTGCTTTGGGTCACGTCTACATCTTAATATCAATCCATGAACATGGGATATCTTTCTATT 
TATTTAGGTTATCTTTAATGTTTTTCAGCAACATTTTGTTGTTTTCAAGATACACTTCTTTGGCCTCCTT 
GGTTAAATGTATTCCTAAGCACTTTTTCTTTTTGATGCCCTTGTAAATGATACCATTTTTAAAATTTTCT 
TTTCAGATTGTTCATTGCAAGTGTATAAAAATACGACCAATTTTTTTAGACAGATAGGGTCTCACTATGT 
TGCCCAGGCTGGCCTCCTTGAATTCCTGCCTCAGCCTCCCAAGTAGTGGGACTACAGTTATGTCACTGTG 
CCCAGCTAAATACAAATGATTTTTTTTGTTTTTATATCCTGCAGCTTTGCCAAGTTCATTTATTAGCTCT 
TAACTATTTTTGTGTGTGTGTGGATTCAAGTTTTTTTTTTGTTGTTGTTGTTGTTTTTGTTTTTTTTTTT 
TGAGAAGGAGTCTCGCTCTGTCACCAGGCTGGAGTGCAGTGGCATGATCTCGGCTCACTGCAAGCTCTGC 
CTGCCAGGCTCAAGTGATTCTCCTGCCTCAGCCCTAACCCTGAGACTAAAGGCACATGCCACCATGCCCA 
GCTAATTTTGTATTTTTAGTAGAGACGGGGTTTCATCATGTTGGCCAGGGTGGTCTCGATCTCTTGACCT 
TGTGATCCACCTGCCTTGGCCTCTCAAAGTGCTGGGATTACAGGCGTGAGCTACCACAACTGGCCTCAAG 
TTTCTACATATATGATCATGTCATCTGTGAACAAAGATAATTTTACTTCTTCCTTTCGAACTTGGATCCT 
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TTTATTTATTTTTTTTGCCTJ\ACTGCTCTGGCTAGAACTTCCAATGCTGTTTTG7^ATAGATGTGGCAAAA 
CTGGGCATCTTTATTTTATTCCTGATCTCAGGGGAAAAGTTTTCGGTCTTTCCCCATTGTTGAGTATGAT 
GTTAATTGTGGGCTTTTCATATATGGTCTTCATCATATTGTCATATTCCTAGTTACTGAGTGTTTATTGT 
CATGAAAGCAAGTTGACTTGTTAGATGCTCTTTCTGCTTGAATTAGGATGATGTGTTTTATTCTCTTTAT 
TCTTGTAATGTGGTGAATTACATTGATATTCATGTGCCAGGCAATCCTTGCATTGCAGGGATAGATCCCT 
CTTGCTCATGAGGTATAATCCTTTTAGTATGCTGCTGAATTTGGCTTGCTATTTTGTTGGGGATTTTTGT 
ATCTATATTCATAAGAGATATTAGTCTGTAGATTTCTTTTCTTGTAGTGCCCTTGTCTTGCTCTGGTGTC 
AGGGTAATGGTGACCTCATGAGTTAAGAAGTGTTTACTCCTCTTCAATTTTTTTGGAGGAGTTTGAGGAG 
AACTGGTGTGTTAATTCTTCTTTCAATATTTGGAAGAATTCACCAGGGGTCCTAGACTTGTCACTGTTGG 
AATGTTTCTGATAACAATCTTCTTACCAGTTATTGATATATTTTGGTTTTTTATTTATTTGTCAGTTGAT 
TTTGGGAGAGTGCGGGTTTCTAGGAATTTCATCTAGGTTACCCAATTTATTGGCACATAACTGTTAATAG 
TAGTCTCTTATAATATCATATTCATGTGAAAATATCTTATATTCATGTGAA7UVTGTAACATCCCCTCTTT 
CCTTTCTGATGTTAGTAATTTAAGTCTTCTCTTTCATTCTTATTTAAAGGTTTGTCAATTTTGTTTTTTC 
AAGAACCAACTTTTGGTTTCATTGATTCTCTATATCTGCTCTAACCTTTATTTCCTTCCTTCTGGTAACT 
TTGGGTTTCATTTGCTCTTTTCTAGTTCTTTAAAGTGTACATTTAGTTTACTGATTTGAGATCTTAAAAA 
AAGTTTTTTTAAGACATGGGGTCTTACGCTGTCACCCAGGCTGGAATGCAGTGGTGCAAGTATAGCTCAC 
TATAACCTCAAACTCCTGGTAAACAATCCTCCCACCCCAGACACCTGAGTAGCTGGCACTACAGGAACAT 
GCCACCACACCTGGCTTATTTTTTACTTTTTTGTAGAGACAGGATCCCACTTTGTTACCCAGGCAGGTCT 
CAAACTCCTGGCCTCAAGTGATCCTCCTGCCTTGGCCTCCCAAAGCACTGGGATTATAGATGCAAGCCAC 
CATGCTCGACTGAGATTTTTTATTTTTTGAGAAGGAGTTTCGCTCTTGTTGCCCAGGCTGGAGTGCAATG 
GTGCGGTCTCAGTTCACTGCAACCTCTGCCTCCTGGGTTCAAATTATTCTCCTGCCTCAGCCTCCCAAGT 
AGCTGGGATTACAGGTGCCTGCCACCATGTCCACCTAATTTTTGTATTTTTAGTAGAGACAGGGTTTCAC 
TATGTTGGCCAGGCTGGTCTCGAACTCCTGACCTCAGGTGATCCACCCACCTTAGCCTCCCAAAGTGTGG 
GGATTACAGGCATAAGCCACTGCGCCCAGCGTAAGTTCTCTTTTAATGTATGCATTTACAGCTACAGATT 
TACCTCTTAGGATTGCTTTCACTATGTGTCATAAGTTCTGGTATGCTGTGTTTTCATTTGTCTCAAGGTA 
TTTTTTACTTTCCCTTATGATTTCTTTGACCCATTAGTTTTTAAATAGTGTGTTAATTTCCACCTATTTG 
TGTATTTCCACTTTTTTATTTTCAATGTCTAGTTTCATTCCACTGTAACTGGAATGTACTCTGTATAATC 
TCAGTTTTTAAAAATGTATTAACACTTGTTTCATGGCTTAACATACGGTTTATCCTGGAGAGTATTCCAT 
GTGAATTTGAGAAGACTGTGTATTCTGCTGTTGTTGGGTGGTATTCTGCTTATGTCTATTTGGTCTAATT 
TGCTTAGAGTGTTGTTGAAATCCTCTATTTCCTGATTGATCTTCTGTCTGGTTTCTATATCCATTATCGG 
ACATGGAATATTAAAGTCTCCAACTATTTTTGTCTTTCTCCCTTTAATTCTGTCATTTCTGTTTCATATG 
TTTTGGAGCTCTGTTAGGGGTATATATATATATAATATATATAAATAAATATATAAAAATAAATATATAT 
TTATAATAAATATATTTTTATTTCATATATAAATATATATCTTATAAATATATATATTTATATAACATAA 
ATATATATTTATATATATTATATATTATATATAATATATATTTATATAAATATATATATTATATATAATA 
TATTTATATATAATATATATTTATATATTATAAATATATATTATATATTATAAATATATATTATATATTA 
TATATTATATAAATATTATATATAATATATATTATATATAATATATATAAAAATATATATATTTATATAT 
ATAAATATTTTATCAATATAATATCCTTGTCTCTTGTAACCTTTCTTGATTTAACATTTATTTTGTGTGC 
CTTTTTCAAAAGAGGACACTGGAGGTGAAGAAGGAAGCTCTTGACTCTCCTAAAGCTGATCCCAAAGTGA 
AGGCTTTGAAGGCCAAGAAGGCAGTGCTGAAAGGCATCCACACAGCCACCAAGAAAAAAAAAAAAAAGAT 
TCACACATCACCCACCTTCCTGTGGCCCAAGACATTATGACTCTGAAGACAGCCTCAATATCCTCAGAAG 
AGCACTACCAGGAGAAATAAGCTTGACCACTATGCCATCATCAAGTTCCCAATAACCAGTGACCACTGAG 
TCTGATGTGAATTAGATAGAAGACAACAATACACCTGTGTTCACTGTGGATGTTAAAAGCCAAAAAGTAC 
CAGGTCAGGCTGTGAAGCAGCTCTATGACACTGATGTGGTCAAAGTCAACACATTGATCAGGGCTGATGG 
AGAGAAGAAGGCGTATGTTCAACTGGCTCCTGATTACAATGCTTCTGAGGTTGCCAACAAAACTGGGATC 
ATCTTGGCTGAGTCTTGCTGGCTAATTCTAAATTATATATATATAACATGTTATACATATATTTTATATA 
TAATTGTATATATTTAAAATACATATATATTTTATATATAATTGTATATATTTAAAATACATATATATTT 
TATATATAATTGTATATATTTAAAATACATATATATTTTATATATAATTGTATATATTTAAAATATATAT 
TTTATATATAATTGTATATATTTTAAATATATTTTATATATAATTGTATATATTTAAAATATATATATTT 
TTTTTCTCCAGAAAAAACAGATTATTTTGTCTGGTGATAATATAGCCACCTCAGCTGTCATATGGTTACT 
ATTTTCTAGGTGTATCTTTTTCTATCCTTTTACTTTCAACCTCCTTGTGTCCTTATATCTAACATGAGTC 
TCTTAAGACAGCATATAAACACTATTTGTTTAACTCCAATCTGCCAATCTTTGTTTTTAATAGAAGAGCT 
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TAATCCCTTTACATTTAATGTGATTACAGATCAAGGATTTACTTCTGCCATTTGGCTATTTGTTTTTAAT 
ATGTCTTATATGTTTTTGATTCCTCAATTCCATTACTACCTCCTTTTGTATTTATTTGATTGTTCACAAT 
GTACTGTTTTGATTCTGTTTTTACAATGCACTAATTTGTTAGTTTTACTATTTAGACAGATTACATCTTA 
CATTCTATGCCCATTAATATAGATTTATAATTTTTTAATGAATTTGTCTTTTAAATTATAAAGCACAAAG 
AGAT^AAAGTTATAAACCAAAAGTACAATAGTACTGGCTCTTATATTTACCTCTAAAGTTATCTTAACTAG 
TGCTCTTTTTTTTTTTTTTTTTTTTTGTGATGGAGTCTTGCTCTGCCCCACCCAGGCTGGAGTACAGTGG 
TGCGATCTCGGCTCACTGCAAGCTCTGCCTCCCAGGTTCAAGCGATTCTCCTGCCTCAGCCTCCCAAGTA 
GCTGGGATTAGCACCACCAGGCCCAGCTAAGTTTTGTATTTTTTGTAGAGATGGGTTTTCACCATGTTGG 
CCAGGCTGGTCTCAAACTCCTGACCTCGTGATCCACCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGG 
TGTGAGCCACGGCACCTGGCCTATTTTTTCTTATGGCTTCAAGTTTCTGTTCAGTATCCTTTCATTTCAG 
CATGAAGGACTCCCTTTAGCATTTCTGGTAGGGCATGTCTACTAATAATGATCTCCTTCAATTTTATTTG 
GAAATGTCTGGATTTCTCTTTCATTTTTGAAGAATAGTTTTGCCATATACAGAAATCTTGGTTTAGAGGT 
TTTTTTTTTTTCTTTTTTTCACGACTTTAGATATGTCATCTCACTGCCTTTGGGCTTCCAAGATTTTTGA 
TGAGGAATCGGCTGTTAATCTTGTCAAAAATTCTGTGTGACGAGTTGCTTCTCTCTTGCTGCTTTCAAAA 
TCCTGTCTTCAGGTTTTGACAATCCTAATATAACATGTCTTGGTGTGGATCTGAGTTCATCCTGCTTGGA 
TTTTATTGAGCTTTTTGGATGTGTAGATTCATGTCTTTCATCAGATTTGGGAAATTTTCTATCATTATTT 
CTTTAAATATTCTTTCTGTCCCTTTTCTTTTTCTGCGATTCCTATATGAGTATATGAGTATGAATATACT 
AATGAATATAATAACTATATGAATATATGAGTACATTAGTATGCTTGATGATGTCTCACAGCTCTCTCAG 
GTTTTTTTTCCTAAATATTTTTTTTCTTTCTTCTCCTTTGGATAATTTCAATTATTTTCTCTTCAAATTC 
ACTGTTCTCTTCTTTTGCATGCCCAAATCTTTGTTGAATCCCTCTAGTGGGTTTTCCATTTCAGGGATTA 
TACTTTTTAGCTCTAGAATTTGTTTGGTTCCTTTTTATAATTTCTATCTCTTTATTGATATTCTCATTTT 
GTTCATGCATGGTTTTCCTGATTTCCTTTAGTTCTTCGTCCATGTTTTCCTTTAGCTCGCTGAACATACT 
TAAGATAGTTGATTTAATGTCTTTGGGTAATAATTCCAATGTCTGGACTTCCTCAAGGATGGTGCCTGTC 

TGGACATTATGAGTATTACATTGTGGTAACTGAGAATCTAATTCTGTCATGCCTCAGAGATTGCTGATTT 
TTGCTTATTGAGGGCTGGAGCCAACTATTTGTGACTTTTCCAACTATTTTTGTGAAGTGTGTATTCTTTG 
CAGTATGGGGTCAGTGAAGTTTCTGTTGTGATATCTCTGTGGTTAACCAGTGACCTAAGATTTCCTTAAA 
TATCTGGCTTGCCAAAAGGAGGAATAAAGAAAAAAAAAAATAGGTACTGTCTCTTTAAATCCCCTTGTGG 
CTAGAAAGCTCCCTCTGCCCAAGGGCATTGAGACAATGATCAGCCTCTGCACTGGCCCCCTCAGTGATTA 

GGCTGGAACGCAGTGGTGTCATCTTGGCTCACTGCAACTTCTGCCTCCCAGGTTCAAGTGATTCTCCTGC 
CTCAGCCTCCCAAATAGCTGGGATTACAGGCACTCACCAACATGCCTGGCTAATTTTTGTATTTTTAATA 
GAGACAGGGTTTTACCATGTTGGCCAGGCTGGCCTCAAACTCCTGACCTCAAGTGATCCACACCTCAGCC 
TCCCAAAGTGCTGGGATTACAGGTGTGAGCCACCACACCTGGCCACAAAAACTTGACTTTTGGAGGACAA 
AGTTGTTATTGC CTACC CTGGCACCAACAGTCTGCACCAGGAACATTTTCCACAGTTGCCTGCTG CAGAG 
CTTGCGGATGCTGAAACAAAAAAAAACCATCAAAATTTGTAAGCCTCTCCATCAAGCTCTTCCCTGGATG 
TTGCAAGTGTTCAACTAGACTTCTGAGTCCCAAAACAGTTGCTTGAGACAATTACTGCCAGCTCAACTGC 
TTTGGTGGAGGAAAAGATTCCTGGTGCTGCTACTGCCATCTTCCATAACATCATTCTCCATGTCAGCTTT 
CGTAATCAACTTGTTCAAACATCCTCATCTCTCTTGAGCATGACACCCTGGCCTACTGGTATATTACAAG 
AAGCACAGAGCTGGGTATAATATAAGGACCAACTTACAAACTTGGACAAAGACTTGTAGGAGAGACTACC 
TGCTCTGCATTATAAAAAAGTTAAACTAGCCATAAAAACCTGTTGTTCTGACTCCAGGGTGTGCCATCAG 
CTACTTTATAAAGCAGGCTGTGAGCTGTGGGCCCCAAAGGAGGGGAGTGTTTTGTTGTTGCCGTATTGAA 
AACATGGCTGGAGTTGGAGGAGGCTGTAAGGGAGCCAGTGGCCCTTGTACTCCTACCCTAAGTGCTGACC 
AGGGCTTTGGGCTCCACCAGGTGTTTGCTCTCACTGTGGGCTTTGTGGAACTGGATTTTGCCTTAGTATG 
TTAATATGAGAAGAACAGGCTTTCTGCAAATGCTAAACAGATGGATGACATGGTACTCCCCGCCCCCAAC 
CCACCAAATTATGGGCCAAAAAGGAAGTCTCTTTTTCCTTAATTCAGTAAAGAAACAATAGCATAACTAT 
GTTTCAAACTGTTGTGTTCAAATGAATTTAAAATATTCAGAGAAAGAAAAAGAATTTTGTCCTTTTTAAG 
ACATCCTAAGTAGAAAGCAACTGGGGTGGAGGAGCTGGGATTTGCCAGGCCAAAATAAACAAACAACAAT 
GGTTGGCTATTGTATGGAAACAATGCAACACCATCCAGGAAATTCTGTGGGATTTCTGAGGGATAGGCCA 
CTATGGTTGGCCCTGGGGATGAGGTACCAAACACAAGGCCCCACACTGAGGCAGCTCATGCCAAAGTCAC 
CACGGAACCATCACATTGCCCAACACCACAAATAGTGTCTCCTGTACCCCCTCCCACATTGCCAACTCAG 
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CTAGCAATGCTGCCATTTTGGAACCCCCAATCCCTTCAGCTTCTACAATACTCCGCCCTCCTGGCTCTCA 
CCTGAGCTTCTGGCTGCCCTCTGATGGGGTCTCTAATGAGAACACAAATGTCAAAGGGTAAGGAGGGAAG 
GGAGAGGCTGGGAACTCAGTGACCAGGAACCTAGAAAATCAACACGTAATAACATGACTTGTCTGTGGCT 
TCAAAACTATGTCTTAAATAAAAATAATCTTCTATGATACATTTTGCTTTCGAGTACAATCCAGAGAAAC 
TGAGGAACAAAATTCAAGCTTTTGATTCCATGTATGTCAAAGAAGGAAGGTGATTTTCCATTATACTAAA 
CATTTCTTCTACATCAGGCATAACCAGAGAAACACAAGACTTTCATCATCAGAAAAAAGCACATTATGTA 
TCTAAGGACAATTAAAGGCTCTCTTTCCTTTTCATCAATTTGAGCTGAATTTCAACTCATGTCCTGTTGC 
TGTCTCCTACCCAGTGGCTGTGGATCTGCCCGACTCAGAGGATGTTTTGACCTGTTCTCCTATTGCTAAG 
AAATGGCTAGAAAAGCTTGGACCCCTTTAGGGTCACCATGTTCCTTCCCCTGCGCAGGTTTTTAAAAACA 
CATGAAACAAAAAACAGCTCTCAACCGTTTATCATATTATATTCCTATGGCTTCTGCTGCTAGTTGTCCT 
CTGAAGCAGCCAGGCGGTTT^ATGCTGCTGCCAGGCAGCCTTAGAGACAGCAGATGCCCCTGTGCAGTAAA 
TTCAGTGCCCAACCATAAGTGCCTCCTCCCCTTACCCACACAGGATAGCCATGGCCCCTGTGGACTCCTT 
ACCGAGCTGACGTCCAGCCTGGGGACTCGATGTGTCT^AAGGGCTCTGAGCTGGCCTCAGGGACACGGGGC 
TCCCACGACTCACTGTTCTCAGACACCTCTGAATAGGTGTCACCCATCCCTTTGTGAACTGCTGTGAGCT 
CACCAGTACCAGGGCCCTGGTCCTCACTGCCTGTGTCTGCCACGGCTCTGGTCTCCTCCCCCATTTTCTC 
AGCAAACCACTGCTTGACCTGCTGGGAGCTCATCTGGGTCTTGTCACAGAGGTTCTGCAGGTCCTCTTCA 
TACAGCATCTTGTGTGTCATGTAATAGTCCTGCAGGAGCTCCCGGTTGCCAGGGGCAATGACCAGTAGCC 
CTGGTGGGAAGTTGCCTCGCTTATAGTCTTCGTACCATTTGAGTTGGCCGTTCTTCAGTGCGTACCTGCT 
ATCTCCAAACCAGCGCACCACCTCTGGCCGTGGCAGACCCGTCTGGGCCATGATGGAGTCATAGTCCTGG 
TTGCTTGGCCACTGTGTCTGGACAAAGAGCTGCCGCAGCAAGTGCCGCTGCTGGGCAGTCTTTTTGCAGC 
TCACTTTGCCTGGGAGCTGCTCTGCCAGTTTGTTTGACTCATCATCCTCAGGGTCACAGGCACCCAGCCC 
TGGAATCTCGTTCCTGCCATTGGCTTCAGTGACCCTCAGGTTCTTCAGGTTGATTTTAATGGGGCTGACT 
TTGCGCTCTGCCAAGATATGGCTGCTGGGCATTTCCAGAGAGCCATTTTCACCAGAGACCCTTAGCTCAC 
TGGCCAAATCCTCTTCTCCACCCTCATCCTCAGCAGCCTCCTCTTCCTCCTGAGAGGCATTCTCCTCAGC 
CTTCTTGGTCTCCTCAGCATTCACTTTTTTCCGTCTCTCTGAAAACCAGCTATCAATTTCTCGTCGGGTC 
ATTTTGGTTTCACTTCTCAGGCGGTCCAGTTCCTCATCAAGAGGAAGAGGGTTTTGTGCAAAACTGCTCT 
CCAGGGCTCTGAGCTGCTCAGGGGCTCTCTCCTTGTATTTGGTTGGTGTGAAGTCAGGAGTCTGGTGCCA 
AGATTGTCGTTTGGCAGAAGGGTGGGTTGCTAGTGTGGCTGTTGTCGGAATGCAGGTTACCTCAGGGACC 
TTGGACGATGGGGAGAAGGACACCTCTGGCACAGAGTCAATGATGATGGAACTGTGATCTCCAGGTATCA 
TCGCTCTGGAGCCCTTCAAGTTCCGGCAGTGGTATCTACGATCACTGAACCATTTCCGCACCTCTCTGGT 
ACTGAGGCCCGTCACTTTTGTGAGATGTTCAACTTCGCTCTGCCCTGGGAACTGGTTCCGACAGAAGCTC 
CCTTTCAGAGCTGACAGCTGTTCATGAGATTTCTTATTTTTGTAGATGCTAGCATCAAGGAAGGCTTGGG 
AGGTTATGCTGGGGCAGGCCGTGAGGAGCGACTGGGCCGCATTGACCACCTTCACAGCTGACGTTGTATT 
TGAACACACAGTGTTAATGGGTGCCACACCTGGCTGCTTGGGGACGGATGTCACCGTGAGGGGGAGAGGG 
GAACTTGTTGCTTGCAACCCATTGGCCATCAATGGCTGAGTGACCAGAAGTCCCCCTCCTGTACCCTCTG 
GCTGCCCCACAACGTGACCTGGAAGAGCGGCCTGGATGAGATGCTGGACATTGCCAGCACTGGCGACGAG 
TGGGGTATTTAGAACCGTAATTGTGGGCTGAGGCACAGACTGGATGACTGTATTGAACATCTTTTTCCGG 
GCATCCTCAATCTCCTCAGGGGACCAGCTGATCCCCTGCTTCAGCCTTTGGGCTGTGAACCAGATCTTGA 
GCTGTTCTTCTGGATACTTGGTCACCACAGTCAAATAGCAGAGCTCGGCTTTGGTGGGGTAGGGGAACTT 
GTGGAAGGAGTTCTTCAGGAAGCTGTTAGAGTCCATGGCTGCATTGTACGTTGGAATGCTGCTCAGGGGG 
ATCATCACTTTGGGAAGGGCCTTGGCCGTGGGCAGTGGCTGGTGGACATGGTGTTGGGCATGCACTGGGG 
GCTGCTGCTGGAGGGAGAGGAACTGTGCTATGCCAGCTGGCAAAACTGGCACTGTTCCTATCAGGGGCCC 
GTTGGCGGCATGGGGGTTTTTTGCAGAGCTGGCAGATGCCTGGCTGACTGGAACTGCCCCATTGATGAAG 
GAATGGTCCCCCTCTCTCACCTCCATTTCTCCAGTCGACAGCTTTGGTAAGGCCTCACCCACAGGCTGGC 
TAGGGACATTCTCCTTGAGTGTATGAATTTTTTTGGCTTCAGCTTTGCCTTTCATTATCTTCATGATTGG 
AGTTTTGGTAATGATGATTTCTGCCTGTCCATCAGCCCCTTCAGCACTGGGCTCACCCGCTAGGTCAGGA 
GTGCTGGTGCTCTCAGGGATGCTCTGCTCCACAACCACATGATTGTCTGGCTTGGCCACGTTCCACACAA 
AGCTGGCTTCCCCGGAGTGACATGTGGCATTGTGCAAGGAAAGCCCCTCAGGGGTTTTTGCCAGAAAACT 
GCACCCACTGCATACAAAGGTTGGGTCTTTATTAAAGTCTGTGTGCTCTGAGTTCATATGTCCCACAAAT 
TGGGTCATGTCATGGGATCTGAAATCGCAGTATTTACAGGAATATAAATAGCCATCTAAAGTGCTCCGAT 
GCCCATTGGCCAGTGTAGAGCCATCAGTACTGCTGGGGTTCTGTGCTGCCTCACTGCTGGCAGCAGATGC 
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TTCTGGGGGCAGATCCTGCTGGGGTCCTTCAGGCAAGGTCTCAGCGGGCTGGGCCTCCATGCTGGCATCT 
TGCAACACCACAGTCTTCACTGGGATCATGCATGGTGTGGTGGATTTCCTCTTGCTGGCCATGGTGACAA 
TCACTGGGTGATCAGCAGTTGAGAGCTTGTCCCATAAGGGGCCTAACAATACAAGTTCCAGCTTCTCGAT 
GAGGGCCAAAGAAAC^VGTTTCTAAATGCAGCTTTTTCAGTTGTTTGCAGAAAGCAGGTTTTCCCTATTCA 
ATCTAAGGAAAGGGAGAAAAAAATGATTAAGTTCTCTTAAGTGCTTTCTGTATATTTCTCGGATACCCAG 
ACACATTCCACTGCTTGCCTTCTACCATCTAGGTCTTTTCACAGTAAGTTTAATCAGCAACTTGGATATG 
AAGTCTAAGTTAGGAACCCCCTAATGACAAAAACTGGACCCTGAAGAATGACCTGGGGATGGTCCAATAC 
CAACTGATAGACTTAAGCAACGTATTTTTGTTTCTTCCCCACCACCCCCTACATATCCCTGCATTAAGTA 
ATTCAGATTAAAAAACAAAACGCCCTCTTTTTGGACCTCCAAATTAATTCTGACCATGTCAGAGTGAGAA 
CAAAAGATCCTAGTGTAATTCTTGTTTACATTTTGGACCAACACGCGGTTTTCTTTTCATAGCCTTCCCG 
CATATGAGAACAAGATGACGCCTCTGTCTGTCCCAAGCCAGGCCCAGGGACCAAGTTAGCTGCAGTGTGT 
GAACGGAAGGGGTGGGGTGGGCGGGGGTGGCTAGGAAGACCGGCTGCTGTAAGAGCCAGGCCTCTGTAGC 
CTTTCCTTGCCTGCCGCACTTATTCCAGGCCACAGAAAAGCGATCACCTTACAGTTACTGGCTGTTATGT 
ATCCCGGACCACTGTTACTGAGATGAAACCAAAGGTCAGAGGGTCAGGGAATCCACAGAACCAGTTTGTG 
GCCCAGCAAGCTATACATTTTCTGTGTACGACCACTCAAAGGGTGGTCTCACCTTGAGATCTGAGAACAG 
TTGGACTGCCTCCCCAAGTGGGTCCCTGACCCCTGAGTAGCCTAACTGGGAGGCACCTCCCAGTAGGGGC 
CGACTGACACCTCATACAGCTGGGTGCCCCTCTGAGATGAAGCTTCCAGAGGGAGGATCAGACAGCAACA 
TCTGCCGTTCTGCAGTATTTGCTGTTCTGCAGCCTCCATTGGTGATACCCAGGCAAACAGGGTCTGGAGT 
GGACCTCCAGAAAACTCCAACAGACCTGCATCTGAGGGTCCTGACTGTTAGAAGGAAAACTAACAAACAG 
AAAGGACATCCACACCAAAACCCCATCTGGACGCCACCATCATCAAAGACCAAAGGTAGATAAAACCACA 
AAGATGGGGAGAAACCAGAGCAGAAAAGCTGAAAATTCTAAAAATCAGAGTGCCTCTTCTCCTCCAAAGG 
AACGCAGCTCCTCACCTGCAATGGAATAAAGCTGGATGGAGAATGGCTTTGATGAGTTGAGAGAAGAGGG 
CTTCAGACGATCAGTAATAACAAACTTCTCTGAGCTAAAGGAGGATGCTCGAAGCCATCACAAAGAAGCT 
AAAAACCTTGAAAAAAGATTAGATGAATAGCTAACTAGAATGAACAGTGTAGAGAAGACCTTAAATGACC 
TGATAGAGCTGAAAACCATGGCATGAGAACTACATGACGCATGCACAAGCTTCAGTAGCCGATTTGATCA 
AGTGGAAGAAAGAGTATCAGTGATTGAAGATCAAATTAATGAAATGAAGCGAGAAGTTTAGAGAGAAAAG 
AGAAAAAAGAAACGAACAAAGCCTCCAAGAAATATGGGACTATGTGAAAAGAACAAATCTACGTCTGATT 
GGTGTACCTGAAAATGACAGGGAGAATGGAACCAAGTTGGAAAACACTCTTCAGGATATTATCCAGGAGA 
ACTTCCCCAACCTAGCAAGGCAGGCCAACATTAAAATTCAGAAATACAGAGAACAACATAAAGATACTCC 
TCGAGAAGAGCAACTCCAAAACA^TTAATTGTCAGATTCACO^AAGTTGAAATGAAGGAAAAAATGTTA 
AGGGCAGCCAGAGAGAAAGGTCGGGTTACCCACAAAGGGAAGCCCATCAGAATAACAGCGGATCTCTCGG 
CAGAAACTCTACAAGCCAGAAGAGAAGTGGGGGCCGATATTCAACATTCTTAAAGAAAAGAACTTTCAAT 
CCAGAATTTCATATCCAGCCAAACTAAGCTTCATAAGTGAAGGAGAAATAAAATCCTTTACAGACAAACA 
AATGCTGAGAGATTTTGTCACCACCAGGCCTGCCTTACAAGAGCTCCTGAAGGAAGCACTAAACATGGAA 
AGGAACAACTGGTACCAGCCACTGCAAAAAACATGCCAAATTGTAAAGACCATCAATGCTAGAAAGAAAC 
TGCATCAACTAACGAGCAAAATAACCAGCTAACATCATAATGACAGGATCAAATTCACACATAACAATAT 
TAACCTTAAATGTAAATGGGCTAAATGCACCAAGCAGACCTAACTGACATCTACAGAACTCTCCACCCCA 
AATGAACAGAATATACATTTGTCTCAGCACCACAGCACACTTACTCCAAAATTGACCACATAGTTGGAAG 
TAAAGCACTCCTCAGCAAATGTAAAAGAACAGAAATTATAATAAACTGTCTCTCAGACCACAGTGCAATC 
AAACTAGAACTCAGGATTAAGAAACTCACTCAAAACCGCTCAACTACATGGAAACTGAACATCCTGCTCC 
TGAATGACTACTGGGTACATAACGAAATGAAGGCACAAAGAAAGATGTTCTTTGAAACCAATGAGAACAA 
AGACACAACATACCAGAATCTCTGGGACACATTTAAAGCAGTGTGTAGAGGGAAATTTATAGCACTAAAT 
GCCCACAAGAGAAAGCAGGA^TATCTAAAATTGACACCCTAACATCACAATTAAAAGAACTAGAGAAGC 
AAGAACAAACACATTCAAAAGCTAGCAGAAGGCAAGAAATAACTAAGATCAGAGCAGAACTGAAGGAGAT 
AGAGACACAAAAAACCCTTCAAAAAATCAATGAATCCAGGAGCTGGTTTTTTGAAAACATCAAAATTGAT 
AGACAGCTAGCAAGACTAATAAAGAAGAAAAGAGAGAAGAATCAAATAGACACAATAACAAACAATAAAG 
GGGATATCACCACCGATCCCATAGAAATACAAACTACCATTAGAGAATACTATAAATACCTCTACGCAAA 
TAAACTAGAAAATCTAGAAGAAATGGATA7VATTCCTGGACACATACACCCTCCCAAGACTAAACCAGGAA 
GAAGTTGAATCCCTGAATACACCAATAACAGGTTCTGAAATTAAGGCAATAATCAATAGCCTACCAACCA 
AAAGAAGTCCAGGACCAGACAGATCCACAGCTGAATCTACCACAGGTACAAAGAGGAGCTGGTACTATTC 
CTTCTGAAACTATTCCAATCCACAGAAAAAGAGGGAATCCTCCCTAATTCATTTTATGAGGCCAACATCG 
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TCCTGATACCAAAGCCTGGCAGAGACACAACAAAAAAAGAGAATTTTAGACCAATATCCCTGATGAACAT 
CGATGCAAAAATCCTCAATAAAATACTGGCAAATCGAATCCAGCAGCACATCAAAAAGCTTATCTACCAC 
GACCAAGTTGGCTTCATACCTGGGATGCAAGGCTGGTTCAACATATGCAAATCAATAAATGTAATCCATC 
ATATAAACAGAACCAAAGACAAAAACCACATGATTATCTCAATAGATGCAGAAAAGGCCTTTGACAAAAT 
TCAACAGCCCTTCATGCTAAAAACTCTCAATAAATTAGGTATTGATGGGACGTATCTCAAAATAATAAGA 
GCTATTTATGACAAACCCACAGCCAATATCATACTGAATGGGCAAAAACTGGAAGCATTCCCTTTGAAAA 
CTGGCACAAGACAGGGATGCCCTCTCTCACCACTCCTATTAACATAGTGTTGGAAGTTCTGGCCAGGGCA 
ATCAGGCAGGAGAAAGAAATAAAGGTTATTCGATTAGGAAAAGAGCAAGTCAAATTGTCCCTGTTTGCAG 
ATGACATGATTGTATATTTAGAAAACCCCATCGTCTCAGCCTAAAATCTCCTTAAGCTGATAAGCAACTT 
CAGCAAAGTCTCAGGATACAAAATCAATGTGCAAAAATCACAAGCATTCCAATACACCAATAACAGACAA 
ACAGAGAGCCAAATCATGAGTGAACTCCCATTCACGATTGCTTCAAAGAGAATAAAATACCTAGGAATCC 
AACTTACAAGGGATGTGAAGGACCTCTTCAAGGAGAACTACAAACCAGTGCTCAACGAAATAAGAGGACA 
CAAACAAATGGAAGAACATTCCATGCTCATGGATAGGAAGAATCAATATTGTGAAAATGGCCATACTGCC 
CAAGGTAATTTATAGATTCAATGCCATCCCCATCAAGCTACCAATGACTTTCTTCACAGAATTGGAAAAA 
ACTACTTTAAAGGTCATATGGAACAAAAAAAGAGCCCACATTGCCAAGACTATCCTAAGTCAAAAGAACA 
AACTTGGAGGCATCATGCTACTTGACTTCAAACTATACTATACTACAAGGCTACAGTAACCAAAACAGCA 
TGGTACTGGTACCAAAACAGAGATGTAGACCAATGGAACAGAACAGAGCCCTCGGAAATAATACCACACA 
TCTACAACCATGTGATCTTTGACAAACTTGACAAAAACAAGAAATGGGGAAAGGATTCCCTATTTAATAA 
ATGGTGCTGGGAAAACTGGCTAGCCATATGCAGAAAGCTGAAACTGGATCCCTTCCTTACACCTTATACA 
AAAATTAATTCGAGATGGATTAAAGACTTAAATGTTAGACCTAAAACCATAAAAACCCTAGGAGAAAACC 
TAGGCAATACCATTCAGGACATAGGCATGGGCAAGGACTTCATGTCTAAAACACCAAAAGCAATGGCAAC 
AAAAGACAAAATTGACAAATGGGATCTAATTAAACTAAAGAGCTTCTGCAAAGCGAAAGAAACCACCATC 
AGAGTGAACAGGCAACCTACAGAATGGGAGAAAATTTTTGCAATCTACCCATCTGACAAAGGGCTAATAT 
CCAGAATCTACAAAGCACTTAAACAAATTTACAAGAAAAACATCAAAGAACCCCATCAACAAGTGCACAA 
AGGATATGAACAGACACTTCTCAAAAGAAGACATTTATGCAGCCAAAAGACACATGAAAAAATGCTCATC 
ATCACTGGCCATCAGAGAAATGCAAATCAAAATCACAATGAGATACCATCTCACACCAGTTAGAATGGCG 
ACCATTAAAATGTCAGGAAACAACAGGTGCTGGAGAGGATGTGGAGAAATAGGAACACTTTTACACTGTT 
GGTGGGACTGTAAACTAGTTCAACCATTGTGGAAGACAGTGTGGCCATTCGTCAAGGATCTAGAACTAGA 
AATACCATTTGACCCAGCCATCCCATTACTGGGCATATACCCAAAGGATTATAAATCATGCTGCTATAAA 
GACACATGCACACGTATGTTTATTGCGGCACTATTCAC^TAGCTUUVGACTTGGAACC^CCCAAATGTC 
CATCAATGATAGACTGGATTAAGAAAATGTGGCACATATACACCATGGAATACTATGCAGCCAT7VAAAAA 
TGATGAGTTCATGTCCTTTGTAGGGACATGGATGAAGCTAGA7UVCCATCATTCTGAGCAAACTATCACAA 
GGACAGAAAACCAAACACCACATGTTCTCACTCATAGGTGGGAACTGAACAATGAGAATACTTGGACACA 
GGGTGGGGAACATCACACACCACGGCCTGTCGTGGGGTGGGGAGAGGGACAGCATTAGGAGATATACCTA 
ATGTAAATGACAAGTTAACGAGTGCAGCACACCAACATGGCACATGTATACCTATGTAACAAACCTGCAT 
GTTGTGCACATGTACCCTAAAACTTAAAGTATAATTTAAAAAAGAATTATAAGTAATCTTCACATATGCT 
TTTAAGTATTTTTTTAAAAGAAAGGAAAGAAGAAAGAAGAGGAAACCAGAAACAAATAATCATTACACTA 
TCCAGACATTACATAACATCCCTTACCTGTGAATTTAGATGTATTGAACTTTTAATAAAATAGATTGACT 
TCACACTTTTAAAATGCTAAGAAAGAAAACAGCTAAGGCAGAAAACTAACCTGAAAACAAAACCAATGGT 
TTTATATATAAAAGACCGAAATTAAACAGTTGATAACTCAAAAAGAAATAATAATAATAATTGTTTCACA 
GGATGCCATGAGAAAAGGGATTCTGTGAGCCCTATTACTAATATAGAATGATAATCATCATTATTACTTT 
TCGTTTTAGCAAATCATAATGCTCTAATGACTAAAACAATAGTAATTCTAATACTAAAATCAAGTTATCA 
GTATTTGGATTTGATACAAAGATGTAAAGAAAATTAAAATATCTCTATTCAAATTCTCAGTAAATAAACA 
CGGCTATTTTATGATGAAAATAATTTTTAAAACTTTGAAGGTGAGGGTAAACATAAACCCACTCTAACAA 
CTTCTCACCCCTTCCCCCACCAATTTGAACTGGCATGCACACTTTTTTACTTAATTTTTAATTATAAAGA 
TAAAATGTAATTTAAATAAATTTAATGTCTATAATTTGGTATACCTTCTCATTTAGTCCAGATATTTTAT 
TCATATTTTTATCACAATGAGCACACATTTGTGCTTTTTTCACCAAACATTACGTTATAAACCTTTTTGT 
TACACAAGCTTCATAAGTTTAACATTTAATAGCTACCTAATAATGTACCACAATGAATTTGACTTATCCA 
CCCCTGCTGTTGAAAAGCATGCCAATCTCATGGGTGACAGTGAAACAAACATCTCTGGGCATACAGGATG 
TTTTTCTTCTATCAAATTATTTCCTGAGGTTAAGTGCACAGGAATGGGCTTACCATCTCAAAGAGCATCA 
ACATTTCTAAGCTCCTTTGTATATATCATTGGCAAACATTTTAAATCAAGTGCTTTATGATCCCAAATCA 
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GGGAAACTAAAAATAATACAGTTATGGACCCAGTGAGCAAATCAGATTTTCAGACAAGTTATGGAAGACA 
TCAAGTAGAATATCTGAAAGCACAAACGACAAAAGAAAAAACAGATAAATTGGATGTCATCAAAATTAAA 
AACTTGCATTCTTCAAAGGTCACCATCAAGAAAGTGAAAAGATAGACAATCCACAGAAAGAAAAGGTTTG 
CAAATCATCTATCTGGTAAAGTATATCCAGATTATATAAATAACTTACAACTCAACCATAGAAAGATAAT 
TTTTAAACGGGTAAAGGATTTGAATAGACACTTCTCCAAAGAAGATATACAAATGGCCAGTAAAGCACAT 
AAAAAACTGCTCAACATGATTAGTTATTAGGAAAACACAAATCAA7\ACCACAATGAGATACCACTTCACA 
CCCACCAAGATGGCTGTAATTACAGCGACAGATAACAAGTATAGATGAGGATGCAGAGAAACTGGAGCCC 
TCACGTATTGCTGATGAAAATGTAAAATGGTATAGCCACTTTGGAAT^ACTGTTTGGCAAACAAAATGTTA 
AATATAGAGTTGCCATAAGATCCAGCAATTTGGCCGGGCGCAGTGGCTCACACCTGTAATCCTAGCACTT 
TGGGAGGCCAAGGCGGGCGGATCACCAGAGGTCAGGAGTTC7VAGATCAGCCTGACCAACATGGAGAAACC 
CCATCTCTACTAAAAATGCTAAATTAGCCAGGCATGTTGGTGCATGACTGTAATCCCAGCTACTCAGGAG 
GCTGAGGCAGGAGAATTGCTTGAACCTGGGAGGCGGAGGTTGCAGTGAGCCAAGATCATGCCATTGTACT 
CCAGCCTGGGCAACAAGAGCTAAACTGTGTCTCAAAT^AAAAAAAACCAAAAACAAAACAAAACAAAAAM 
ACAAAACACCAGCAATTTAATTCCTAAGTATATACACAGTATAAATAAAAACATGTCCACCCCAAAATAT 
GTACACAAATGTTCACAGCAGCATTATTCAAATAATGGCCAAAAGGTGGAAACAACCCAAACATCTATCA 
GCTGGTGAATGGGTAAGTAAAATATGATATATCCATACGATGAATTCTTCAGCCATGAAAAGGAATGAAG 
TTCTGATGCATGCTGCAACATGGATGATCCTGATGCTAAGTGAAAGMGTCAGACACAAATGTCACATAC 
TGTATGATTCCCATTTATATGAAATATCCAGAAAAGGCAAATCCATAGAGGCAGATAGTAGATTAGTGGT 
TGCCAGGGACTGAGAGTAGGGGAGAAGGGGGAGTGGCTGCTAATGAGTCACCAGGCAATGAT^AATTGTTC 
TGAAATTAGATAGTGGGGATGGCTGCACAACTCTGAATATGATAAAAACCTCAGGAAGGACATCGAAACC 
AAGAAAGGTAGAGGACAGTAAATTATAGCACTCAGTTCTATAGAAGAGGGTCAGCATTTACATTTCTAAG 
GTTTCAATATAGGTGACACAGTTCTGTGCTACTTCCTGACTCACCTTGGTAATATTTACTGTGGCCCTAG 
AGAAGCTGAATGGCAGTGCCTGTGAACATCAGGTTTGCCAGAGGAGAGGGAAGAGAGATGCAGACCTACT 
ACCTGGAAGTAGCAACAACACAAAGGAAAAAGAGCATGAGCACACCAGAAGGCCAGGCAGCAGAACTCAG 
GAGAAGCTAACTGCAGAGCCCTAGCAACACAACACAAGCACTCCAGGCACAGGGCCAGAACTGCTATTTG 
TAATGGGGACTGGGATTCACTGAGGAAAAGGTATATAGTGTTCCTGGTATTTTACTTACTAAGGCTGAGA 
AGTGGACAACATGAAGATGGATTTGATTTTTGGCAATAGTCCCAATGTCATTCAAAATTAAGTCTTGGCC 
AGGCACAGCAGCTCACGTCTGTAATCCCAGCACTTTGGGAAGCCAAGGTAGGAAGATCATTTGAGGCCAG 
GAGTTCGGGATTAGCCTGGGCAACATAGAAATTGTAAAAAATTAGTCAGGAACAATGGTGTGTGCCTGTA 
GTCTCAGCTACTCAGGAGGCTGAGGTGGGAGGATCACCTGAGCCCAAGAGTTCAGAGTTACAGTAAGCAA 
GGATCATGCCACTGCACTCCAGCCAGGATGACAGAGCATGACCTTGTCTCTTAAAAAAAGAAAAATTAAG 
TCTCAAATTAGCCCTAAATTATCATTCGAATAAATGACTAAGAAGGGTACCACTGCTAACCATGTTCTGG 
GTAGATGGACCATTGACTATAAGCAATTACAAAAAAGCAGTAGTGGCAGCAGTGGCAGCCACAGCCAGTG 
TTTACTGAGTGTTTCATATTGTTGGAAGTGCTTTTATACACATCCCCTCATTTCACTCATAATAAACCCA 
AGAAAAGGCACTATAATTATTCTCATTTTACAGACAAGAAGGACAAGGCTCAGAAAAGTGCAGTGACTGC 
CTGGAGCGCACACAACTGGGAGACGACAGAAGCTGAATAAGAACCCAAGCAGTCTCGCTCCAGAGCCTGC 
AACTTCAACCACTCCACACAGTGAGCTCTCTGAGAAACCTCCAGATTGTTGCAATAAGGGCTACAGACCT 
CTTGAAGTAATATTTTCCTCCAGCATTTATTT^AGAAAAAGTTCAAACAAATGGCAAAGTTGAAAGAGATT 
GACAGTGAACACCCATATCCCCACCACCTGGATGCTTACTAAGGTGGCTGTTTTTAGCAACATTACCCAT 
TTAGGTAAGCTTGGGTTTATTTGTTATGTATTTTTAAAGGGGTTAAAAATGGTGCTTAAACAGCAAAGTT 
CTAATTATCTAGAAAATCATTCATCCAAAAGACACTCATGGAGCATGTCTGATAAATGAGGCACTACCAT 
GTGGAAACATGCTATTGTCTAAGTCAAGCCCTAGTGAAGTGAGCTGATAGAAATGTAAGGTGCGGCCAAA 
AGAGATTCAGAAGGAAAGGCCAGGTGATGTTTGCATTTTGTCATTTTTGTACAATCCTTTACATGCCCCA 
TCTTGAT^ACCTTCTGCCTTGTAAATGGATCTTTAAATGGGGCCAGAGCAGTGGCTCACACCTATAATCCC 
AGCACTTGGAAGGCCGAAACGAGTGGATCACTTGAGGTCAGGAGTTTGAGACCAGCCTGGCCAACAACAT 
GGTGAAACCCCGTCTCTACTAAAAACACAATAAATTAGCCAGGTGTGGTGATGTGTGGCTATAATCCCAG 
CTATCGGGAAGCTGAGGCAGGAGAATCACTTGAACCCAGGAGGCAGAGATTGCAGTGAGCCAAGATCGCA 
CCACTGCACTCCAGCCTGGGACACAGAGTAAGGCTCCGTCTCAAAAAATAAATAAATACAAATAAAAATA 
AAAATAAATAAATGGAAAAATAAAAACAAAAGTGC^TAACTTTTTTTAAAAATCTGTCTTTGGGAATTGG 
TAATTGCTCAATTCACTAAATTAGCAAAGCTATAGTTAATAGCCACTATATTTCAGCACTGCAGTATACA 
TATGTGAGTTTTTTAGATAAAAATCTTAAAGTGTTTATCTTTAAATTATAGACTGAATTAGGAACTTTAA 
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AAAATTCTGAGGAATGAATTGGAAGAACAGTAAGAATTCAATGAAGGAATTCAAATACTTAGAAAGTAAC 
TCTTGACAGACTCTTCCAAGCGTTATGATAGTCAGCCTGCAGCCCTCTTGAACATATCACCCAGTATTTA 
TCATTAAAAACGGAAATAGGCCAGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCAAGG 
AGGGTGGATCACAAGGTCAGGAGATCGAGACCATCCTGGCTAACACGGTGAAACCACGTCTCTACTAAAA 
AAAAAAAAAAAAAAAAAATACAAAAAAATTAGCTGGGCATTATGGCGGGCGCCTGTAGTCCCAGCCACTC 
AGGAGGCTGAGGCAGGAGAATGGAGTGT^ACCCAGGAGGCGGAGCTTGCAGTGAGCAGAGATGGCGCCACT 
GCACTCCAGCCTGGGCGACAGAGCGAGACTGTCCAAAAAAAAAAAAAAAGGAAATAATGGTAGAAGTTGA 
CAGAATTACAGAAACATAACTATAGTGGGAGATTTTAAGATAATATTCTAAAGATCAAGTGGACAAAGAA 
AAAAGATGTAAAGAATGTGACTACTATGAGGTTGATCTGACAGACATGAATATAGTCTTGAGTATTCTAT 
AGTAATTGACTTCACATTCTACACCATGAAACACATTTAAAAGTTACTCGTGATGTATAACAGACCATAA 
ATAAACCTCAACCCATTCCAAAATAAAAATTCATAGGTAGCATTCCACTATTTAGTGCTAGCAACAAAGA 
CTTACTTTGAAATTTATCCTTTTTACTTTGTTTCAAATTATGCTCTAAGTGGAAATTTCTCTCTCGGAAA 
GAAAGAAAAGTGAAAATCCTTCCTATTCACCCCCAGAGATAAACCATTGTTAACAGTGCAGTATATATGA 
TTTCAGGCATGTTTCCTAGGCATAGCTTACTATAATTAATTCTTTTAAAAAACCAAAAATGGAATTGTAT 
TTTTACATCCTATTTTGACCCTGAGTTTTCGTCTCACAATTATTTAATTTCAATATCTTTCCATGTCACC 
ATCTCTAGTTTACCTCAGTCTTTTAAACAACTTCAGCATTCTAGGTTATGGATGCATCATAGTTTATTTA 
ACCATTCTCCTGATAAGAGACATTTGCATTTCTCCAGGTTTTTAACTATTACAATGACTCGGTGACCATC 
CCTGCACATATTTTTATACATTTGAGAATTTCTGAAATACTGAATTTCTTACAAGTAAAATTGCAGTAGC 
ATTTAAAATATTGTTAGCAAAATACAAAATTGTCTTTCAAGTAAACTGTACTGATTTTCGCTGTTACCAC 
CAAAGAACTGAGGATGCACTCACTATCACTGCATATTCTTGCTATTTTCAGTCTTTGTTAATTTGATATA 
TAAAACACTAATTACTAGTATTTGGAATCTACATTTCTTTATGAGCAAGGCTGAATATCTTTTCACATGT 
CATTGACGATTTTGTATAAAATTATCTTTTGTCCATTTTCCTATGGGATGTCAAGTGTTCTCCATATATT 
AAGAAAATGGGCTATTCTTTACCTGTCATAGATGAAACTGGGGTTTCATCTCCATTTTTTGGAGCCCATC 
TACCACAGGAGGCAGTAAATGACATTAAAGAATTACTGTTAATGTTGCTATGTATGATAATGGTATTTCA 
GTTATGTTACAAACAAAAGTCTTAATCAGTTGGTGATGCACACTCGAATATTTATGGGTAAAATAATTTG 
TTATATAGGATTTACTGGGAGGAAAAACCCAACCCCCTAGAAAAAAATGAGGGATGGGTAGAAATACATG 
AAATAAATTTGACCATGAACTTATAATTGTTCAAGTTGGGTTGGGATATATATGGCTCATATATATGCTC 
TTATGTACATTTGACATTTTCATAATTAAAAAAAAATTAAAAGCTCGAGACATATTTTAAAAAGAAATCT 
TGTATCATAAATGAAGCTTAAATTTATATTTTTAAAAAACATTCTGTTTTAAATGTTTCTCTCTTCCCTT 
CCTTTGGAAAATGCTGACCTTGGAAACAAAAATCAGATGCAGCCACCCACCCTACTGCTGCCCAAGCCAA 
TCCTAAGTAAATCAGTTGGCTTGCTGGGAAGTTTCCATGACCGAAAAGAAAACAGAATTCACTTCAATTT 
CATCATCAAAGTCCACGAAAGCTTGCAAAGCACTTCCATATCCTTCTCAATCCATCCTCATAGTCTCCTG 
AATTGGTTATTATTGGCCTTCCCTCATTGTAGTATTGAGGAGCTATCGAGCAAGAAAGGGGAGGTGATAT 
GACCAGTCACACACGACATATTTTTGGCAGAGCCAGATATTCTGATTCTAAATTCAGTGTTCTCTTTTAG 
ACTATATTCATTCTGAATACCAACTAAACAATACATCCACTACCTGTAACTATTTTGACATTTTTTTCTT 
ACAGAGGGTTCGAAGATTTTACAACCTGAACTATTCTAGTGTTTTGTTTTGTTCTTTAAAAAGGCTTGAC 
AATGTAGTCCTAGCTACTTGGGAGGCTGAGATGGGAGGATCTCATGAGCCCAGGAGTTTGAGGCTGAAGT 
GAGAGCTATGGTTCCGTCATTGCATTCCAGTAATGTGGGCAACAGAGCAAGACCCTGTCTCCTAAAAATG 
AAAAAAGAGGCTGGACCAGTGGCTCATACCTGCAATCCCAGCACTTTGGGAGGCCAAGGAGACAGGATTG 
CCTGAGCCCAGGAGTTTGAGAACAGCCTGGGCAACATAAGGAGACTCCGTCTCTACAAAAAATTTAAAAA 
ATAGCTGGCATGGTGACACGCATGCTTGTAGTCACAGCTAATTGGGAAGCTGAGGCGGATGACTGCTTAA 
GCCTGGGAGGTCGTAGCTGCAGTGAGTTGGGATTATGCTACTGCACTTTAGCCTGGGCAACAGAGCAAGA 
CCCTGTCTCTAAATAAATAAATAAATAAATAAATAAATGGTAAAAAGGCTTGACAGTTATTATGATCCTT 
AGTATTTATAACACTTTTATACCGTCAGAAGAGGGTCTGTATTGCTTACTCTTATGTATTAATAGAGAAC 
TCTTTTAACATGAGGCTTGGTGATTAGACCACGGTAAGTCAGTAGGACTCTATAACAAAAAGAACATGTG 
GAAAACTGTCCTTCCTCAGGAATGTGTGTGGGCAGGACCTTGGCAGTCCAGTAAGTGGATGTGCTGGTTG 
CAATTGTCAGATTTCTGCTGAAAACAAAAAAGTTACAAAGAACTCAAGTCTAAATCCTCAAATGTCAAAG 
CAATGTCAAGCCCAGAGCTGGCCTCAATTTGCCCTCTGGTTACTTAAGGGTCACAATAATTTCTGCATTT 
AGTAATCACCATCAGCCAAGGGCTCAAGGCTAGAGCTCTCTACTTGTTTTTCCCCCTCAAACAGTGCTGT 
TTTTTTTTTTTTTTTTTTTTTTTGAGACGGAGTCTCGCTCTGTCGCCTAGGCTGGAGTGCAGTGGCGCGA 
TCTCGGCTCACTGCAAGCTCCACCTCCCGGGTTCACGCCACTCTCCTGCCTCAGCCTCCCAAGTAGCTGG 
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GACTACATGTGTCTGCCACCACGCCCAGCTAATTTTTTGTATTTTTATTAGAGACGGGTTTTCACCGTGT 
TAGCGAGCATGGTCTCGATCTCCTGACCTCGTGATCCACACGCCTCCGCCTCCCAAAGTGCTGGGATTAC 
AAGCGTCAGCCACCGCACCTGGCCTTCCCCCTCAACTCTTATTTTTGTCTAATCACCAACAGAAATAGCC 
CACTCTAGTCAGATATTATCACCTCTAAAGTAAACATTAATTTGTTCTTTCTCAAGCTCAGAAGGTGATT 
GTGATATAAATACAAAGGCCTCAGAATTAAAGAGACTTTAGAGATCATATATTCTAACCACTCACCTTTG 
CATGAATTTTACCTTAAGTACCACTACCAGGTGGTTAGGATGGCCTATACCTGAAGATCTCCAAAGATAG 
GGAGCTTGGCACTTATTGACACTAGAAAGATGTTTGAAATGGTTCCTTGTAGTAAGCACCAAAAACAACA 
AAACCTTCCTATAAGTTTTATTTGCTAAATTTGTTTTTTCTCTCAAATAGAGTTGAGGACTTACTATGTG 
CTAGGCACTGGGTATACAAGGATTTTTGAAAAGATGCTAGCTAGCCCTATAACTCAAGAAGCTAACAGTC 
TGTTGTGGTTATTAAGCTATCCACCAGGGCTCTGGGCCTTGCCCTCCACTGGATGCATTGAATTTCCCTG 
CCTACCTGAAGTTAGGTGAAACCAATGAAACGTGAACAAATGTGTCACCTCCAGGGGAAAAGTTTTATGA 
GAAAGTATAGGCTTTGCCTCACTATTTATTCTCTGGCCTGCAACTGGTTATGTTCCAGATGGCGGCTACT 
CTATCAGCCTGAGTCCTAAAAG7VAGAACAATAGCTGACCTGCCATGTACATGCAGTATGAACAAGAAATA 
ACCTTTGTCACTTTAAGCTACTGAGGTTTTTGGAGTAGCTTGTTACTGCAGCCCATCCTCACTGATACAG 
AGTCTGAAGACAGACAAACAAAATCATCAGCAAAATGATCAACAAAGTCATCAACAAAATGATCAACACC 
AATCAGACAATAAGCTGAGTGTTGTAGTGGAAGCATGCACAAAGTTCTGTGGAGCATAGGAAAAGACTTT 
CTACCCACCTCTGTCTTCCGGGGAACTTGGGGTAAGGCCTCATAGAGGAGGTTGCTTTTGGATTAGAGCT 
CGAAGGATGAATAAATACTGCCAAGTAGATAAGTTGAGAAAAGAGTGTTCTAGACAAAGGGAACACTTTA 
TACAAAAACCGTAGAGGGAGGAGAAAACATGGCATGATTGGAGAGCTAGAAAGGATTCAGTTTTGCTATT 
GTACAAATCTGAATGTGGTAGATTTCCTATGAAGCTACTACAGCCGAAGCTTTGGGGACCCTCACTTCAC 
TTGCACAGGCACCTTCCAAAGCCTCTATCTAACTTTATATCTTTATAATTTTATTCTTAGATTTTTTTCT 
TAGGAGGGTCCCCTTTACTAATGTTCAAGTTCCACAAAAGCTGGATCTGCTTGTGATGGATCAGGTTGCA 
GGAATAGGAGGTGATTCTAGGTATACAAACAAGATATTTGACTTTCTATATGATACAGTTTTTTTTGGTT 
TTTTTTGTTTTGTTTTGTTTTTGTTTTGTTTTGTTTTGAGGCAGAGTCTTACTCTATCACCCAGGCTGGA 
GTGCAGTGGTACAATCACGGCTCTCTGCAGCCTCGACCTCCCAGACTCAAGTGATCCTCCCGCTTCAGCC 
TCCCAAGTAGCCAGTATTACAGATGCGTGCCACCATGCCCAGCTATTTTTTTTTTGTAGAGATGAGGTTT 
CGCCATGTTGCCCAGGCTGATCTTGAACTCCTGGACTCAAGTGACCCACCCGCCTTAGCCTCCCAAAGTG 
CTGGGATTACAGGCATAGCCACTGTGCCCAGCCGACACATTTTTCAATTGGAAAAACGTGATTTTTTGGA 
AAAAAAGAATCATGTTCCCTAAAAGTCTTCTTTTCCCCTAAACCAATAATCCTCAGTTCCTGTACTTTGT 
GTGACTGGGACAGAGACTCCACACCACTCTCCACTGTTCTTCTCTGAATGTGCTCTTATTTGTCTATAGC 
CTTCTCAACAGTGGCATCTAAATCTAAATCTAATTCTCCAGATGTAGTCTGAGCGTATTTATCACCTTCC 
TTAAACTTACTCATGTCATATTTAATCTTTCACAAAAGTTTTTACCCAAACGATGCCACATTATTTATAA 
TGTGAGATTCCCCTGAAAAATATGGATCAATGCTCTTGGATTTAATCCACAGCACCAGGACTTGTACCAA 
AATACAATACCTGCTTGTTTCAATTTAGGTTTGGCAGAATTTGAGGAACAAGTTTGCAGAGAAAAGATAG 
TCAATTCATTTAACAAATGTTTACTAAATGCCTTTTCTATGCCAGACATGCCAGAATATGGGGAAGACAA 
AAAAAAATAGATAGAAATCTCTGCCTTCCTGGAATTTACATTCTAGTTTGGGGGAGAGAGATAATAAATA 
AAATAAGAAAATGAAATTATGTGTCAGAGCAAAAAGTGGAAGAAAAGCATAGCAGTGAAAGGCTGAAGAA 
ATGTGGAGCATGGCAGGGGTGAGACTGCAATTTAGATATACAGTGGTCAGAAGAGAACTCACTGAGAATG 
TGACACTGGAGCCAATACTCAGAGGTGTGGAAGTGAGCCATCTGGGTAAGTGAGGAAGCACACTCCAGGC 
ACAGGCATCAGCTGGTGCAAAGACCTTGAGGTGAGAATGTGCCTGACATGTTCAAAGAACAGCAAGGAGG 
CCAGCAGAGCTGGGCGGCGGTAGTAGAGAGACAGTAGTATGAGACAAGGTCAAAGAGGCTGTGGTAGGGG 
GCAGGGAGGGGATCCATGCAGGTCCACTGCCATGATCTGAGTCTCTCTGAAATGGGCAGTGCCAAGAGAG 
GGCTTTGAGCAGAAGGTTGGCGTCATCCGACACGTGTCCTTCAGCATGGCTCTGCTGGCTATGTTGAGAA 
CAGACTGTAGGAAAACACAGTGGAGAAGTAGGGAAACTTGTCAGACATCAATCTAGGCAGGAGATGACAG 
CAGCATGGACCAGGATGGTAGAGATGGAGGTAAGAAGAAGTGGCTGGATTCTGGATATGTTTTGAAAGTA 
AAGCCGAAAAGACTTCCTAAAGGAATGGATAGGAGGATGTGAACATTGTAGCCACGGGAATCAAGGATGA 
CTCCAAGATTTTTGATCTAAGCAACTAGAAGGATAGTGTTGCCATCAACCAAGATAGGTTTAAACCTGGG 
AAGCTTTGTGAAAAAAGCAAAGC^AATCTGTGCTGCTAAAACTAGT^AGGTCCTTTTCCAGGGGAAAAACT 
GGATTGAACTGGTTTGGTCACAAGTGTTGTAGGAAATTAATGGGTCAGACTGCT7VATGAGCAAAGAGGCT 
GTGTAGTGCCAATGTTCCCAATGAAAAGACTCTGGTCTTTGCCAAAAGCTGCTCAAATCTACAGAGAAAC 
TACAGAAATGGGGGTTGGGGGGAGGCTGGGACCAAATCTAGGGTATTATAAGAGCCAAGTAGTTAGAAAT 
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TGCACTCTCTGAGGTGTGAGACAGCGCCTTTCAAAGTTAAACATGTTACTTTAAATGTACTTGCATCCTA 
AATGTTGTTCCAAGTACTAAGTAAATTACTTTATTAAATTTAAAACTAAACAGTAAAAAAGAAATTGTTC 
TGGATGTGGTTTTACTTCTGAGATTACATTTGTTTTGTTTTAATTGAAATTTTCCAGTGTGGGCCAGATA 
GTTTACAGGCTGAATAGCTTGCAGGCTGGTGAGCTCACTTGAATTTCTCAAGAACATTTGTTAAAAAAAA 
AAAAAAAAGAAAGAAAGAAAGAAAAATTCTCTCTGGCTGACCACTGTGGATAAGATGTTCCTTTTACCTC 
TTCCAGGCTTAGTCTGTATTGATGATTTTCTTCAATGGCCTCACTACAAAGTCCAGCAAGATCTTACACA 
CAAGAAAAAATGCTCAATTTCACTCACAGTAAGAGAAATACAAATTAAAATTACTCTGATTATTTTTCTT 
TCACTTACTTTGGAAAGGCTTGAT^ACATTGGATAATAATATCCTGAGTTGGCAAGGGTTTGCAGAAATAG 
GCACTCTCATACACTGCTTGCTGGAGTGAAAATTGGTAAGACTTCTATTAAGAAGTATTTAACAAGAACA 
AAATTATAAAAGCTCATTCCCTGACTCACCAGATTCTGCCTCTAGGAAGGCAGCCTGCTGATATACTTTG 
CACAATGGTAAGTCATACATGTATAAGGTAATCTACTATCAGCATGGTAATGGCAAAGGACTGGAAATAA 
CCTAATCACTCATCAACAGGAGATAATCAAATCAATTATGGCACACTTATACAATGGAGTAACACACTTG 
TGAAAAAGAACAAGGGAGGTGCTTTTTATGCTGCTATGGATTAACCTTCAAGCTATCTTGATATATGTTA 
AGTTTTTTAAA71AGCAAAGCACAGAATAAAAATTATACGCTAGAAATACCTCGAGAAAAATATGTGAGAA 
ACTAATAATAGTGTTTGCCCCTGGCGAGGGGAAGAGGGAGATGTGTTTGAGGGAAGCTTTTCCCTGTAGC 
CCCTTTTAAATTCTGAACAATGTTAATGTGCTATGTATTCAAAACAAT^AAGTTT^AAAATTGAATAAATAC 
ATAAGTGGAAAAAATGTTAGCATATTTCCCAAAATACATGGGTTGTTACAAATAACAAGTGAGAAAGTGA 
GAAGCTAATGGCGTCAGAGTAGAGGTCCTTACAGAGTATGTAACTGGGTCAAATACCAAGTAGTGCTCCT 
TTACATTTCAAACTTCTAATAGCTACAGATGAGCTTTTGGTGTAACTTCTGTAGGGGTGCATGTGAGCAC 
TTCACTTAAAACTATATATTATATATTGCATTTGCCTCTGGCCATAAAGCCATAGTTCAAAAATAACTTA 
GAGATATCCAATATACAAAACAAAAAATAAATAAATAAAAGAACAAGCAAAACAAAAAAAATACCCAAAA 
TGGAGGAGTGGGACAATATATGCAGTCCAACTTCTTTCCTAATTAAAAAATCCTGCAGCAATCTGTTATC 
CAGTCTCCAACTGAGTATCTCCCAAATGTGGGAGCTAATTATCATTTATGACAATTTATTACAAAGCCCC 
TTTCTTAGTTGGACCTGGTTCCCAGCTTTTAGATTTGTCTTTTGGACATAAATCAACTCTTTTTACTACA 
TGACGCATCAACTCTCTTTTCTATATATCAGCTTTTCACACAGTTGAAGATCATTTCCTCTTTTAGTATT 
TACTTCTGCAGCTAAGTGTCCTGAATTCATTGCACATTCTCTCTATACATTCTAATTTGTCTGCATTTCT 
CACAAAATGTGGCAATTAGAACTGAACAT^AGCATTCAAGATGTAGCCCAACCAGAAGAGAATTAAATGGA 
AGCTGTGTTTTCATCATCC TATTACCATGACTAATACAACC AAAAACTGAG CTAGATACAAGTTC TATTC 
TCCCCCTCACAGAGGAGGACTTTGAGGTGAAGTGACCCAGTGGGACAAGGAAACACTGCTAGAATTAAGG 
AGGATTAGGATTCTTTCATCACAAGGCCATTTGGATACACGTTTTCAGACACTCATTTATAATTCCAACA 
GAGGACTTCTGAGCTATCTTCCCCTTTGCCTCTTTGAAATCTACCTTCTTAAGAAAGGAATGTTAGACTT 
TCTCTGAACATCCTATCTAAATGTCTTTGGGGGCTCCCCCAAATCCAAGCTGAATTATTCTCTATCACAG 
CATCCTAATTGTTTCTTTCATAACATTTATCAAAATTTGTCTGGATCTTCATCTGATTCTTTTCCTGCTT 
ATTGTCTTTCACTTTGGCTAGGCTGTAAGCTCTGTAAGTAAGGTCAGGGCCTATATCCACTGTTTCCGTA 
GCATATAGCACAATGTCTGGCACATT^ATAATCGTTTTCAGTGAGTGAATGGGTGAATAAACGGTAGCTGA 
TAATGGAGTTAAGACTCTAACATCAGACAGAGCCCTAACACTGTGGACTGTGTATTCCTGGGCAAATGAC 
TTAAGTCCTCACAATCCATTTCCTCATTGGTAA7UVTGAGGAGCTATTAATACCTACCTCATAGACCTGAC 
ATGACATTCGGTGAATTGATAGGAAGTACACAAAATGATTTAGCATGCTGTCTGATATACAGGAAACACT 
CAATAAATCATAGTTACTGCAGCTACTGCTACTGTTCTAATTACCACCACATCCCACTCAGAGGCTGGCC 
ACTGAAGGATGACAATTAACTGTAACAGCTAGAGGTACATCAGCTGTTTTACCCAGCCTACCTTTCTTTC 
TTTTTAAAAAATTGTGATAAAAAACACATAACATAAAATTCATTGTCTTAACCATTTGTTTTTTTCTTTT 
GAGATGGAGTCTCACTCTTGTCGCTCAGGTTGGAGTACAGTGGCGTGATCTTGACTCACTGCAATCTCCG 
CCTCCCAGGTTCAAGCGATTCTCCTACCTCAGCCTCCTGAGTAGCTGGGATTATAGGCACCTACCACCAC 
GCAGGGCTAATTTTTGTACTTTTAGTAGAGACAGGGTTTCGCCATGTTGGCCAGGCTGGTCTCGAACTCC 
TGACCTCAGGTGATCAGCCTGCCTTGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAACCACCGCACCCA 
GACTGTCTTAACCATTTTTAAGTGTACAGTAAGGTAGTGTTAAGCACATTCACATTGTTGACCAACAGAT 
GCCCAGAACTTTTTAATCTTGCAAAAGATGCAAATACTATACCCATCAAATAACTATTCCCCTTACTCTC 
TTCCCCCAGCCCCTGGCAACTACCATACTACTTTCTAAGAGTTTGACTACTTTAGTTACCTCATATAAAT 
GAAGTTATATTTCAAGATGTAGCCCAACTAGAAGAGAATGAAAAGCAAGCTGTTTTCATCATCCTACTAC 
CACTACTAATACTACCAGAAACCTAGCTAGCTAAAAAAAGTACTTATCTTGGGCTGGGCGCGGTGGCTCA 
CACCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGTGGATCATGAGGTCAGGAGATCGAAACCATTTT 

34/88 



SUBSTITUTE SHEET (RULE 26) 



WO 03/007801 PCT/US02/23041 



FIGURE 1 (continued) 



GGCTAACATGGTGAAACCCCATCTCTACTAAAAATACAAAAAATTAGCCGGGCGTGCTGGCGAATGGCAT 
GAACGCGGGAGGTGGAGGTTGCAGTAAACTGAGATCGCGCCACTGAACTCCAGCCTGGGTGACAGGGCAA 
TACTCTATTTCAAAAACAAAAGAATTTCCTTTCATTTTAAGGCTAAGTAATATTCCATGATATGTATATA 
TCATATTTTATTTATCCATTCATCCACTGATGGACATTTAGGTTGCTTCCCCCTCTTGGTTATTGTGAAT 
AATGCTGCAGTGAATATGGGTGTGCAAATATCTCTTTGGGATCTTATTTTTTATTCTTTTGGGTATACAC 
TTTTTCTTGTTTAAGCTCTCCACAATCCTATGATGCTGGCAGAGCAGCAGAAATCACAGGAGTCATCAAT 
TCGTCTTTACCTTTTTTGATCCTGTCATCAAATTATCTTCCTCTCAAGCTCACTCCCTAGTCCTTTCTGA 
TAACCTCCTGGTTCCTCTATTTTCAAGTGAATTCAACAGGTCAAATTTAAAATTTATTTTACTTGTCCAA 
AAGGGAAGGAAGCTATTATACCTTTCCTATCCCTTTCTGTTGGAAGAACTCTAGGTTCCTCATCCAGAGA 
AGGGTACTGCCCCAGGTCTGAGCAGAATGAAGCTGCAGGTACTCAGGGTCTAAGCCCCCTGGAACAATAG 
AGGGCTATGGCTCTACCTTAGTCGGCCCAGGACAGTTTCTAAAATGTTTCCTTTATGAGTACTGTTTTGA 
ATGCTGTTAATATTTCATCAGGAAGTATCAGTTTCCCTTGACAGGTAAGATTAAGTCCTATTCACTGGGT 
TGATCAGCCTTATCATTACAGCCAGGATATTTCTCTGCAAATCCCCTTCCAATCTTATGCTGCCCAACTA 
ATGGGACCAACTGGATTTGCTCAATAAAGTTCTGTATTTTCCCAGAGCTCTTCATTTTCACATTATTGTC 
CTGGGGTGGGGGGCAGCAGAACAGAGATGTTGACAGCCAAATGGAAGATGCATTGGGAGGCTTCTGAAGA 
TACTTGTTCTGTCTTTGAGAAACCTTAGAGCATCAAGGTGAAGCAAAAGGAAAGGAGAGGAATAGTGCTC 
AGTACCTGAGCCTTCTCTAATCTAAAACGCAATTVAAGTCAATCATAAATCCTGAAAATGAGAGTGGCTGT 
GATGGTGCAAAATATAAAACTCCAACAACTATTTATCAGGAATGAAGTACATATATCTCCCTATTCGCAT 
CTCAGCCTTCCTCCTGCAATATGTGAGTGAGTGTGCATGAACCCACACTCACCAGTGATACACTCAGGAG 
AGTACTGGGGAAGAGTTAACTTCCGCTGCAAGATAGTTAGCATATTTATTTCCTTTCCATGAGACTTCAG 
GAGCCTAAATCAGAAGTTTCTAAGAGCTTCTCTTGATGTCATATATTCTGAGAATGGATACATCTAAGAA 
CTGATGTAATGTGTCTGCCATTATGAATTTGGTAAAAGTTCTATTTATCTGTTTTTAAACAAAAGGACTG 
CTTTAATGTTACATATTGGTTTGTTATTACATATTGGCTGGTTATTTGTTATTGGTTGTTTCTATGACAC 
ACTTGGACAAGAAAATTTCTAGTCCAAGTATATCATAGTGGTATTACTTGAGACACCACTTAAATCTCAT 
AAAAATAGAAAAGATCCCCTAACTGGCCTCTCCCATCTTCCCCCTCCCCCATGCCAGACTGCCTCTGTCC 
CACTTATTCAACTTCCTTGCTCATC71ATCTTTGGTGCATTGCAGGCCCCATTCCTTCCTCTCCTTCTGCC 
CAAACCACTTGCACCAAGGTCATCAGTCAAGTGGCTCTTTCCTACTCCTTCAAGTCTCAAACCACTCAGG 
ACCCAAAGGAAGTTAAGACCCACACCTCTATAACCTCTCCAAAGGGAGCAAACTCATGCCCAGGACTTTG 
CAATCTCCTCTACCCAAGAGATTTCCAAATCACCCTTGCCAGCCCTGACCTATCTACCAAGTTCCAAATC 
CATTACTTCCAACTGCCATTGATCCCTGCAGGTTTTAAAAAACTACATGCATAAATTTCTGGCTCCGTTG 
ACCCTGGCACTCACCCTTCCAAAAAACGAAACAAGCAAATAAAAAATATAGCCTAGGTCTACTTCCTAAA 
TCTTCATTTCACCTCTCACCATTTGTCTTAGTCCGTTCGGGGTGCTATAACAAAAACATCATAGACTGGA 
TGGCTTATAAACAACAGAAATGTATTTCTCACAGTTCTTGAGGCCAGGAAGTCCAAGATGAAGGTGCTGG 
CATATTCAGTGTCTGGTGAGGGCCTACTTCCTCATAGACAGACAACTTCCCACTGTCCTCACATGGCAGA 
AGGGACCAGGGAGTGTCTGGGGTCTCTTTTATAAGGCCACTAGTTCCATTCATGAGAGCTCTATCCCAGT 
GACCTAATTACCCTCCAAATGCCTCACCTCCTAAGACAATCACATTAGGGATTAAAATTTCAACACGTGA 
ATTTTAGGAGATACATTCAGTCCACTGCACCATACATCCAGATTTCCAAGCATACTTATTTTTTTCCTAG 
TTTCCTTTATTCACATCTCTCTTTTCTCTTTTCCCACATGAAATGTTAATGGTCTCGGAAGCACTTAACA 
TCTTTTCTTGGTAGAGGGACTTTTAGAAATTGTGGTAAAATACACATAACATAAAATTTACGATCTTT^T 
CATTTTTAGGTGGAGAGTTCAGTAGCATTAAGTATTAACACAGTCACATTGTTGTACAACCATCATCACC 
ATCTGCCTC<^GAACTCTTTGCCTTATAAAACTGAAACCTTACACCCATTAAACAATAACTCCCATTTCC 
TGCCCACCCCTGACTCCTGACAACTACCATTCTGCTTTCTGTCTCTGTAGATTTGGCTACTCTAGGTATT 
TTACATAAGTGGACTCATATAGTATTTGCCTTTTTATAACTGATCAATTTAACTTAGCATAATATCCTCA 
AGTTTCATCCATATTATATGTCAGGATTTACTTCCTTTTAAAGGCTGAATAATATCCCCCTGTATGTATA 
TACAACATTTTATCCATCTATCAATGAACACTTGGGTTGCTTCTACCTTTTGCCTATTATGAATAATGTT 
GCTATGAACATGGACATACAATCTCTTTGAGTCCCTACTATCAACTCTTCTGGGTAACTACCCAGAAGTG 
GAATTGCTTAATCACATGGTGATTCTATTTTTAATTTCTTGAGGAATTGCCATACTGTTTTCCATAACAG 
CTGCACCATTTTACATTCCCACCAACAGTGCACTGAGTTCCCAAGAGTTCTCCACATTCATGGCAATATC 
TGTTATTTTCTTTTTTTTTCTTCAGAGTTGCCATCCTAATGGGTGTGAGGCTGTATCTCACTGTGGTTTT 
GATTTGTATTGCCTAATTATATTAACGTTGAGTATTTTTAATGTGCTTATTCATTTGTGTATCTTCTTTG 
AATAAATGTCTATTCAAGTCCTTTGACCATTTTAATCAGGTTGTCTGGGGTTTTTTGCTGTTTTTGTTGG 
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GTTGTAGAAATTCTCTATATGTTCTAGATATTACCCCTTTATTAGATATATGGTTTGCAAGTGTCATGAA 

GCTTTTCTCCTCTGTCTTCTTCTAAGCATTTTATAGTTTTAGATCTTTTGTTTAGGTCTTCGATTCATTT 

TGAGTTAACTTTTATATATATGGTGTAAGGTAAGGATCCAACTCTATTATTTTCCATTAGATAGCCAGTT 

TTCTCAGCACCATTTGTTGAAAAGACTGTCCTATTCCCATTGAAAGGTCTTGGCATCCTTGTAAAAAATC 

ATTTGACCTTATGTGTGAGGATTTGTTTCTGGTCTCTCCATTCTACTCCATTGGTCTATATGCCTTCATT 

AACAATTTTTAATATTAAATAGATGTTGAAATAATATTTTGCATATATTGGGTTAAATATATTCTTAGAT 

TTTTTTTTTTTACTGTTTCAATGTGGCCCATAGGACACTTATCACGTATTGGCTCTCATTGTATTTCTG 

TGGACAGCACTGCCTAGATGCTTCAGACTGGAGCCACCGGGCAGTGTGGAGAGCAACAGCTAACGTCATG 

GGATTAGATGATCATCTGAAAGCTCCTCTCCTCTTGTGTTTATCATTATAGTACTTAGGGAGCAGGATAT 

CACTGTGGCTGAGAATTGAGGCTTCTGAGTCAGGCAAGTCCAGGTTTCT^AGACCTGCCCTGTCCAACACA 

GCAGCCACTAGCCATAGGTACTCATGTATGTACTGAGTATCTGAAATGTGGCTAATGTGAATTGAGATGT 

ACTGTAAATGTAAAATACAGACCAGATTTCAAAGACTCAGTACCAAAAAAAGTAAAATATCTAGTTAATA 

ACTTTTATATCAATTACATGTTAAAATATTAGTATTTCTGATAAATTGGGTTAAATAAAATGTATTATTA 

AAATTAATTTGACTTGTGTTTCTTAGTAGGCTATTTTTTAGATCAAGTTCACAGCAAAACTGACCAGAAG 

GTATAGATATTTCCCATATACCCACTGCCCCACACATGCATAGCCTACTCCATTATCAACATTCCCCACC 

AGAATGGTACATTTGTTACAACTGATCAATCTACACTGACACATCATTATCACCCAAAGTCCACAGTTTA 

CATTAGAGTTCACTCTTGGTGTACATTCTATGGGTTTGGACAAATTTATAATGATATGTATCTACAATAT 

TATAATATCATACAAAATAGTTCTACTGCTCTAAAAATCTTCTGTGCTCTGCCTGTTCATCCCTCCCTCC 

TCCCTAACTCCTGGCAACCACTGATCATTTACTGTCTCTATAGTTTTGCCTTTTTCAGAATGTCATATAG 

TTGGAATCATACAGGTATGTAGCCTTTTTGGATTGGCTTCTTTCACTTAGTAATATGCATTTAATCTCCC 

CCCATTGCTTTTTATTTTTTGACTTGTTAATTTTGATTTTTTAAAAATGTGGCTCCTAGAACATTTTAAA 

TGACATATGCAGCTCACCTTATGTTTCTGCTGAACATTTCTCAGCTTGGCATGGGCAGTTTTTCTCAGCA 

TGGCATCTTCCTGTCTTTCCAGTCACTCAAGTCCAAGCCTGGTTGTACTTGGTTTGCTGCAACCTAAACA 

CACCAGCCTCCTTGCCTTCACACATACTAGAGTTCCTTCATTAGAGTTTTCTTTAACCCCCTCCCTCACC 

TGAAGACTAATTCATGCTCAGACCCAATTCAAATACGACATCTTTAGTGT^AGCCTTTCTAAACTTCCACT 

GTACCTAAATCATTTTTTATAGCACATTCTACCTTATAATTTTTTTGTATGTGGCTGACTTTCTCTCCAG 

ATTGTGAAATCTTTGAATTAGGCCCCATGTTTTGTTCATCTTTGGGTCCTCAATCCTTAGTACAGAGCCT 

GACACATGGTAGGCAATCAGAGATGTTAAGTTAATAAATGAATAAAATGCAGGAAAATTAACATATCCTC 

TAATAAGAGATAACATATTCACTTAGAATCAAATAGCTTAGAAAAGAACCTCAAATGCCATAAACAAGGG 

TGTAAAATTCTATCAGCCAACAGCTAAAATTATTCACAAGCTAAAATTTGTATTCAGTCAAAGCAACACA 

TTAATCAATAATATTTATAAAGTATATCACAGTGAAAAGATGGTAAAGCACCTCCTAATGGTTAATGATA 

GTGATTGGCCTGGAGATGTGGAAACTAGCTATGGAAACTAGATGGTTAAAACAACCACATTCCGTACCAT 

TAGACGCTGACAGCCCAGACCCCACCAAAATAGAGGCAGTGAAACAGCCTTTGAAGTTGTTTTGAAAGGA 

AGCCACCAAGATGATTAAAGGGTTGGAAAATGAGATTTATGGGTAATGGCCACAGAAACGAAGACAATTT 

TGCCTAGGCAAGAGAAAAGGCCGAAGGGTGACTTAATAACCATCTTCAATCATTGTTATTACACAGAGAA 

TGATGACCAGATGGTCTCCATTTTCACCAGAGAAAGAATATTGAAAATGGACTTACGCTGCAGCATAAAA 

AAAAAAAAAAGGTCTAGTTTTAAACAAAGAACTCAATGGTTAAGAACTAGTATACAGCAAAGCAGACCTG 

GGGAGTGTGTGGTGTAGCCATGTCTGAACTCATCTGTTATGCTGGGAAAGCAGCAAGTGGGTAGGGTGTG 

TTCAGGTCTTCAACAGTCCTTTGTTGAGGGCAAATTCTCAACTGGCTAGTCCTCAAATGAATCACGTAGC 

ATACAACCACAGGAGTGGAAAAGAAAGAGATATGAAAATTGAAACACAGCACCCTCTGGTGTACATAGCT 

GTCTTCTAATCTAGGAAAATTCTTCTTTTTTTTTTGAGACGGAGTCTCGCTGTCGCCCAGGCTGGAGTGC 

AGTGGCGCAATCTCGGCTCATTGCAAGCTCCGCCTCCCGGGTTCACGCCATTCTCCTGCCTCAGCCTCCC 

GCGGGGGACTACAGGCGCCCACCACCTCGCCCGGCTAATTTTTTGTATTTTTAGTAGAGACGGGGTTTCA 

CCGTGTTAGCCAGGATAGTCTCGATCTCCTGACCTCGTGATCCCCCCGCCTCGGCCTCCCAAAGTGCTGG 

GATTACAGGCATGAGCCACCACGCCCGGCTGGAAAATTCTTGATATGTATCAGTATTTTTCAAAATGTAA 

GCTCCAAACCATGACAGAGTCAGGAGAAACTTACACAAGGCTGGTCTTAGGGTTCGTTTAATCGCTACAT 

CCATCTTTATCAAGCACCTGCGATGCATTTCTCCCTGTTACCAGGAGGTACCAGGAAGCCTGTTACACAA 

GCAACCTCAACTTCTGCCTATAGCAAACTTGGATTCTTCCCAATCACCTTTTGAATGCTGAATTCAGACT 

CTGATACAACTAGCTGGCACATGACCATGCAATGCTGAGACATGATAACATCTGCCAGATAATGTGAATT 

TTGCCCTGTGTTCAGGAGTACATTACATATAAAAGTTAAGCAACACCTAAATGGGGGTGTTCCCTTAGAC 

ATTCTCCCTGCTATGTTGTGGTGTATACACCCTTCTTTACTGATCTCTGTCTGCCAAATCCCAGCCGGCC 
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ACTTTTTACATCCTCCTAGGCTTTATGCTGCAAAACCTTCCTAATATCCTTTTAAGTACAAAAGACATTC 
AATGAGCTCAAAAAGTTTGAGACCCAATCAAGAATCTTTTGCAGCCCTCTCAGTATCTTTAGCCATCTTG 
TTGCCAGATGGGAACTTCATTCACATGACACACATACTTCCTTCATGTGACTCACCATTGCTAAGCAACT 
GGTATGTCCTAGGTGAATAAAACATATGCCCTGTGTCTGAGATTCACAGTGCAGTAGGGGAACATGGATA 
GATACGGGTGTAAATAGATCAGCTGAAGCATGAGTTGAAGCTCAAGGCTCTACATGCCAAGAACAGAGGA 
AAAAGGCAATGGAGAGACCGGACAAGAACTATCAGGACATCAGAACAGAACTTACATCCTGTGAGAGCAG 
GACTTATGCTAAAAACAAGTCTTAAAGGATGAAAAGAAGTTGTCC^GGCAGAt^AGACAGGAATATGTAT 
CATCCTAGGCATAAAGTCCCAAGACATGTCACCTTTTGAAGAATGGAGCCATGTGGCACACTGTCCTCCA 
GTCCCAAAGGTCTCCTTGAAGAGACATGAAAATCCCACCTGAAGAACTCACCCTTGCAGATTGTACATAG 
CACAGACCTAAATGGCAACAAACAAGCAAACAAAAAACGCAGTACAGACTAGGCACTGATCTGATGGAAG 
CGAGACAGGCTGGAGTAGCAAAGGGTCTGACTAAGAAGCTTAGGAGGAATTCCTCTGATACCCTTCTTGG 
TGCCCCCTCCCCAGCAACATCTAACAGCCTCACTCGGGCCCAACTTCCCTGTTGCACTGGTGGCACTGCA 
TTGCAATTGTGGGTACAAGATTCCTCCCCCACAAAACTGTGGGCTGAGGCAAGAGTTCTACCTTTTTATT 
ACTACGCCTCTGACACTCAGCACATATGAAGCACAAGCAAAATTTGATGACTAAGCTAAGTAATTAGTTC 
ATATGTGTGATTAGGGTTTGAAAGGGCAGAACCTTGGACCTATGATCCCAAATACCTTTGTCTATCTAGT 

ATTTTATACACATAAACCAACTCCTACCCTCAAATCAGGGAAAAGGGACAGATATTCCTGTCCTCAAGTT 
AAGAGTGACCTATGTCAAAGTGAAAAACAACTAAGCCAAAAAGGTAACAGGGAACTGGCTTCTTGAGCAC 
TCAGAAGAATTTGAGATTACTGCCTCGCGAGGGAAAAAGGGAAACCCAACCCGATTACAGTGTAAAAATA 
GGTCACTGCTTGAATACAGCCCTTTGGTTACTGGCTGCAAGCCCCTTTTTGCTTTTGACTCCAGTGTCAC 
AAGAAAGTGGCAGCATAGTCTTAGAATAAGGGCTCCACAGCCAGCTGGCTGCTCGGCCAGGCCTTCCTGC 
TGGCATTCTAGAAGCAGCATGCAGGGCCAGGCACCTACTGGGGAGCTCAGTAAGCCTTTGTCACTGCTGA 
CATGAAATACAAGAGTTGGTAAGTTTCTTTGGTTTTGTTTTGAACAAACTGGCAGATAGTTCAAGGTTGT 
CCTTGTAAGTCTCTCTCACTTGCATTCAGCTATACATTGTTTAGTAGGAAATGAGTATAGTTCAGCTAGT 
TCACTTATCCCCATGCCAAACCAGCAGGCAGCCTCTTTTCCATGAGAGACAGTTATAATTTTGAATTATT 
GTAATGCTGTACTTGCAGCAAACTCGGTGTGTGTGTGTGTATGTGCACACATGGCTGGGAGTGGGGGGTA 
GTGCCAAAATGTTGGTTCTATGGCAAACAACAACAACAAAACAAACAAACAAAAAAACCGGCTGTGTATA 
GCTAAAAAACATGGCCAAGAAAAAGGTAGAATAGAAAACATGTTTTATTATCCTGATACTAAAGCCTGGC 
AGAGACACAATAAAAAAAGAGAATTTTAGACCAATATCCCTGATGAACATCGATGCAAAAATCCTCAATA 
AAATACTGGCAAACCGAATCCAGCAGCACATCAAAAAGCTTATCTACCATGACCAAGTTGGCTTCATACC 
TAGGATGCAAGGCTGGTTCAACATATGCAAATCAATAAATGTAATCCATCATATAAACAGAACCAAAGAC 
AAA7\ACCACATGATTATCTCAATAGATGCAGAAAAGGCCTTTGACAAAATTCAACAGCCCTTAATGCTAA 
AAACTCTCAATAAATTAGGTATTGATGGGACGTATCTCAAAATAGTAAGAGCTATCTATGACAAACCCAC 
AGCCAATATCATACTGAATGGCAAAAACTGGAAGCATTCCCTTTGAAAACTGGCACAAGACAGGAATGCC 
CTCTCTCACCACTCCTATTCAACATAGTGTTGGAAGTTCTGGCCAGGGCAATCAGGCAGGAGAAGGAAAT 
AAAGGGTATTCAATTAGGAAAAGAGGAAGTCAAATTGTCCCTGTTTGCAGATGACATGATTGTATATCTA 
GAAAACCCCATCATCTCAGCCCAAAATCTCCTTAAGCTGATAAGCAACTTCAGCAAAGTCTCAGCATACA 
AAATCAATGTGCAAAAATCACAAGCATTCCGATACACCAATAACAGACAAACAGAGAGCCAAATCATGAG 
TGAACTCCCATTCACAATTGCTTCAAAGAGAATAAAATACCTAGGAATCCAACTAACT^AGGGATGTGAAG 
GACCTCTTCAAGGAGAACTACAGACCACTGCTCAATGAAATAAAAGAGGATACAAACAAATGGAAGAACA 
TTCCATGCTCATGGGTAGGAAGAATCAATATCGTGATAATGGCCATACTGTCCAAGGTAATTTACAGATT 
CAATGCCAACCCCATCAAGCTACCAATGACTTTCTTCACAGAATTGGAAAAAACTACTTTA7AGGTCATA 
TGGAACCAAAAAAGAGCCCGCATTGCCAAGTCAATCTAAGCCAAAAGAACAAAGCTGGAGGCATCATGCT 
ACCTGACTTCAAACTATACTACAAGGCTACAGTAACCAAAACAGCATGGTACTGGTACCAAAACAGAGAT 
GTAGACCAATGGAACAGAACAGAGCCCTCAGAAATAATGCCACATATCTACAACCATCTGATCTTTGACA 
AACCTGACAAAAACAAGAAATGGGGGAAGGATTCCCTATTTAATAAACGGTGCTGGGAAAACGGGCTAGC 
CATATGTAGAAAGCTGAAACTGGATCCCTTCCTTACACGTTATACAAAAATTAATTCAAGATGGATTAAA 
GACTTAAATGTTAGACGTAAAACCATAAAAACCCTAGAAGAAAACCTAGGCAATACCATTCAGGACATAG 
GCATGGGCAAGGACTTCATGTCTAAAACACCA7VAAGCAATGGCAACAAAAGCCAAAATTGACAAATGGGA 
TCTAATTGAAGAGCTTCTACAAAGCAAAAGAAACTACCATCAGAGTGAACAGGCAACCTACAGAATGGGA 
GAAAATTTTTGCAATCTACCCATCTGACAAAGGGCTAATATCCAGAATCCACAAAGAACTCAAACAAATT 
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TACAAGAAAAAAACAACCCCATCAACAAGTGGGCAAAGGATATGAACAGACACTTCTCAAAAGAAGACAT 
TTATGCAGCCAAAAGACACATGAAAAAATGCTCATCATCACTGGCTATCAGAGCAATGCAAATCAAAACC 
ACAATGAGATACCATCTCACACCAGTTAGAATGGCAATCATTAAAAAGTCAGGAAACAACAGGTGCTAGA 
GAGGATCTGGAAAAATAGGAACACTTTTACACTGTTGGGGGGACTGTAAACTAGTTCAACCATTGTGGAA 
GTCAGTGTGGCGATTCCTCAGGGATCTAGAACTAGAAATGCCATTTGACCCAGCCATCCCATTACTGGGT 
ATATACCCAAAGGATTATAAAACATGCTGCTATAAAGACACATGCACATGTATGTTTATTGCGGCACTAT 
TCAC^TAAC^^GACTTGGAACCAACCCAAATGTC(^CAAAGATAGACTGGATTAAGAAAATGTGGCA 
CATATACACCATGGAATACTATGCAGCCATAAAAAATGATGAGTTCATGTCCTTTGTAAGGACATAGATG 
AAGCTGGAAACCATCATTCTCAGCAAACTATCGCAAGGACAAAAAACCAAACACCGCATGTTCTCACTCA 
TAGGTGGGAATTGAACAATGAGAACACACAGACACAGGAAGGGGAACATCACTCACCAGGGCCTGTTGTG 
GGGTAGGAGGAGTGGGGAGGGATAGCATTAGGAGATATACTTAATGTTAAATGAAGAGCTAATGGGTGCA 
GCACACCAACATGGCACATGTATATGTAACAAACCTGCACGTTGTGCACATGTACCCTAAAACTTAAAGT 
ATAATTAAAAAAATAAAATAAAATAAAGAAAATATGTTTTATTAACAAACAGCATATTTTATAATGGCGG 
TGATCAATATTTATTAAACACAAGGTTCTAGAGGGCTCTTCTGGTAGGATAATTCTAAGAAAGAGGTTCC 
AGATGTCAACTTACATATTCCCTTATAAAACACAGCCCTGGCTTACACAGTATCTGGTGTACATGTCTCT 
TCTCTCCAATGAACTATAAGATCTTTGAGGTAAGGGTTCAGTGCTGCACCACTCAGCTACACTAATGGCA 
ATGTGCACACAGTGAGCACTCATTAAATACATCAGTTACAGTTCACTTGCAGTTGCTTGCTTACTACCAA 
AAACCGGGGTCAATCATTATAAGCATTCCCATCCAACACCC7\ATTTGTTGCATGGGGAATGAACTTCAGT 
TTGGGTCCCTTGCTATTAAAGCACTCAATACCCATTATTTGTTTGCATTTATGTCGAACTCATAGATGCA 
GGATCTGAAAAGTTAAATGAAGCTTAACATAGGCATCCAAATAAAATTAATTAGAATTTATATCTCAACT 
ATTTCTAACAGAGTTTGAGTAACAAGACTCAACAGAAGGAAAACAGGGTAATAACAGAGACTAAGAGGGA 
AAAAAAGGAAGGCAGCAGGGAGTGAAGGCTGGAGAAGAGAAGAAGGAAGGAAAAGAAGGAGGGACAGAGG 
GTGGAAACATCTATCTAAGCAAGAGCTTCTTCCTCAAGTCAAAAATTTCTGCAAAAAACAACATCTTTTT 
GGACAAATTTACATGATGCTTCTAACATCTGCTCATTGTGAAAAATGCAGGATAAAAACCTACAAATTCA 
GTATTTTTAGTATTTTTATCTAAATTTATATTTCATCAAAACAAGATAAATTTGAAAAATATTAATACAT 
ATATAGGCAAGACATTTCCTTACTTTGCGGAAATATGCTCACATAAATAATCCATTCTTTGCCAAAATAG 
AGCCCTTCCAACACCTGTTCCCCAATCTCC^GGCAGGGTCTTGGTCCATGGGTTAGAATCACTAAAACA 
CACAAAATACAAGGAAATGTATCTATTAAGCACCATTTGGATTCTAAGATGCAAGTAAGAAACCTAATTT 
GAAAGGGCTTACATAATAAAGGTGGTTTGCTGGCACATGCAAATGGAAAGTTCAGCGGCTTCAGGTTGAG 
TTTGAGTCAGTTGCTCTATGATGAAAACAAGGGCCTATTTTCTCTCTCTTTTTTTTTTTTTTTTTTTTTT 
TTTTGGGAGACGGAGTCTTGCTCTGTCGCCCAGGCTGGAGTGCAGTGGCATGATCTCGGCTCACTGCAAG 
CTCCGCCTCCTGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGGCTATAGGCGCCCACC 
ACCATGCCCCGCTAATTTTTTTTTTTTGTATTTTTTAGTAGAAACGGGGTTTCACCATGTTAGCCAGGAT 
GCTCTCGGTCTCCTGACCTCGTGATCCGCCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGC 
CACCGTGCCTGGCCAATAAGGGCCTATTTTCTTTCTTTCTACTTCGTCAACCACATCCTAGGGGTAGCTT 
CCCTCGTGACAGCAAGGTAACTCCAGCAGCCCCAAGCTTCATGTCCCAAACATCCAGAAGGACACAGAGA 
GAGGGCCGTCTTGGGGAGGTCTATCAGAAGACTGAAGAGCCTTCTTCCCAAAGTCCTCAGCAAGCATGCT 
GGTGGCCTGCACAGGTCACATGCCCAGCCATGAACAAACCTCTTGGCATGACTGCCACTGGGTTAATCAC 
TGTGCAACAGGTGTGGGGTTTACCTGACTGGGCTTAAACAATCAAGATCCATCCCTGGAGCTGGGGGTGG 
GACCAATCCTTCTCCTACCAGAAGACAGAAACAAACATTCCCTGTTTCCTATGGAAGGGACTGGGGAGGG 
AGGGAGAAGAGACATTGTGAGAAGGGGAACAATTAGAATGCCCTCCACCCTTCACCTGGCACTGAATTTG 
ACCCTGTGATTCCCAGTATCAAGGGAAAATATGGAAATGTATTTTAAGTGACACTATTTTTATCGTTTAA 
CAAAGACAAATGTTTATTCTTATACAGAGATAAATTCTTTTGAAGGGAAACCCAAGGAGAAGAATGTCTT 
GGAACTGTGTTTAAGAGAAAATAGGTAAAGCAGGAGGCTTAGTTTGGAAAGATGCAGTCACACTCAATAG 

TGGCTCACTGCAACCTCTGCCTCCCAGGTTTAAGCGATTCTCCTGCCTCAGCCTTCCAAGTAGCTGGGAC 
TGCATGTGCATGCCACCATGCCAGGCTAATTTTTGTATTTTTTTAGTAGAGATGGGGGGTTTTGCCATGT 
TGGCCAGGCTGGTCAACAGGCCATTCCTACATGGATCCTCCAGAAGGCAGAGCATGGGACAGTAAATCAT 
ATCATAATCCAGTGAAGTTACTTTGGCAGAGGGCTGAGATGATATAGCTCAGATGCTTTCCCTTCAAATC 
ATCGAACTTACTGCAAAGAGTAGTAACTCACATATCTTAGAACCCCTTTTTTAATGTTTATTTTTGTAGG 
TACATGGTAGGTATATATATTTATGGGTTACATGAGATATTTTGGTACAGGCATGTGACGCATAATAATC 
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ACATCAGGGTAAATGAGGAATTCATCGCCTCAAGTATTTATCCTTTGAATTATACTGTTATTTGTAAATG 

CCACGAACCATCCCTATTTCCCCCCCGTCACTCACCCTACTACCCTTCCCAGCCTCTGGTAACCATCCTT 
CTACTCTGTATCTCGATAAGTTCAATTCTTTTAATTTTTAGCTCCAACAAATAACTGAGAACATGCAAAG 
TTTGTCTTTCTGCTCCTGGCTTATTTCACTTAACATAATGACCTCCAGTTCTATCCATGTTGTTGCAAAT 
GACAAGATCTCATTCTTTTGTATCGTTGAATAGTACTTCATTGTGTATATGTACTACAGTTTTCTTTATC 
CATTCATCTGTTGATGGGCACATAGGTTGCCTTCCAAATCTTGGCTATTGTGAATAGTGCTACAATAAAC 
ATAAGTATGCAGATATGTCTTCGATATACTAATTTCCTTTTTGGGGGTATATACCCAGCAGTGGGATGGC 
TGGATTGTATGATAGCTCTATTTTTAGTTTTTAGAGGAACCTCCAAACTGTTCTCCACAGTGGGAAATTA 
CATTCCCAGCAACAGTGTACAAGGTGTCCCTTTTCTCCATATCCTCACCAGCATTTGTTACTTATTGCCT 
GCCTTTTGGATAAAGGTCATTTTAACTGGGGTGAGGTGATATGTCCTTGTAGTTTTGATTTGCATTTCTC 
TGATAAATGATGCTGAGCACTTTTTCCTATGCCCGTTTGCCATTTGTATGTCTTCTGAGAAATGTCTATT 
CAAATCCCTTGCCCATTTTTAATGGGATTATTAGATTTTTTTCCTATCGAGTTGTTTGAGCTCTTTATAT 
ATTCTGATTATTAATCCTTTGTCAGAAAGGTAGTTTGCAAATATTTTCTCCCATATTGTGGGTTGTCCCT 
TCACTTTGTTAATTGTTCCCCTTGCTGTGCAGAAGCTTTTTAACTTGATGTGATTCCATTTGTTCATTTT 
TGCTTTGGTTGCCTGTGCTTGTCCAGGTATTACTCAAGAAATCTTTGCCCACTTCTGTTTCATGGGTCTA 
TGTGTCTGTTTTTATGCCAATATCATGCTGTTTTGGTTACTATAACTCTGTGTATAATTTGAAGTTAGGT 
AATGTGATTCTTCCAGTTTTGTTCTTTTTGCTCTGGATAGCTTTGGTTATTCTGGGTTGTTTGTGGTTCC 
AATAAAAATTTTTGAATTGTTTTCTCTATTTCTGTGAAGAATGTCATTCATATTTTGATAGAGATTGCAT 
TGACTCTGTAGATTGCTTTGGGTAGTATGAACATTTTAACAATATTTATTCTTCCAATCCATGAATTAGA 
CCCCTTATGTATCATATTTATAAAAGTAAGCTCAAGCACTTTAAAATCATGACCTCTAGAGTGTTTTAAA 
TTACTGTCATTATCAGATTATCCTCTGAGTGTGCATGTGTGTGTGTGTACATGTGTGCACCTGTCATTAT 
TTCAAATTTTAAAATATTTGAGTGCTACTAGATGCTCAGCTCTAAGAGACAGGGTACAAGGAGGAAGAGT 
TCAAAACTATAGTTGTCTCTGCCCTCAAGAAGTGTAACAACTACTACTACCATCAACTGGATAAAATTAT 
AGGATGTCAGGCACTGTGCTTTACATTTATTTTCTCATTTAATTTGATCCTCACAATAACCCTATGAGCT 
AAATATCAACTTGATTTTCCAAATTGGGAAACCAAGGCTTGAATGGCTAAGTCATTTGACTCAGTCACAC 
AAGCAACAGGCAACAGCAAGGATTCAAAGCCAGGTACTCCCAATTCCAAAGCCTAGATTCTTAACCACAG 
CACATCTGGCTGACAAGAAAACACAAACATCCATTAAGGGTGAGGAGTAGAAAGAGTATATTTACAGTGA 
AGAGCTAAGTCCTGAGATATGGAGTAAAGTGGCTTAGGAGAAATCAAAGAATGCAAATAGGGTGAGGAGG 
AGCCACATACACAGCTGTTAGCTTTGTGAACCCTGTGAACACTGATGCCTAACTGATCAAACACAATCTG 
TCTGCTGGCCTCTGACCCATGATCTACTAGTGTACTATGTCTTTAGCCACTGACAGAATGGAAAACCAAT 
GACGTTTTGACAGGCCTTAAGACCTTTCAAAGTTATCTCCAAGGATGGAATCAGCTCTTTCCCTGATGTG 
GACAGACTTCTATTCTGTTCTAGACATAAGGCCATATATGGAGGAAGTTTGAAATCCTCTGGCCAAATAC 
TAGATAGTACTTCCATTGTTTAATAATTAAGTGATTTTTATAACCCTATCCCTAAGAGCATATGGCAATT 
GTCTTTGCCCACAGGATCAACTGTCACTAACCTTTTAGCTTGGTGGAAAAAGCTAAATGTCTTATAATGT 
CTAAAAAAATGTAATACCACTTCCTCTGTGCTTGTCTCCATGTACCAGGAAGTCGTGGGTCTAAGTGGAT 
GTGGTGTCCCTCTCATGCCTCAGCAGTCCCTTTACAAAGCAGCAGACTTCTGGGTACCCAGGTCGGGGCA 
GACCTCCCAACCTTCAGGGTATGCTTCTAGGTTCCCAGTGCTCCAAGAGAGGGAGAAATACTTCCTCTAT 
AAAATAATGGGGAGTC^GAGGGATATGGGATTTCCCTTTGCTTCCATGAAATTAGGAGAAAGCACCAACA 
CTTTCTAGTAATTCCACAGTGAATAGGATGTGCTACCAGCCCAGCATCAGTAGGGCTTCTCTTCATTCTC 
AAGAAGTGTAATTACCTGACGTGGCTGCCTGGAATTAAGATTGCCGCTATCAAGGTAATAAGAAACAGTT 
CCATTCTTCCCCATGAGCCAATTATTATCAGGGTCACATCTGGAACCTTGGCTTCATTTTCCCGATTCAA 
TCCATATTTGAATGACCACTATGGACCAGGTTCTATGCTAACATCTCACTGACTCAAACAGTCTTAGGAA 
ATGGATATTATTTCTGTCTTACCTATGTGGAAGCTAAATAAAGCTCAGGAAAGTTATATCTTTTGTCACA 
GAGCTGGACAATTATAGTTGGATACCAGACTGAATCTCCTGACACTATGTTCTGGGCTGACTCCACTATG 
TGCCACTGACTCCCGTAGTGCTGAGGTTTGGGGCCTTATAATATTATTATTATAATAACAATACATGGGA 
TTTCAATGGTCATCCTCATAATCAAGCTCTTACTCTACTCTCAAAGGAGAAAGAACATATCATGTTGAAG 
GGGGCTATTAGAAGGCAAATGTGGTAAGTGCTGCAATGAATGGACACAAGCAGTTTAGAAACCCTATGAC 
GAGGATCAACTCTGACTGGAGTGAGGATGAAGGAAAACTTAAGAGATGTGAAGCCATCCACTGGGGAGGA 
GATGCTTTTGAGGTTAACAGAAGCTCTTAAACACAGAGTTGGAAGCAGGCAAACACTAAGGGATTCGTGG 
ACCACCTCTTACATCAGGGTTTCTCAATCTTTTTATTGACATTTAGGGCTAGATAATCCTATGTGCTGGG 
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GGGCTGTCCTGTAAATTGCAGGATATTTAGTAACATCCCTGACTAGATGCCCACTAGATCCCAGTAGAGC 
ACACTGTCCCCAGGTCATGACAACCAAAAAGTCTCCAGACACTGCCAT^ATATCCCCTAGGGGACACAGTT 
ATCCCTAGTTGAGAACCAGTGCCTTTGGTGAAGATGTGCCAGAAACTGGGGATTGGCTAAATGCGGAGGC 
TGGGGAGGTGCAGAGCAAGAACAGGAAGCCATGAACCAGATAGGAAAGAGGGACAGATGTGTGACTCAAG 
TCCTCTCAGCAACTCCCTCAGGTATGGACTCTGACTACCTTAAAGCAAACGGAGGGTCAGGCACAGTAGC 
TCACGCCTGTAATCCTACCACTTTGGGAGGCTGAGCCAGCAGGATCACTTGAGCCCAGGAGTTCAAGTCT 
AGCCTAGGCAATAGAGTAAGGCCCTGTATCTGTTTTTTAAAAAACACATATTTAAAAAAAGACAAATGGA 
GGCAAATAAGATCCCATGATGAGGGCCCTTTGATGAATGTCCAGTAGGACCCTGATTGGGAGTAGGACAT 
TTATAAGTGGAGAGGATGGATTCTAGACCCACGCAGCTTGGAACAGAAAAACCCTTACTCTCTTTCTCCT 
TTCAGTAAATCAAAGAAAGAGAAGACAACCAGGGGGAATGCTAATAGAATAGTCATAATGAACCTGGAAT 
TCCCACGCCCATTTGGGAGGATTGGAGAGGAACTGGATAAGGAGAAATACTGATGTGTGTTGTGTCTGTG 
ACTGCAGTGCCATCCTTACCTTCTCGGCCATCTCCTATTCCCTCACCTCTCACCCTTGGAAGGGTTTTGG 
CCCAGGAAAAGCAAAAGGAGTTGGGATACTTACTTCAGGGAGGGAGGAAGGAAAGAAAAGAAGGGAGTAG 
AGATGAGAGAATTCTGAGGTTCAAAAGATATCTATTGACAGTGTTCACAAAAAGGACCATGTTTCCCAGT 
AAAAAGAAAACAAGGTAAAGCTGAGGCTGGGGATGGGGGTTGAGGAAAGGGAAGGGGCCTACAAGTAAAT 
GTTTACAAAATGCCCACTGAGTGTCAATTCTGGGCAAGGCACATTGCATGAGTCACCACCTTCAATTTTC 
ACAGCATCATGTAATACCTATATATGAAGTGGTTATAACAAGCTCCTTTCTATAGAGAAGGAAAGTGAGG 
TTCAGAGGCATCTTCACAGACTGAGGGGACTCCCAGCGTGGCCAGGGGCTTGTTTGGCAGACTCCTCCAT 
GCTGTGCCTCCTCACACTTCAGCACCCACAGCCTCTTGCCTCATGCAAGCTGTAGCTGCCTGCTTGTCTG 
TTTGCTCTGCAACATTAGAGCAGAGGGGCTCTAATCTGTGTCAGGTGCTGTGCTTTGAGTTCTGTGACTC 
TAGTATTTCCTTATGTGCCAGGCACAGGCCCCAGTGATACAAAGAAGGGAGCAAGAGTTAACGCTGAGGT 
GAACAAAGGACCCATGGAAGCCCAGCTGTGTGAATTTACAGCACAACTAATGAGCACACCCAGTTACATA 
ACTGCCTCTCCTGCTCTGCTCCTATGCTCAGCAGCCACTAGAGGAAAGCAGGGCTGTCTTTCTTTTCCTG 
TGCTATATATAATTCCAACTGTTTGGGCAGGGAAATGTGCTACAGCTCCACAGCTCAGTTACATTAGATC 
TTAATTTTTTCTTAAAAACCTAGCAATTTCTAACAGTGATGCCACAAAGATAATAATACAGTAATCTTAA 
GATTGAGATACTTTACCCACATTTCCTGCACTTTTCTACCTTGAAAACACTCATTATTTCTGGTTCCACT 
TTGAGAAGCAGCAAGCAAGGAAAGGGTGAAAATGTGAGATGCTGAAGAGACAGCTTGCAACATTCCATAA 
TTACAGCCTTCAATGCTGGAACCTCAAGTCTCCAATATCAAATGGAACAGTACTTCCCCTTGGTATCTAA 
CTAGGAGCTGATCCATTAACCAGGAATATATTTTTGATATAGAGTAGGCCAGTTTTGTTTCTGGTTCTTT 
TGCATCTCCTTTCCTAGGCCCTAAACACAGACTCCATGACCTCATGACAGTAGAATGAATGCTGCATAAA 
GAGAATCATTCATTCGTCCTGGGACTTCACTGAAGATGATTTTTGCTTAGTAAGCCTCTTCTTCAGATAT 
AATACTAAAAGGTATGTTTTCTGAGACCTATTA7^AGCACACATTTACTAAAATTTACATTAAGTTCATGT 
CAGTCCTAAAAGGTTCTCTAATTTCTGAAAGCCATAGTCTGTTATTCTAATGTGAATTGTTACACACACA 
TACAGACACACCTTGAACATTTTAAAATTACATTTATTTAAGCATACTCAGTGACTCATACTTTTTGCCA 
ATTTGGTTGGGCTTTCCCCTAAACCAATTCTTCTAAAATGGTGAGACTTTAACAAATAAAATGATATAGC 
TGATATTTTCATAGGGTAATAGGTTAAGAAGAAAAAAATCCAGGCTTTTGAAATACTAATTGTATTAGCA 
, TTAATACTAATACCTAGGCCAGGCGCAGTGGCTCACACCTGTAATCCCAGCACTTTGGGAGGCTGAGGCA 
GGTGGAACACTTGAGGTCAGGAGTTTAAGACCAGCCTGGCCAACATGAGGAAACCCCATCTCTACTAAAA 
ATACAAAAATTAGCCAGGCGTCGTGGCACATGCCTGTAATCCCAGCTACTCGGAAGGCCAAAGCAGGAGA 
ATCACTCGAACCCAGGAGGTGGAGGTTGCAGTGAGCCGAGACTGTGCCACTGCACTACAGCCTGAGGGAC 
AGAGCAAGACTCCATCTGAAAAAAAAAAACCAAACAMCAAACAAACAAACAAAAAAAACTAATATCTAA 
ATATTAGCAGTACTATGATTTATAGACATGAACTCTTATAAAGAGTATGTATATGGCTGGGCATGGTGGC 
TCATGCCTGTAATCCTGGCACTATGGGAGGCTAAGGCTGGCAGATCGCTTGAGCCTAGGAGTTTGAGACC 
AGCCTGGACAACATGGCAAAACCTTGTCTCTACAAAAATACAAAAATTAGATGGGCATTGTGGCGTGCGC 
CTCATGCCTGCAGTTCCAGCTACTTGGCGGGGCTGAGACAGGAGGATTGCCTGAACCCAGGAGGTCGAGG 
CTGCAGTGAGCCAAGATCATGCCACCGCACTCCAGCCTGGGTGACAGAGGGAGAACCTGTTTCAAAAAAG 
AAAGACTTGCTTAATACTGGGCAGCTCAGTTATAGCAAGTACTAGTCAAGGGTGGCATGTCACTGTGTTC 
AGAGTTGGATGAACCTGGGTTCTAATCTGGACTCAGCTACTTCCTAGTGTAGGTCATTTGGGTCTTGGGC 
AAAGTATTGAACCTCCCAAACCTCAGTTCTCTTTTGCACAATGGAAATCATCTGAATATAGACAAGATAG 
GGCCCACTATAAAAATTAAACAAGATAGTCTGTGTGGAAGTATCTTTAACAGGCATTAAGTGCCTGTTAA 
GTGTCTTTAACAGGAGAATTAAGTAGCATGTTCAGGCTTTTTGCCTCCTTCCTCTTCCCCTCCACTCCCC 
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AGTGACCAACTTGCACCCTGAGTAAGGTTTTGCAGCACCATCCTTCTCCTGTGGCTTGTAAACCTCTGCA 
GTAACTTCAG(^TCTA(^CTGCCTGCACCCTGCCCTCCCTGTATGCTCCCCTGAATCACAlACCATATTT 

gcctttctagagcacatatcattgtcttcagtgattccctgcaggacaaagtctgcccacttcagcctgg 
tatcatgatcctgtcttagtctggtccaacccaccctttctgaacagttccttacaaacccacatcttcc 
tacctcaactctgcctaggccattcccctgcttcaagctcttacagagcctcccatggcctacagtataa 
attcctt^actgtttcaggtggcatttgagaccgatggtatcaggtccctgcgcctctccagtttcactgt 
ctgctactcgtttccctccttatactttacacccaagcgtaaatctacttatagtacctgaaaccccatg 
ctgggtcatcactcttcagctttacatatactcctctctttgacgagaatactcttctcatccatttggc 
aaattcttcaacagacttcaaacctctctcaaatgcctctacttctgtggtacagtctgtccagaactgt 
gtcttgtacatttttctactactttgcacctgtgcctgtcatacaacgatttctccagtttctccggttt 
tttttttgtaattcactgaccattattaatgtcttctctgctaaaagtataacaacactcagctttgcac 
agagcagttacttgggaaatgtttgcattgctgaacacaggcagcttccaatctcatgggaacatcaaat 
gaaatgcagaggatacatgctatacaacacagtcaagaggactgaaagcaggcagcaggagaattccaca 
atattcctgttta;^\atgttaaaatgttggtggctgccagagctcaggaaaagaaaatttttttatgtgg 
ttacagctcactctaacgagtcaattacattgacctaaagcccatggtgctcaaaactgtatttctctct 
cou^aacctcattcttttataaagctccctcctctgtggaatgaatgtgggcaatcgcttttgcagtgtt 
tgacgatgccagtttatggctatgtttttctgttcactgaactggctcatttcttcaggagaacaaactg 
ttctccactgaagcaggaattggctgggttctaacaaaaagatttttcccccctgacagtgtttttgcaa 
aagacccaagtcaatttatagccaagtaacaaaaggtcagaaaggttagtcaagcaatgggcgtaattcc 
tgtgtgtcacagccaataaaggaaatgggtggggataaatagtatgcaattttaacctgaaattatttgt 
gcaaaactattcttgtaaactatacaaaattacccatgacttccactatataggatttctcactctgatt 
tttttaaaggtacatttactttggaagaactgagatgacctcaaattcctcattcacaaatggaaaatgt 
taaaaactttcttcacactaatataagaaaaacttggtcattgttttgcagccctgaaacagaattgttc 

ACATAAAAAAAAAAATCTCATAGTTAAGTCACAATTAAATACAATTTGCATGACTGAATTTAAAATAAAT 
TGCAAAATTCCCTTGCCAAAAGGGAAACAACATTGACCAAAAGGATAGGTCAAGAAAAGACCCTACAAAA 
GTGACAGTTCCTCTGTTTTAATCATGCTAAAAGTATAACAAACTACTGCATTATTCAGTGAGCATAAGAA 
CAAGAAAAGCCTGCCTTTAAAGCAGACACGAAGAACTGACATCACCAGCCAAGCAAGCGGAAGGCAGATG 
AGTAATAGCCTGCACTGGGCGGCCAACCAGGCCCAGGCCCATCAGTCTGTGGAGTAAGAAAGCCTTTCAG 
ATATCAAGGTCGTTGGGAGGCCTCCTTCCCCCAGTTCTCCAATACAAAGTCTAATCTACTCACCATTTAA 
AACAATCTTAGCATCCAAAAGATGAATGGTTAAATAGAACCCTGTCACCGTTCAGACAAGATGGTCTAAA 
CCCATTTCTCTCCCCACCTCCTTGTAAGCACAACTGTAAATCCTGAAAATAACACAAAAGGCAACCAAAG 
GAGAAGTCTGAAAGAAAAAGGAAGGTGAATTACTTAGGGACCCAGGATTGGAGGAACAACATAGCAGCAC 
ATCTTATGACCACACCCCCATTCAATAGAAGAAGGTGGCCGAGGGTGTTTCCCAACCCCCAACCTAGCAA 
CAGAGGGCAGCAGAGGATTGAATGGGAGTTCTGCCGACAATACCAAGCGAGCTGGAAGCACCAACAAGGG 
GGATAGCTCAGGACCCCACTAACAATAAAGCAGTCTGGGGAAACACTTTTCCCCCCAACTACAGGGCCCC 
CAGGAAGCAAGCTGCATCCCAGCAGGATGGAGACTCCCTCCTCTACCTAGATATCAGGCAGCATGGCCTG 
GGGAAACTCCTTACCCCCATCAGACAGCACCAACAGGGACTAGTGGGAGCCGTGGCAGCACCAGATAAAC 
CAAGTGGACCAAAAGAGTACTGCAAAGGCTCTGAAAAGTAAATCATCGTTGGAACCACAAGAGTAAATCC 
CAGCTCACATGCTGCATCTAAACACTGTGACCGCCTGCTAAAATGGAAGATTTAAATAGGACCCAGACTC 
TCTTAATAGACAAAATGTCCGAAGTAGATTTTAAAAAATCACCTGTTGGCCAGGCGTGGTAGCTCATGTC 
TGTAATCCCAGTACTTTGGGAGGCTGAGATGGTTTAATCATTTGAGGCCAGGAGTTCGAGACCAACCTGG 
GCAACATGGCAAAACCATGAAGATGGACTGAAAACAGACAGAACCTCCAACACTTATG7VAACAATAGCAA 
AAGATCCAATATTCATATTATCAGAGTCACAGGAGAGAATAAAAAGAAGGGCTGAAAGAGTATTCAAAAA 
GATAATGACTGAAAATTCCCCAAATTTGCTGAAGGACATAAACCTAGATTCAGAAGGTGAACATATCCCA 
AATAGGATAAACTCAAAGAAATCCACACTAAGACACATCTTAATTATATTTCTGTAAATTAAAGACAAAG 
AATAACTCTTGAAAGCAGAGAAAAACAACATACTACCTATAAGGGAATATCAAGCGACAACAGGTTTCTT 
ATCTAAAACCATGGAGGCCTGGCCGGGCACACTGGCTCACGCCTGTAATCCTATGACTTTGGGAGGCCAA 
GGCAGGCAGATCATTTGAGGTTAGGAGTTTGAGACCAGCTTGGCCAACATGGTGAAACCCCGTCTCTACT 
AAAAATAAAAAATAATAACAAATAAAATTAAAAAATAAAACCATGGAGGCCAGAAGGAAGTGGCACAACA 
TTTTTATGGTTAAAGGAAGTTTTTCAAACAGAAAGGAAATGATTAAAAG7VATTGTGAAGCATCAAAAGGG 
AACAGAAAACAACAGAAAAGGCAGAAATATGGGGAGATATATATATATATAGATTATCCtCCTGTAGTCC 
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CAGCTATTTGGGAGGCTAAAGCAGGAATATTGCTTGAGTCTAGAAGTTCACTTCTACCCTGGGCAACATA 
GCAAGACTCTGTGTCTTAAAAAAATTAAAAATTAAAAGGGGGAAGGTAAAGGGACCTGAATGGAAATCAG 
GTTTCCACATTTCACTCAAAGTGGTAAAATACTGATC 
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MAGAASPCANGCGPGAPSDAEVLHLCRSLEVGTVMTLFYSKKSQ 
RPERKTFQVKLETRQI TWSRGADKI EGAI DI REI KEIRPGKTSR 
DFDRYQEDPAFRPDQSHCFVILYGMEFRLKTLSLQATSEDEVNM 
WIKGLTWLMEDTLQAPTPLQIERWLRKQFYSVDRNREDRISAKD 
LKNMLSQVNYRVPNMRFLRERLTDLEQRSGDITYGQFAQLYRSL 
MYSAQKTMDLPFLEASTLRAGERPELCRVSLPEFQQFLLDYQGE 
LWAVDRLQVQEFMLSFLRDPLREIEEPYFFLDEFVTFLFSKENS 
VWNSQLDAVCPDTMNNPLSHYWISSSHNTYLTGDQFSSESSLEA 
YARCLRMGCRCIELDCWDGPDGMPVIYHGHTLTTKIKFSDVLHT 
I KEH AFVASE Y PV ILSIE DHCS I AQQRNMAQY FKKVLGDTLLT K 
PVEISADGLPSPNQLKRKILIKHKKLAEGSAYEEVPTSMMYSEN 
DISNSIKNGILYLEDPVNHEWYPHYFVLTSSKIYYSEETSSDQG 
NEDEEEPKEVSSSTELHSNEKWFHGKLGAGRDGRHIAERLLTEY 
CIETGAPDGSFLVRESETFVGDYTLSFWRNGKVQHCRIHSRQDA 
GTPKFFLTDNLVFDSLYDLITHYQQVPLRCNEFEMRLSEPVPQT 
NAHESKEWYHASLTRAQAEHMLMRVPRDGAFLVRKRNEPNSYAI 
S FRAEGKI KHCRVQQEGQTVMLGNSEFDSLVDLIS YYEKH PLYR 
KMKLRYPINEEALEKIGTAEPDYGALYEGRNPGFYVEANPMPTF 
KCAVKALFDYKAQREDELTFIKSAIIQNVEKQEGGWWRGDYGGK 
KQLWFPSNYVEEMVNPVALEPEREHLDENSPLGDLLRGVLDVPA 
CQIAIRPEGKNNRLFVFSISMASVAHWSLDVAADSQEELQDWVK 
KIREVAQTADARLTEGKIMERRKKIALELSELWYCRPVPFDEE 
KIGTERACYRDMSSFPETKAEKYVNKAKGKKFLQYNRLQLSRIY 
PKGQRLDSSNYDPLPMWICGSQLVALNFQTPDKPMQMNQALFMT 
GRHCGYVLQPSTMRDEAFDPFDKSSLRGLEPCAISIEVLGARHL 
PKNGRGIVCPFVEIEVAGAEYDSTKQKTEFVVDNGLNPVWPAKP 
FHFQISNPEFAFLRFVVYEEDMFSDQNFLAQATFPVKGLKTGYR 
AVPLKNNYSEDLELASLLI KI DI FPAKENGDLS PFSGTSLRERG 
SDASGQLFHGRAREGSFESRYQQPFEDFRISQEHLADHFDSRER 
RAPRRTRVNGDNRL 
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GAATTCTAAAAACAGCAATAGAAAAGTGTCTAGTCACTTATAAGAGAACTCTCATCAGACTAAGAGTGGA 
TTTCTCAGCAGAAACCTTACAGGCCAGAGAGAATGGGATAATACATTTAAAGTCCTGA^GAAAAAACCT 
GCTAGCCAAGGATATTATACCAACAACGTTATTCTTCATACATGAAGGAGAACTGACGTCTTTCCCAAAC 
AAACAAGCTGAGGGAATTCATCGCCACTAAATTGGCACTACAGAAACTCTTTAGTCCTATGCCTGGAAGC 
GAAAGAATAATATCTACCATCATTTAAAATATATATATATATATAAACCACTGGTCAAGCAAACACACAA 
GAGATAAAACACAAATATTACCAAGACAAAAAAACCACCAAACAACAATGACAAACAATGAGAGAAAGAA 
ACAAAAGATAAGTATAGAACCAGAAATCAATTAATAAAATGAGAGGAATATGCCCTCACTTATCAATAAT 
AACCTTGAATGTAAATAAATTAAACCTGCCACTTAAAAGATACAGTCTGGCTGAATGAATTTTAAAAATG 
ACCCAACTATATGCTACCTACAAGAATCTCATCTCACCTGTAAAGACACATATAGACAGAAAGTAAGGGA 
ATGTAAAATAATATTCCATGCAAACAGAAACCAAAAGTGAGCAGGAGTAGCTATACCTATATCAGATAAA 
ACAGACTTAGACCAAATGGACCTAACAGACATTTAAAGAACATTTCATACAACCACTACAGAATACACAT 
TCTTCTCATCAGCACACAGAACATTGTCCAGAAGAGATCATATGTTAGGACACAAAACAAGTCTCAACAA 
ATATTTAAAATTATAAATCATATCAATTATCTTTTCAGACCACAATCAATAAAACTGGAAGTCACTAACA 
AAAGAAACTTTGGAAAGTGTACAAATACATGGAAATTAAATAACATGTCCTGGGAGAAATTCAGGATGAA 
ATTTAAAAATTAAATAACCTGCTCAAGGAAGAAATTAAGAAGGAAATCAAAAAATTTATTGAAACAAATG 
AAAATAAAAACACAACATACCAAAACCTATGCGATACAGCAAAAAACAGTGCTAAGAGGAAGGTTAAAGC 
AATAAACACCTACATCCAAAAAGTAGAAATATTTCTTAAAAAATCTAACCATGCACCTAAAGAAACTAGA 
AAAGCAAGAACAAACCAAAACCAAAATTAGTAGACGGAATAAAATAAAGATCAGAGCAGAATTAAACA^ 
ATAGAGACAAATAAAATAATACGAAGGGTGAACAAAAAAGTTTGTGTTTTGAAAAGATAACATCAATAAG 
CCACTTGCTGGAGTAATCAAGAACTCTTACACACTATTAGTGAAAATGTAAATTAGTATAGCCACTATGG 
AAAACAATGTGGAATTTCTCAAAAATCTAAAAATAAAACTACCATACACTCCAGCCATTTCACTGCTGGG 
TATTTATCCTAAAGAAAAGAAATCAGTATAACAAAGAGATACAAGCACTCCAATGTTTACTGCAGCACTA 
TTCACAATAACATATATATGAAACCAAACTAAATGTTCAGCAATGGATGGATGAAGAAAATGTGTATAAT 
GTATATATATATATATACACAATATGTGTGTGTATATATATATGTATATATGTATATGTGTGTGTGTATA 
TATATACACACACACACAATGGAATACTATTCAGACATAAGAAGAATAAAATCATGTCATCTGCAGCAAC 
ATGGATGGAACTGGAAGTCATTATGTTAAGTATTAAGTTTAAAAAGCCAGGCATAGAAAGACAAACACTC 
ATGTTCTCACTCACATGTGGGAGCTAAAAAAGTTGATTTCACGGAGGTAGAGAGTAGAATGATAGATACC 
AGAGGCCGGGAAGAGTAGGTGAGTGGGAAGGGGGATGAAGAGAGGTTGGTTAATGGGTGCAAAACATACA 
GTTAGATAGAAGATATAACTTCTAATGTTTGATAGTGAACTAGAATGACTAGAAATGACAATGACATATG 
GCATGTAACAAAGTAGCTACAAGAGAGGACTTGAAATGTTCCCAAGTGATAGAAATGATAAATATTCAAG 
ATGATGGATATCCCAAATACCCTGACTTGATCATTACACATTTTATGCATGT^AACAAAATATCACATTAC 
TCCATAAATATGTAAAATATTATGGATCAATAAAAAATAATGTATTTGAAAAACTAACTTCTTTAAAAAA 
TAAAACTGAACCCCTACATTACACATAAAAAATTGATGAAAACTAAATGTGTAAGAGGAAAAAAGCTTTA 
TATTAAAGTTAATAGAAATACAGGATTTATATGCATATATATATTTATAAACCATGACTTGGTAAAATTT 
CAAAAGCAAAAATAATAAGGCATATGCATGATAAATTTGGTTGTATCAAAATTAAAGATTTCTATTCAAA 
GACATATACTATGGATGGTTCTCATAGATGAAAAAAATGAGAGAAGATTCTTATATGTCTTGGCAAAT^AA 
GTGAATAATATTGAGAAAATACAATGTCTAAATGTCTAGACATCGTTAATTGATAGGAAAATGACAGTAA 
CTGCAATAGAACAATGGTCAAAAGGTCTGAATAAGAAACTGCAAACTTAGGAAGTATGGTCAGCTCTCTG 
TACCTATGGGTTCTACATCAGTGATTCAACCAACTGAGGATGGAAAATATTCACATATAAAAATGAATGG 
TTGTGTCTGTACTAAACATGCACAGACTTTTTTTCTTGTCATTATTCCCTAAAC71ATACAGTATAATCAA 
TATTTACATAGAGTTTACATTGTATTAGGTATTATATGTAATCTAGGGATAATTTAAATCACATGGGAGC 
ATATGCATATGTTATATGCAAATACTACACCATTTTATAACAGGGACTTGAGCATCTGCATATTTTGGTA 
TTTGCGGAAGGTTCTGGATCCAATCTCCCATGGACACCAAAAGACTAACTGTATATGAATACATAAAGAG 
ACACTCAAACTTACTAGAAATCAGAGACATGCAAATCAAAGCAAAGCAACATCACTTGACACCTATTGGA 
TTAACAAAAATTGGAAAGATGGATAACCGATGGGGTGTGGAGACATAGGGGCCCTCAAGCGCTGCTAGTG 
GGATTGTAAACTGCAGCAGACCCTGTGGAGAGCATCTGGTACATTTGACTAAACTTGGTATAATCCCACC 
TGCAGTGTGATTCAGCAATTCCACTACTAGTTAGATATGCCAATAAATTTCTCATGCAGACTTCTAAGAC 
GACATGTGTAATATTTATTACAGCATTATTTGGGGAAGTCTGGTGTTGGAGGTGAGATTTGGCAAGTTCA 
TTGCAAGGAGAATGGATAGATAAAGGTTGATGGATGCCCTTCATAGGGTACTACAGAGTAAAAGG7VAGCA 
ATGGACTAGATGTACATGTAGCAACATGGATGAATCTTATAAACAGAATGGATGAATCTTATAAAATAAT 
GCCAAGTAACAATATTTTTAAAAACATAATATCTTATATGTAAACTAATAGCATTTACATAAGTTGAAAA 
TGTACAGACATAAAAAATAATATGCATTTTCCAAAAGCACTTATAAACAAAAAGACATGAGAATAGATGC 
TTATGTTGAGAAGGAAGAATACAAAATGGGTACTGGTGATTAAATGGAATGAATTAAGAGTATTGATTGA 
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ATGAATGAAGAGCGGGGATTTTACTGGATGAATGATGATTCAGGTATCATTACTGTACCTTCTGCATTTG 
AGCATAGAAAATAGGAACAGAAAATTTGAATGGAAAGCAAGGAATTATATGAGCTCTTCCTCCAAAATTT 
ACATCATATAAGTTGAAAACTGGGTGAAGTATAAGCAGGGAGCATTTTTGCAATGTTTAAAGTCCTAATT 
CATAATTTTGAATTGTGTTTTTCTTAAATGGCTCCTTAAATATAAGACTATATTTTAGTGAAGCCAATAA 
TGTTTTCATATTCCTATTGATGTGATCTACAAAGGCAAAAAACAATTTTAAAGACTAATTTCTAATCTTA 
CTTTAATTCCTAAACTAGATTTTCAATGGATACTGTCTTTCCATGACATTAATTGCTACAAAAGAATACA 
GAAATTTCCCCACAAATAAATAAATCAAAAATTATTTTTGACTTTAGCTATTTTTACAGACTTTTGTCCA 
GTTTGTTGTATTTTATATAAATTCATTTCTTACACAAATTTGTACAT7U\AAG7^AAAAATAAGAAATTCTC 
CATATTTGACACTGATCCCTTCTGGTTGATTTTTTAATTTCTTGATGCAACTAGCAATGGTGCAGTGCAA 
CCATAGCTCACTGCAGCCTCAAATTCCCGGGCTCAAGCCATCCTCCTACTTCAGCATCTTAAATATCTGG 
GACTACAGGTGTGTACCACCATACCTGATGTATATATATGTATACATATATATATATAAAATATGTATAG 
TATATATATTATATATATTGCATTATATATATAGCATTATATATATATATTATATATAGCATTATATATA 
ATTCTATATTATATATAGCATTATATATAATGCTATATTGTATATAGCATTATATATAATGTATTCTATA 
TTGTATATAGCATTATATATAATGTATTCTATATTGTATATAGCATTATATATAATGTATTCTATATTGT 
ATATAGCATTATATATAATGTATTCTATATTGTATATAGCATTATATATAATGTATTCTATATTGTATAT 
AGCATTATATATAATGTATTCTATATTGTATATAGCATTATATATAATGTATTCTATATTGTATATAGCA 
TTATATATAATGTATTCTATATTGTATATAGCATTATATATAATGTATTCTATATTGTATATAGCATTAT 
ATATAATGTATTCTATATTGTATATAGCATTATATATAATGTATTCTATATTGTATATAGCATTATATAT 
AATGTATTCTATATTGTATATAGCATTATATATAATGTATTCTATATTATATATATAGCATTATATATAA 
TGTATTCTATATTATATATAGCATTATATATAATGTATTCTGTATTATATATAGCATTATATATAATGTA 
TTCTGTATTATATATATAGGATTATATATAATGTATTATATATTATATATAACATTATATAAAATGTATT 
ATATATTTTATATATATAGCATTATATATAATGTATTACATATTATATATAGCATTATATAAAATGTATT 
ACATATTATATATATATAGCATTATATATAATGTATTACATATTATATATAGCATTATATATAATGTATT 
ACATATTATATATATAGCATTATATATAATGTATTACATATTATATATATAGCATTATATATAATGTATT 
ACATATTATATATATAGCATTATATAT7^ATGTATTACATATTATATATATAGCATTATATATAATGTATT 
ACATATTATATATATAGCATTATATATAATGTATTACATATTATATATATAGCATTATATATAATGTATT 
ACATATTATATATATAGCATTATATATAATGTATTACATATTATATATATAGCATTATATATAATGTATT 
ACATATTATATATATAGCATTATATATAATGTATTACATATTATATATATAGCATTATATATAATGTATT 
ACATATTATATATATAGCATTATATATAATGTATTACATATTATATATATAGCATTATATATAATGTATT 
ATATATTATATATATAGCATTATATATAATGTATTATATTATATATAGTATTATATAATGTATTATATAT 
TATATATAGTATTATATACAATATATTATATATAGTATTATATATAATGTATTATATATAGTATTATATA 
TAATGTATTTTATATATAATATTATATGTATTTGTGTATATATATATTTGTACAGACAAGATTTGGCTAT 
GTTTTCTGGGCTCATCTCAAATTCCTGGCATCAAGAAAACCCCCCACCTCAATTTCCCAAATTGCTGAGA 
TTAGAGGTACCAGCCACAATACTTGGCTTTGAGCACATTTCTTTATTTGAGGTAAATCTTTCCCTTGAAA 
ATATTTGATTTCCAACAAGTCAATTTCCTGATGATTTTTTTCCAGGAATTTATTTTTCACTGTTTCATTC 
ACATTTAATGCTGTTTTTAAAAATTCTAGTTATTTTCAGCCATTCTTATG7^AAGATGAATTGCCACAGGG 
GTTCACCAAAAAGAAATGGAATGACATTTATCAAAGATAATCACAGTCATTAAAATTGGAGATACTGATT 
TTACAGAGGATGATGACTTTAGTCCTTAAACATGACTATTTTTAATACTGACATATAGGCATTAGACTAT 
AGGAAAAAAACATTTGTCAAAGAGTTTTGAAACTGCAATAATTCTGCTTTCTTCAATGAATATCTTGGCA 
GAATCCTCTGGGAACAAAATGTCTAAGAGTACAGATTCTATGACAAGGACAAATTCTCACACATACTCTG 
ATTATTCTAACAAAATAATCAGAGAGAGAAGAAAAAGAAACAAATGTCTATTTCTTCCAAGCTTCAGTTC 
AGATCTATATTCCATGATTCTGACTACCATTGCGGGGTAGGGGCCAGAGTGAGGGTGTTTAATCAAGTTT 
GATAATGAAGCAGTTGTCACTACATAAAGTGTAAAATAATATATAAAATATTAGAATTCAGATTCTAAAG 
GTAAATCAAATATGCATTGCCTGATTATATAATGAGACCTTTTCCCTCCCTCTTTCTCTCCCTACCTGCC 
CCTTTTCCCGTCTTCCTTTTCTTCATAACACTTGCAGAATGATATCGTAGGAAAAGACCAAAATATTATC 
CTTAGATGAACCTGAACATATTGTGTGACTGTGAGGAAGTCACCAACCTTCATGGATTTAAATAACACAG 
CTTTGGTATATAGTGACATGACAAAATTAGACTAA71ATTTCTTCTAAATAGGCAATGGGTACTTTTGTCA 
CCCTTTGGAATCTGAAATACAAAATAAAAAGCAGGAAGACTTAGCCAGAGCAGTCAGGCAAGAGAAAGAA 
ATAAAAGGGATTCAAATAAGAAAAAAAAAAAAGGAAGTCAAATTATCTCTATTCAAGGATGATATTATTC 
TATCCCCAGAAAACCCCAAAGACACTGCCAAAAGTCTCCTGTAACTAAACTTTAGTAAAGTTTCAGGATA 
CAAAATCAATGAACAAAAATCAGTAGTATTTCTATACACCAATAACATTCAAGCTGAGAATAAAATCAAG 
AATGCAATACCATTAAAAGAGCTGCAAAAAAAAAAAAAAAAGAAATACCTAGAAATACATCTAACCAAGG 
AGGTGAAACATCTCTACAGGAACCACAAAACACTGCTGA7UVGAAATCACAGATGATACAAATAAAAAAAA 
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ATTTCATGCTCATGGTTTAGAAGAATCAATATTGTAAAAATGGCCAATACTGCCGT^AAGCAATCTGAAGA 
TTCAATGTTATTCCAGTCACACTACCCATGTCACTTTTCACAGAACTGGAAGAAGCTATTGTAAAATTCA 
TATGAAACCAAAAAAGAACCCCAA/^ATGCAAAGCAATGCTAAACAAAAAGAACAAGCTGAAGGCATCATT 
TTACCCATCTTCAAACTGTACTATAAGGCTACAGTAACCAAAACAGCATGGTACTGGTACGAAAAACAGG 
CACATAGGACAATGGAACAGAACAGAGAACCCAGAAATAAAGGTGCACACCTACAGCCATCTGATCTTTG 
ACAAAGTCAACAACAACAAGCAATGGAGAAAGGACTCCCTAATCAATAAATGGTGCTGGGACAGCTAGCT 
GGCCTATGCAGAAGAATGAAATGACTCCTACCTTACACCATACACAAAAATTAACTCAAGATGGATTAAA 
TATTTAAACATGAAATCTCAAACTATCGCACCACTGCACTCCAGACTGGGCGACAGAGCGATACTCCGTC 
TCAAAAAAAAAAAAAAAAAAAAAAAATTCCCAGAAGAAAACGTAGTAAACACCCTTCTGGACGTTGGCTT 
TGGGAATTAATTTATGACTAAGTCCTCAAAAGCAACTGAAACAAAAAG 

ATTAACTAAAGAGCTTCTTCACCACAAAAGAAACTATCAACAGAGAAAAGAGACAACGTACAGAGTGGCA 
GAAAATATTCACAAAGTATTCATCCAGCAAAGGCCTAATATCCAGAATTTATCAGGAACTTAAACAATTC 
AACAAGGAAAACOVATGCCATTAAAAAGTCAGCAAAAAACCTGAACAGATGCTTCTCAACAGAAGACACA 
O^AGGGGCCAAAAAACTATGAAAAAATGTTCAACATCACTAGTCATCAGAGAAAAGCAAATCAAAACTAT 
AATGAGATTACATCTCACAGCAGTCAGAATGGCTATTACTAAAAAGTCAAAAAACAATAGATGCTGGTGA 
GACTGCAGAGAAAAGGGGAAAAGGAAGGCTTATACACCGTTGAAGAGAATGTAAATTAGTCTAGCCATTG 
TGGAAAGCAGTTTAGAGATTTCTCACAGGAGTTAGAACTATTATTCAAACCAGAAATCCCATTACTGGGT 
ATATATTTAAAAGAAAATAAATTTTCTACCATAAAGACAAACATGCACTTGTATGTTCATTGCAGCACTA 
TTCACAATAGCAAAGACATGGAATCAACCTAGGTGCCCGTCAGTGGTGGATTGGATAAAGAAAATGTTGT 
GTGTATATATCATGGAATACTATGCACCCATAAAAAAGAATGAGATCATATCCTTTGCGGTAACATGGAT 
GCAGCTGGAGGCCATTATCCTAAGG\AATTAACAGAGGAACAGGAAACTAAATACCACATGTTCTTACTT 
ATAAGTGGGAGCTAAACATTGGGTACTCATAGACATAAAGATGGCAACAATAGACACTGGAACTACTAGA 
TGGGGAAGAGAGGGCTGAAAAACAATCTATTGAGTACTATGCTCAGTACCTGGGTGATAAAATCAATTGT 
ACTCCAAGTCTCAGCATCACACAATATACTCATGTAATGACCCTGCACATGTACACCTAAAATCTAAAAT 
AAAAGTTGAAATTATTTTTTAAAATTAAAATTAAAATAATAAAATAAAATTAGAATAATTATTTTCACTT 
CTAGTTCCTCCATTAACTTTTTGTATTTAAGAACTGGTTGTTTATGGTTGGGCATGGTGGCTCACAGCTG 
TGATCCCAGCACTTTGGGAGGCCAAGGTGGGTGGATCACCTAAGGTCAAGAATTCAAGACCAGCCTGGCC 
AACATGGTGAAACGCTGTCTCTACTAAAAATACAAAAATTACCCAGGCATAGTGGCACATGCCTGTGATT 
CCAGCTACTCAGGAGGCTGAGGCAGAAGAATCACTTGAACCTGGGAGGCGGAGTTTGCAGTGAGCTGAGA 
TTGCATCACCGTACTCTATCCTGGGCAAGAGAGCGAGACTCCATCTCAAACAAACAAACAAACAAACAAA 
AAAGAACTGGTTGTTTCTTATCTTTAGTGTGATCGGAAAGTTAAGAGGGAAATTCTGGATCACCATTCCC 
GAAACAAAAGAATAACTCTAGAAATAAAGTTCTAGTCATTCGGCTGATGTCAGTTGGTGAAATTGTACAG 
CAAGAAG ATTTTACTGGCATTCTTTAACACTGATTG CATAC TCTAT ACTCTAAGAAATTAAAACTAGGGA 
ACCTGAGGTCATTTATCTGGACAAAGGGAAAAAAAAAGTCCAAGTTATTCGACTTAGAACAGGATGAATC 
CTGACATTAAAAACTTCATTAACAACTCACACTATCACACGCTTTTGTGTACTGAGACATGTAACACTAA 
GGCAAATCAATTGGAACGGGGATATGTAAACAGGGGTATGGCCACTTGGGTCTCTGAGGACAAAACAGCA 
TCATGTTATAAGAGTGCTCATGGCTCACGCCTGTAGTCCCAGCACTTGGAGAGGCCGAGGCGGGCGGATC 
ACGAGGTCAGGAGATCGAGACCATCCTGGCTAGCATGGGGAAACCCCGTCTCTATTAAAAATACAAAAAA 
AAAAAAAATAGCCGGGTATGGTAGCAGGGGCCTGTAGTCCCAGCTACTCAGGAGGCTGAGGCAGGAGAAT 
GGCGTGAACCTGGGAGGCAGAGCTTGCAGTGAGCCGAGATCGCGCCACTGCACTCCAGCCTGGGGCGACA 
GAGCGAGACTCCGTCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAGAGTGCTCTTGTTGGAAAAGAGCTGT 
TTGACCTGTGTGGGGACTGAATACTTACAGTGTATGAGGGTTCACAGCCCTCTCCCTATAGCCACCTATG 
ATTGAACAAGCAATGGTTGGTGTTAGGCATCTTCCAGACATTTATATTGACTTCCCTTTACAAAAAATAT 
ACGAAAGGTACATGCATAGATTTTTAAAGGAAAAGCAATCAAAGAGATTGTGTGAAGGGGAAATGGGCTT 
TGTTGATATGTGGGATGTACAAGAGGGCATGGAGGGAGAGGTGCTCAAGGAACCAAGGTGGTGAAGGCTG 
TAGATGAGAGACATTGTGTATAAGGCAGGAGAATAAAAGGCCCCTGGAGGTTTGAAGGTACCAGAGAATA 
AGAAGGATCCAGCCTGGTTAGTACAATTGGCTGTGAGCTAAGCAATTGAAGTCTCTTACATGTTGTGAGT 
AAAAGTCTTAATTTTGGTTTCAACCATGCCTTTCCCAATATTATAGCTCCAAAACTAGACCATATACATT 
CCAGTTTGTAGGTATTACACATGGCATTAATTATTTGAAAAGGGATAATGTATTTAAAATGGTGACATCA 
AAGCAAAGGACTTTCAGAGAGTGGCTTTAAGTAGCACCTTCTCTCCCAACAACCCCATATACTTGCTCAT 
CTGGTCCCACCCTACTCCAACAATTAAATGCCAAACAAAGGTATATGATCCCAAAGTGTCTTCCAAACTC 
CCCAACTCAGTACTGTGACACTTCAATCCTTTATATACATGGTGGGGAAATTTTAAAGCTTTAGAACTCC 
CATTGCAGAGAGGAGAGGAAAGACACCTTACTCTGCATTTGGTTAAAGGTAGCTCTTTTATAACATTGAG 
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CTTCAACATTTGATCATGGCCTTACGTATTAGTCCATTCTCACGCTGCTATAAAGAACTGCCTGAGACTG 
TGTAATTTATAAAGGAAAGAGGTTTAATTGACTCACAGTTTCACAGGGATGGAGAGGCCTCAGGAAACTT 
ACAATCATGGTGGAAGGGGAAGAAAACACGTCCTATTTCACATGACGGCGGG/^AGGAGAAGTGCCGAGTA 
AAGCGGAGAAAGCCCCTTATAAAACCATCAGATCTCATGAGAACTCACTATTATGAGAACAGCATGAGGG 
TAACCGCCCCCATGATTCAACCACCTCCCACCAGGTCTCTCTCACAACATGTGGGGATTATCAATTCAAG 
ATGAGATTTGGGTGGGGACACAGTCAAACCATATCGGCCTATATTATTTTGTTTCCTGTGTTTTCTCTTC 
ACCCTTTTCTCACTTGTGTGAATTTTTGGTTCTTCCCCACCAGGACTAAAACTGTGCTCTATAAACTGTA 
AATACTCAGCCTTATAAACATTAATGATGACACAGAAAAGAGAGGTGTCGAGTGAATAATTGGATGCTGA 
AGGTTAACCATTTAGTGAGTTGAAAACATCGACAATTGGCCACTCCATAAGAAAGTATTTCCTTAAAGCT 
TATTTTATTAGCGAGGGAGACTATATGCATTATGTTATTTTCTTTTCTCAAGGTCTGTATTTATCCCAT^A 
ACATTCAGTGTTAAAACTATATCAATGCTAGAGTTCAAATCTCAGCTCTACAAGATGTTGACTTTGGGGA 
AATCACTTAATTGGCTCCTCAGCTGTCAAAGGAGATAAGGACAGTCACCTCCTTGACGTATTATTGCAAG 
AATTTTGTGAGATGATATTTCTCTAGCAGTGTTCTTAACTAGGTCAAACTTGAAATTTGAATAAATCTGG 
CATGTACAGTTAAGTATTTATTATGGGCAAGGATTTACTCCAGAGAGAGAAGAGCTGAAGAATACCATGG 
GAAATAAATTTGAATTGTTTCATGATGGTAGTGCCCAGATTTCACCATAATGTATGAGAACAGACAGAAA 
CATAGGACAAATTTGAAGTTTTTCTGCAGGACAACAGGGAAGGAAGTTTGGCACCAGAAATCTGGGGGAA 
TAGGTGCTAAAAATGTGTAAACTAGAAGAGTTGTCTCAGAACTTTTGGGATCCATCAGTTCTGCTGCAAT 
GACACTTTCAATAAATGAAACACTGTGCAACAGAGGGGTGGATTCTTTCCTTACCAGTGCAACCAAAGTG 
GGCAGCTATGAGAACGGGATCATGAGAGCCTGGGAAACAACCCCTAAGAATTCTCATAGATAATAGAATA 
GAAGAAACCTTGAAAATGAGCCTGTGTTCCCATAGGCACATGAGATAGAAAAGGCATATATAGTAAGGTA 
ACCTCATTTGTATGTTCACAGTCAGTGAAGGACTGGATGAATACAGGTCTCAAGTGAAATACACTAAGCA 
CAAAGCCTGGTGTATAGTAGGTCCTCAATAATAAATGTTTGTTCTCTTTCCCTTGAAAGACAGACCTCTT 
AATTAAGACATCCTCGAAAGAGATTTCTCAACTTTTTCATTAGCATCCTCTGGATACCTTCACTCTCATT 
ACCTTCAGCACTATGATTAGCGTCAAAAAGAATTCTTCATGTAAAGAGTCTGTAATTAGGATACCAGGGA 
GAGCTCAGCATCTGAAAAGGACTGCAGCACCTGCCTATTGTCTCAGTTGCTTTTTATCTCTCTAGGCCTG 
CAATATCAAAAGCACCCAGTACAAATTAAAGATGCAAAAACCTGGCTGGTCTCAAAGTTGGTTCATTTCC 
CGTTAGAAATACTGGCTGTGCATTTTTCTTGAAATTAGAACTTCAG7KACAGCACATCCAGTAATTAGTGC 
ATGATTTTCTTTTCACTTGAATGTTTTCTGCTTCTTTTTTACTATTGCAGCAATTGGGTATTTGAGAGAG 
AAAAATAATGTCTCAACGCATGCTTCATTTCCCAAAGCAGGGGGCAGAGTCCAGATTCCTGATGAAAGCT 
TCAACCTTTTAATTCAGATGAAGTGAAGCTCAATTTATTTTGTTGGAAAGTTTGAACTGGTCTGTGAGGC 
AGTTCAACAGTTCAGGCTTACTGTAATTAACTGTCAAATAAGAGTCCGGGACTAAGCAGAGAAACGCAAG 
TGGGTCAGCATCAGAAGGGTTTAAATTCTGATGAAATTTTACAAGAAGAATGGCCTTTCGTGGAAACATT 
CATCCCAGTCAATAGTTCACTGTATAAGCAGGAGCAAGTGTAGGTGGTTATCAAAAACACAGCTTGAACT 
CCCATTAGGCTTCCAGTGCCCTCCCTTTCTGGTTATCACTGATGCTCCTTTACTAGAAACATTAATTCAG 
GGTTTCTGGTAACCTTGCCTCTGATAAACTCTTCTACTGGAGCTTGTCCGCATAAGGAGAGCGAGCCTTT 
GAGGCTGCGGAAGTTTGAGGGGAATACCTAGAAAACTCCTATTGCTATTATGCTAACCCACAGACTGCAT 
TGAATGGCAAAATGCGTAAGAAAAATGTCCTTGGCCGAATGCAGTGGCTGACACCTGTAATCCCAGCACT 
TTGGGAGGCCTAGATAGACAGATCACTTGAGGACAGGAGTTCGAGACCAGCCTGGCCAACATGGTGAAAC 
CCATCTCTACTAAAAATAGAAAAAATTAGCCAGGCATGGTGGCACATGCCTGCAATGCTAGCTACTCGGG 

aggctgaggcacaagaattgcttgaaccagcgggggtggaggttgcattgagccaagattgcaccactgc 
actccagcctggatgaaggagtgagactctacct<^aaaaaa 

TGTCCTATATTGTTACCTATGTGGTTACCTTCCAGTGTCTTCATGTAAGTCCAGATTCCATTTAGTATTG 
CTTTCCTCCTGCTTGGAGGCCTTCCTTTCACATTTCTTGTACTGTAGGTCAGCTGGTGATAAATATTTTC 
AATTTTTGTATGTCTGAAA7VACTTCAAACAGAATATGGAAATGACAGACCACCAACACTGAGCAGAAAAT 
ATTAGAATTTAATGTAGGCAAATTTAATCTGCAACGCTTTCCAAGACCAAAGCCTTTCATTTAGAACCTT 
CATATTAAAGGAAAGCCATTTTGGGAGAAAGTAAATGGCATGACCTTTGTGACAATTTTCATAAAAATCA 
ATTTTTAAGGTCTCCATTGAGCTAACATAAAACAAATCTGCTTTTGACCCATATACTGCATTAATAACAT 
CCAAAAAAGGCTCTATATCTGAAGTAGTTTTCTGGGGTAAAAGAATGTATAAACAAAAAGAGACAACCTT 
TCAAAGAAGAACTCTAGATATGAAACAGGAAAAAACTGATGTGTTTATCTGAAGCAGGCTTGTAATACTA 
TGGCCCCAAGTCCACAGAAATCAACTCGGCCTCATGTCACCTTCCCAGTGAACCTTCAGGACTGAGCTTT 
CAGTTTTCTTAAACAAACTCACATGCACATGTACATATGTGTGCACACATGCTCACACACACACCCCACA 
TAGGCAGAATAATGTTAATAGAGCTTTGCTTACAGATCCCCAGAAGAGAAAAATCAATTTCTATCTTATT 
TCTTACTTTTAAAAAGCTGACCTACATGGCTTTAACATTCCCTTCAGCTTGGCTAAACTTTAGACAGGTT 
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TGTTCCTAACTATAGGTCCCTGACCTCTTTTTTTTTTCATAGAACATTTGCTTTAGAAAACATGCATTGT 
AAGTCCTTTCTCTGCCCGTTTGAGAAATAAATCTGATGTGGGAGCCATCCCTTTGAAATGTGATCATAAA 
GATAGTACCCCTATCTCCCAGTCTCTGTGGAAAGTTCAGAACCTAACTTCAATCAGTGACAATCAGCAAA 
CACAGATGGCCTAATCACACTGACCAGCCTCTGCCTTACTATCCTGCAGTGCTTTCTCACTAGCTCACCT 
CAGGGATTACAAGCTCTCCTGCCTTTTGTTTCAGTGCAGTTGAGTTCCATCTCTCTCCTTCATTGCAATA 
GTCCTGAATAAGTCGAATAAGTCTTCCTTGCCATTTTTCACAAGTATCCAGTGCAATTTCTCTTTGGCAA 
AGCCCATACATGTATTTTCCAGTAAAAAGATAATGTGAACCCT^AGTACCTGACAGTTTCTATAATTTCCA 
TCCTATTTCTTAGAAATCACCGAATTAAATGAAAAAAATGTGGAAACAATTAAAGTTCTTTGCAAATCTA 
TCAGGTACTTTATCTAGATTCTGCTTGTCTTGCAAACTCTGACTACTTCTGTAAGTACATAAGAAAGACT 
TAAATCACACACTAGTTCCCTAGAGTGATGGGTATAATTTTATGGAGTATATAGAAGCTAGAAGGGACCT 
AGATGTTCATTTAATCCAGAATTCAAGAGCCAAAGTCATCTCAGAGATGTTTTGTTTGCTCATTACAATG 
TTAGAAGATGAAAAGAAGAGGATTGAAATGCTTCTGGTGGGACACGCCGTCCGGTTTATCCCAGAAAATG 
CCCTATTTTCTTATACTTGGCTGCTCCCCAGACCATATTTACCGTCTTTCCTTATCCATGAAAACCTTTG 
GGGTTGTTATGCTTAAACCCTCATTTTACTTTTTAAATGAAGTTATATGCTCACGGAAGTAAAATAATTT 
TGCTCCCAGTCTTGATAAGTAGAAACTGAATTCAGTATTCCAGAAGTGCCAGTGCAATACTTCTCAACCT 
TGATTGGATATCAGAATCACCTGAAGAGCCTTTTAAAAATATCTACACCTGAGACTTACCCACAGCATTC 
TAAGTACACCGGTCTTGGATGGGGCCTTCGAATTGGCCATTTCCGGTGTGCAGCTAAGACGAAAACCCAT 
TGACACAATATATTACCAGACTGTCTTGGAGATTCTGTTTCAGAATGTAGACTGGGAGAAAGTTGCTCTC 
AATAAATAAATTTTTCATTATTTTGATAAATTTTTCATTACTATAGGTACTAAAGAGATTAAAACATTCA 
ATGATTTTATTAAGAATTCTATGCCAATAAGTTCAGTTAGATAAAATTGACAAATTCCTCCAAAAAACAA 
TATCAAAACATCACACAAAATTGTGAATATGAATAATCCTCTCATTAATAAAGAAATGAAATTTTTCATT 
AAAGCCTTTATGTGTGTGTGCACAGACCATAAACACCCTACATGCTATAAAACTATAC7\ATCTTGGAAAA 
ATAATAAAATCCAATATTATTGATGGTTTTAAAAAATGATCTCCACTAACAATAGAAGGGAAGTACCTAA 
ACGTGATAAAAAGTATCCTTAAAAAATATTGA7VAGCTTTTTCTCTGTTACTGGGTGCAAAAAAACCAAAA 
TGTTTACCTACATGCATCACTGAGGTTCAATAAGCACTGGAGATTCTATTCGGTTGGTACAAAACTAATT 
GCAGTTTTTGCCTTTTTATTTTATGGCAAAAATCACAATTACTTTTGCATCAACCTAGTAAGTAACCCAG 
TAAGGCAAAATAAAACTGCATCAATAGCTATATATAAAACAAAAGTTTTAAAGACTTTTTTTTTTTTTTT 
GAGACAGAGTCTCGCTCTGTCGCCCAGGCTGGAGTGCAGTGGCACAATCTCCGCTCACTGCAAGCTCCGT 
CTCCCAGGTTCACGCCATTCTCCTGCCTCAGCCTCCTGAGCAGCTGGGACTACAGGCGCCCACCACCACG 
CCTGGCTAATTTTTTGTATTTTTAGTAGAGACGGGGTTTCACCGTGTTAGCCAGGATGGTCCGGATCTCC 
TGACCTCGTGATCCGCCCACCTCGGCCTCCCAAAGGGCTGGGATTACAGACGTGAGCCATCGCGCCCAGC 
CCAAAAGCTATAAAGATTTTCAAAGAAAATATTGAAATGAATTGTAGTTGTATATACCAGCAAGAAACAA 
AATGAAATTTTAGAACCACTTTCAAAAGTATTAAAAATACTAAATGTAAAGGAATAAACCTAAAAAAAAT 
GCAAGGCCTTTATGTAGGAACCTATGAAATGTTGCTAAGATAT^ATGAAAGAATATTTGAATAGAGATATT 
TATCAAGCCTATGCATTAAAAACTCAATATGTAATATGTCAATTGTAATACGTCAGTTCTCTACAAACTG 
AGCTATAGGGTCAAGGAATTCTAACCACAATCCCAATTAGAGAGTGAATTTGACAAGTGGATTATACAAT 
TTATATGAATATTCAAAGGGCCAAGAATATTCATGACACCTTTGAAAAGGACAAGATGTCAAGATTTTAT 
CTAGGTTATGACATCTTATAATAAAACTACAGTAATGAAGATATTGCAATATTAGCATAAGGATAGAGAA 
TATGCCCATGGAGGAAGATAAGAGTGTGAAAATATATGATGCATATATAAACATTTAATTTTTTAATAGG 
TGGCATTGCACACGCATGGGATAATAGTGGTCTTTATTAATAGTTCTGGGACATTTTTGGTATGCATCAG 
GAAAAAATAATGAAGCTAAACTCCTATATCACACTATTGATAAAAACTCCAATTAGATTATGGAAATATA 
TGTGAAAAGCAAATCAAAATGTTTTCTTAGAAAATAATGCCAGAGAATATTCTCATGAATTTAGGATAAG 
GGCAGTTTATTTATAATTGAAATGCACAGAGCAATCATCATGAGCACATTAAAATTAAGAAATCATGCTT 
ATCAAATAAATAGCATCAAGAACGTGAAAAGGCAAGCCATACAAAGATAAAAGATGTTTGCTAAATATAT 
GTCCAGCAAAAGATTAGTGGGTGCCAGAGGTCAGAAAACCTTTTCTGTAAAAGGCCAGATAGTAAATAAT 
TCAGACTTTGCAAGCCATACAGCTTCTGTCTCAACTACTAAACTCTGCCCTTGTAGCATGGAAGTAAGTG 
TGGCTGAGTTTTAATAACACTGCATTCACCAAAATATGGCAAATCAGATTTGGCCCATAGTCCAGAGTTT 
ACCCATTATTGGTGTATAGAATATATAAAAGGTTGCTTCAAAACAATTAAAAAACAATTAAAAGACTGGC 
AACCCAAAATAAAGAAGAAAGACAGGAAGGAAGGCTCTTAAACAGTGTTAATCACCAGATAAATGTTAAC 
TAAAATCATAGGAAATATTATTTTATACCCTCCCCATAACTAAAATTAGAATGAAAATACCAAGTGTTGC 
CAAGGATTTAGAGTAAGCAAGCAGAACTGAGGAGTAACGTACTGATGTTGAGAGTGTAAATTAGTACCAC 
TACTTTAGAAAGTTCATTGGCATTATTGACTAAGATACATAAACCTCACAACCCTTCAACTCCACACCAA 
GATATACCACAAAGAAATGAATGCATGCATGTTCCCAGGACATGGGTTCACAGCATCCTTGTTCATAGGA 
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GCCCAAAGCAAAAGCAGCCCAAATGTCCATCAGTCGTGTAGATAAACAAACACTGGCATATCATTTAATG 
GAATGCTTCATCGTAATTAACACATTACAGCTATTTTGCAACAATGTACACTGATCTCACAAACATGATA 
TTGGATAAAAGAAGCCAGTCZAAAAATAATATTTGCTTTATGTTTCCATTTT^AATACATTTCAAAACTAAA 
TCAAATTTCAATCGTGTTTGGGAAGGCACACTTAGTAAAGGTAGGAAGAAAACGTATGAAGACAAGCAAG 
GAAATGATTAGCATGGAAGTCAAGATAATGGTTAACTTTGAAGGGAAGGGAGGAATTTGGATTGGAAAGG 
GTGCACGGGGGTTCTGGATACTGTCAACTCTATACTTCCTCATCTGCATGATACATACATGAGTGTCAGC 
TTTATAAGTCATTTATCTGTGACCTTACATTTTACACAGTTTCCTGTATACACTAAAAAGACAGTTTAGA 
ATAAAGTTCATGTAGTATAATTTCTAATCGTGTAAATATATAAAGATAGAATGGTATTTATGGAGCATTA 
AAATGTCTATTAAAAAGAAGTGCCAAAATATATTAACAGGGAGATTATTCATCAATAATAGGATTTGATG 
TAATTAAAAATAACTTATATTTGCTTATGTTTTTATGTTTTCTACTCTGATCTTGGATTGCTTAGATTAT 
ATAAAACAATAATAATGAGAAAAATATTTCCCCAAGTGAAATGCACATATCTACCTTCTGCTTGAATAAA 
AGCTAGGTGGTATTGTAATTAACAGTATTTAAATATAATTTCACCCAAAGGAGTCTTAAGTTCTGATCTT 
GTTTGCTTAGAAATCAAAATGTGAGGAAATGTGGGTAACCGTACTTATCCTTCCTCTACCTTCTCTAGGT 
CTTTCTTTTCTCTACAACAAGCATAAACATGCATATGTGGGTTGAACAAAATAAACTGGGTTTTCCCAGA 
GTGTGGCCCACTATATGTGAATATTTTAAGTCCTGTGCATATCACACACACCCACGCGTGCGTGCACGCA 
CGCACACGCACACACAGAGTATGGTGCTTCAAAGAGTT7UVTGCACACATATTTCGTGTAGAATTTGCAGA 
CGTGTGATCTGAAGTGCACCCTCATGAATCCAATGCCCTCCTGAGGAATAATTTGAACAGAGGAAGAGTT 
CCTCTATACAGTAAGGTACTTGGACTTCCTATGAATTCAAATACACTGAGGTCGAAGTGACTTTGTAAAA 
AGTATCTGAGGCAGCTC TTAGTGCCTCTGGGAAAACTCAGTCTAATAATACGTGTTGAATATTTT TACAT 
CTTTATACAGTTTATAATATCTTTGTTTTCCCCAGCCTTTATTATTACTTAGTATACTTCTCTATTCAAT 
ACTTACCAAACCCTGAGGCTACCCAATAATAGTGTAATGTTCTTCACTTCAGTCAATGAACTTTAACAGA 
AACCAATGCATTTTAACTGAATTTTTGTTTATCTCAAGGAGCACATTTTAATGAAATCAATACATTCTTG 
CTGAAAGCCACATGAATCCATTGGAAAGAATACATTGTTACCGAAACCAATATACACTTTTATAATGTCT 
GTATGTTTTAGCGTAAGCATAGCCATACATTTTAGCTGTAACCAATATATTTCTGCAGGACTGATACCGA 
GAAAGCCTTATTTCATAGTGAAGTCAATTCAGTCTTACAGAAACTAATACTGTATTCCATATTCCTGAGC 
CAGCAGTGTCAGGCTAAATGAAGACTATGATTTATATTGCTGAAAAATGTAAATATTTCCAGAAATGACT 
TTAAAATAAAAGTGGTTTTGAAAGTATATAAAGTATTTTAATATCTTGATTAGAGTTACAAAAGCAGATG 
GAGAAAAGTTTTTGAATGGAAAAGTTAAGAGCCTTGTGTACAATGTGTGTTTCAGTTAAATATGCATAAA 
TATATACACTAAAATATATTTATTATTATATTTAGGTGTTAGTTGCTGAATTTTCAAAAACTCCTGTTTA 
TTTCATTGAATGCCCAGAAAAAGGATATCCTTCAAGAAAAATCAGATGTTAAAATATTTAGAGATTTCCT 
GTCCTAGAAATACCACGTCTTCATCCAACCTAAAAATGACACAAACTCTTAATAGTCTTCCTCTAATTCC 
CCTCATCCTTCAAAAATGTGAATAATAATAGAATTATTACTAGTCAAAAACTAATAGAGGAACACCGAAG 
GAAAAACATTCAAGCGATGACTCAACAATAAAATGGTCAAAGAAAAATGTTTAAAACAAGTCATACAGAT 
TTGTGTATATGTGTGCATGTACGTATGCATGTTTGGTGAATTTGTACTTACCACTGCAAAAGTCTCTTGG 
CCTGAATTATGTAATACCATTTTCTACACTGAGATTGGCCTGCTATACTTTGTACTTAGCCCAGACAGAA 
ATTCTAAAAGCATTACCTGTTAGAAAACTAACATTTTAAAATTCAAATGTGCTTGTATTTAGAAGTGACT 
GGTTATATCCCAAGACATTATCTAATTGGGAGAGTAACCTTGTTGTATAATTTATCCAGAGTTGGAAAAG 
CGAGGGCAGTCTGCTTCCCTAGACATCTTTATTTGCCTTTTTAGTTTGCTCTGCTAATGACATTTCCAGA 
GGATGAAGAAAATGAAGAAAAAAGTCATACAAGAGAAAGTATAATAAACCCAAAAATATTTTTAAAAGCA 
TCTCTCAGGAAAGCATGAATCCTAGTTAAAATTAAAACATTTCTAATATATTTACTTGACATTCATATAA 
GCAATATAAAAACACACAAGCCATCTGCTTGACGTTTTTGATTAGGAAAAGTAGATAAAACACCA7UUVTT 
TAAAAGTAACAACATTATTCTTGCTAAATAAATAAATTAGTAAAGGAAAGGAAAAAATATTACACAGAGC 
AGATACTAAAGCAAAAAAAATAGGACAGGAAACTTTTTTCTCTTACAAAAGCAATTATTTAAATCACTCA 
AAGTTCCTTGGCTTCAAGGCTTCTGTGTAAACTTGCATCCTCTAGCTGTGTCTCTGTCACTGCAAAGATC 
CCAACTCCTAAGTAGCTCTTACTTTTCCCCGGGGTTTATTTTTCTTAAAGGGGTACAATTCAAATGCAGC 
ATTCTGCTTTAAAGATCAGCCTTGACAATAAATACTTATAACTTTCTAAATTGGGTGTGTGGACTCCAGA 
T^TGAAGGCAGGCAGTGAGTCTCAAAAGCACTTCTAATACAAGAAACATCACAAAAATAAGTGCTATATT 
CTCTTACTTCCCTTTTACAGATCCCTAGTTTTTGTTCAACTGAACAATATTCTGGCTGGGCATGATGGCT 
CACGCCTGTAATCCTAGCACTTTGGGAGGCTAAGGCGAGTGGATCACCTGAGGTCAGGAGTTCGAGACCA 
GCCTGACCAACATGGTGAAGCCCTGTCTATACTAAATACAAAAAATTAGCTTGGCATGGTGGCACATGAT 
TGTAATCCCAACTACTTGGGAGGCTGAGGCAGGAGAATTGCTTGAACCCAGAAGGTGGAGGTTGCAGTGA 
GCTGAGACTGCACCATTGCACTCCAGCCTGGGCAACAAGAGTGAAACTCTATGTCAAAAAAAAATTAATA 
TTCTGAAGTTTAATCATTTTAGCCTTTGATTCATGCACTTTGCTGTCAAGCTTGTCTGCTACTTGGATGC 
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TGGCCTCACTGAAGCCATTTCTAGCATCATTTCATCGGGCCTCGTAACTGTTAAACTGGGCAACTCTGCC 
CTCTCCATGTGCCCCGAGCTATTCCACTCAAGCTTGGTCTCTTACCTTCTAGCTTTCAACTTCTGCATCT 
GCTGTTTATTCACCCACATTGAAGAAACTCCCATCATTCTTAATCATTGAGCACCACAACATTCCAATCA 
TCAAAGAATGGCTTGAAATAGAACCTCCTTCACAAACCCTTCCCAAGGCATGTTACCTTTTTGGGGGGAA 
TAAGCTGTAGGCACTTATTATATCCTGTCTTGCACTCACACATTGCTCTTCACATCCATCAAAGTCTCCT 
TTCTTTTCATTTCACACCCACTCTGTAACTGGCCTCCTCTGTCCTCACTTCACTGTGTCAAGCAGTCAAG 
CAGTCCCTAAGCAGTAGCAACAAACTGCTATAGCTGGTAGGTTGGTGCCCACACTTTCATAAGTTCAAGC 
AGAAAGGATGTAATGATTCCAAATGAATTTCAACAGTTTACTGCTCACAGCACAGAAGGCCTGGGTTTCT 
TGTTCACATGAGTTCCCCTAACTAGCTTTGCAAGTACCACAGGGGTGAGGTCAGTGCTGCACACACATGG 
ATCTGTGTCACAGCTGAGGACTCCAAAATAAGGAGACCTGGATCTTATCTATGGGTCACTGGCCAACCTG 
CTAGTCCTCCCCTCCAGGGAGAAACAATTACCTTTATTATCTAGAATGCTCTAGTGATGGGAAGGAGACA 
TTATTACGCTGGAATGATTCCAGGAAGAAAAAGATCTGAATCTCTCTGGACGGAAACATTGTCTACAACT 
TCCCAAGGTTGTCCAATATGCAAATAACCTTGAGCAAACATCCTTTGCTCAGAAGACACGTGCAAATGCC 
AGACCATGGCGAATAATCTCCCTGCATACTCCCATACCCAGCCCAGATCTCACGGCTTATCATGTCAACA 
CTTTTCTTGCCAATAGCTGCAGCTCCCTCTACACCCTGCCCTGCCACACACACCTTGCCAACACTGATTA 
TCTAGCAGTTTTCCTAGTCACTTTTTCATGGATTTCCTGAGGCAAGGTTAGGAGAAAAACCTTCCCATAG 
CAAAGATTGATGGCATCTCAATTTAGTTATCTCCAATTTCAGGTAGACCCTCAAAACTTCTCCACAAGCC 
TTTTCTGGTCTTTGATCAGGTTGTTTTCCCCTCCCCACATTGGCTATTTCAAACCCTCATATCTCCTACA 
GGCCTTCACAACTCCCTCTAAATCGATGTGCCTCCAACCAAACAAAATTATCTACACCATAGACCCAACC 
TAAATGCTCAATCCCTATGTTATCAGGCAGACTTGCTTCTTGTTTTGCCCTAGGTTTATGCTTTAATCTC 
CTACGTCCTATTGTGTCCGGAATTGGTGGGTTCTTGGTCTCACTGACTTCAAGAATTAAGCTGTGGACCC 
TCACGGTGAGTGTTACAGTTCTTAAAGGCGGCGTGTCCTGAGTTTGTTCCTTCTCATGTTTGGATGTGTT 
CCGAGCTTCTTCCTTCTGGTGGGTGCATGGTCTCACTGGCCTCAGGAGTGAAGCTGCAGACCTTTGAGGT 
GAGTGTTACAGTTCATAAAGGCAGCGTGGACCCAAAGAGTGAGCAGCAGCAAGATTTATTGCAAACAGTG 
AAAGAACAAACCTTCCACAGTGTGAAATGTGACCCGGTTGCCACTGCTGCCTTGGGCAGCCTGCTTTTAC 
TTCCTTATCTGGCCCCACCCACATCCTGCTGATTGGCCCATTTTACAGAGAGCTGATTGGTCTGTTTTGC 
AGAGAGCTGATTGGTCTGTTTTACAGAGAGCTGATTGGTCCGTTTTGACAGGGTGCTGACTGGTGCATTT 
ACAATCCCTGAGCTAGACACCAAAGTTCTCTAAGTCCCCACTAGATTAGCTAGACACAGAGCAGATTGGT 
GCATTTACAAACCTTGAGCTAGACACAGGGTGCTGATTGGTGTGTTTACAATCCTTTAGCTAGACATAAA 
GGTTGTCCAAGTCCCCACCAGATTAGCCAGATACAGAGTGCTGATTGGTGTGTTTACAAACCTTGAGCTA 
GACACAGAGTGCTGATTGGTGTATTTACAATCeCTTAGCTATAGGTAAAGGTTCTCCAAGTCCCCACCCT 
ATTAGCCAGATACAGAGTGCTGATTGGTGCATTCACAAACATTAAGCTAGACACAGAGGGCTGATTGGTG 
CATTTACAAACCTTGAGGTAGACACAGAGTGCTGATTGGTGTATATACAATCCCTTAGCTAGACATAAAG 
TTTCTCCAAGTCCCCACTAGACTCAGGATCCCAGCTGGCTTCACCTAGTGGATCCTGCACCGGGCTGCAG 
GTGCAGGCAGAGCTGCCTGCCAGTCCCGTGCCGTGCGCCCTCACTCCTCAGCCCTTGGGCAGTCTATGGG 
ACAAGGCGCCGCCGAGTGTGCTCCACGGCACTCGTCGGGGAGGCTTGGGCCGTGCGGTAGCCCACGGGGA 
GGGGAGGGGGTGGGGGAGGCTTGGGCATGGCGAGCTGCAGGTCCTGAGCCCTGCCCCACGGGGAGGCAGC 
TGAGGCCTGGTGAGAATTTGAGCACAGTGCCAGCACTGCTGGGGGACCCAGCGCACCCTCCACAGCTGCT 
GGCCCAGGTGCTAAGCCCCTCACTGCCCCAGGCTGGCAGCTCCGGCTGGCAGCTCCAAGTGCAGGGCCTG 
CTGAGCCCATGCCCACAGTGCCCACAAGCCTGTGCAGCCCCAGTTCCCACCCGCACCCCTCCCTCCACAC 
CTCCCCACAAGCAGAGGAAGCCAGCTCTGGCCTCGGCCAGCCCAGAGAGGGGCTCCCACAGTGCAGCGGT 
GGGCTG71AGGGCTCTTCAAGCGCGGCCAGAGTGGTCGCCGAGGCTGAGGAGGCACCGAGAGTGAGCGAGG 
GCTGCCAGCACGCCGTCACCTCTCACTATGGCTGTGTCTCCACCCAAATCTCATCTTGAAGTATAGCTCC 
CATCATCCCCACATGTGGTGGGAGGGACCCAATGGGAGGTAATTGAATCATGGGGGCAGGTTTTTCTTAT 
GCTGTTCTCATGATACTAAATAAGTCCCATAAGATCTGGTGGTTTTATGAAGGGCAGCTCCCCTGCACGT 
GCTGTTTTGCCTGCCGTCATGTAAGACGTGGCTTTGCTTCTCCTTTGCCTTCCACCATGACTGTGAGGTC 
TCCCCAGCCATGTGGAATTATGAATTCACTAAAACTCTTTTCTTTATAAATTACCCAGTCTCAGGTATGT 
CTTTATTAGCAGCATGAGAACAGACTAATACAATGTCATTCCTTTCCAAGACTTGCTCCATCAAATTTTC 
CTCTCCATCCTGCCTCTCCATCTTCTTTATTTCATATTTTCCCTGAAATTCAAGCTGGCTAAATTTCTTT 
TTATCTTAAAAATAATCAGTCTTAATTATGTCTCCTGTGCTCTTTATTGATCATCCCACCATCTATCTTT 
CTTTCATAGCTAAATTCCTTGGCAAAAATAATATAAACTAACACTTACCTCTCTGCCCGCTGCTTTCAC^ 
CCATACCAACCTGCTTTCCTACAGAAAAATGGCCATCCACTTAGTGGCTGCAATGGACAAAATGTTTTTG 
TCCCCCCACCAATTTCATATGTTAAAACCTTAATCCTAAGTGATGATTTTAGGACATGGGGCATTTGGGA 
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GGTAATTCGTTTATGAAAACTGAACCCTCATGAATGGGATTAGTGCACTTATAAGAGGCCTGGCCAGATC 
CAGTAGCTCACGCCTGTAGTCCCAGCACTTTGGGAGGCTGAGGCAGGTGGATCACTTGAGGTCAGGAGAT 
CGAGGCCAACCTGGCCAACATGGGGAAATCCCGTCTCTACTAAAAATACAAAAATTAGTTGGGCGTAGTG 
GTGAGCTCCTGTAATCCTAGCTACTCAGGAGGCTGAGGAAGAAGAATGACTTGAACCCAGGAGGCAGAGC 
TTGCAGTGAGCTAAGATTGCACCACTGCACTTCAACCTGGGCAACAGAGTGAGATTCCATCTCAAAAAGA 
AGAGGCCAGAGGACTAGCTAGTGCTCTTTTTACTGTGTGAGGATACAGGGAGGAGCCAGCATTCTGCAAA 
CTGGAAGAAAGCTCCCACCAGAACCCAACTATACTGGCATCCT7VATCTCAGGCTTCCAGCTTCAAGAACC 
ATGAGAAATAAATGTCTGTTTCTAAGCAACCCAGTCCGTAGTAATTTGTTATAGAATTCTGAGCTAAGAC 
AATGGCCAAATCAAACATACTTTTCAGTCCATTTCCTACATTTCCCTTCTGTGGTATGACATGCTGTTGA 
TCTCCACGTCTTTGAAATCACTTCTCCACC7VCTACACTATAAGCTCCTTAAGAGAGAAACCATGTCTTCT 
TCATCTTTATGTACTCAGTCCCCCACAGAGTCAACGCACATAAAAATGGCTAAATAAATGATTTTTTTTG 
CACCGATTATCTCCCTTCGTATTGGCGCTTTCTCTTTTACTCCATTAGTTTACCATCCTTTACCTTCCCT 
TTAAAAGCTGGAGTTCACCCATGACCTCTCCTCTTCCTTGCTCTGAAGCCGGAAGACTGACTCCCTAACT 
AAATTGCTTATTATGCCACAAAACTTTTTCTCTTTTGCAGGCATCCATGGATTTCTGATCATTACTGGAC 
TTACCAATCTATATGTAACATAACCCCTGACATTCAACATGTTTAAAATTCAACTCATTATTCCTACCCA 
CCTTAAAACCTCCTCAATTCTTAGTGTTCCCAAACGTAGTAGTACCACCCTATGCTCAGTCATTCGAGCC 
AGAATTATGAGACACATGCGCCATATATGTACTTTCAGGGGGTCTCTTTTGATTTAATCTAGCCAGCAAC 
CCTCCAGCCAGTCCCATTTCTACTGCATGTGACTGTCTTAGTTGAATCCCTTGTAATTTCTCACCTAAAA 
TATTGCAACTGCTCTTCCTGTTCTTACCTGTTCTCCCCTGTTCTCCACACGGCTACTAAAGTGATTATTT 
GGCAAGTCAAACCTAACTGGGTCAACACTCAGCTTTAACTTCTCCCCATTGCTTAGAGAATAAAGTGTAA 
GCTCCTTAGCAAGGCATACCCAGTCCTATTCATGGCCTCAGTCTGCCTATTCTTCTAGCATTGTTCCCTG 
TTCATTCTACAAAGTCGTTCTGTGCAAAGGCTCATTAAAGCATGTGCTTGTTCTCTCATGCAAGGAACTT 
TTGCTCTCCTATTCGCTTCATTTGCAAGTCTCCCTACCCTTGACTGTACAGTGAACTCCTACTCATACGC 
CACCTCAAAATGAGCATCATCCTCTCCTCTGTGAATGGACCACAAGGCATTTAGAAGCTCCCTTCACCCT 
GATGGATATTATGGTGTAGATATCCCTACATCACAGCAATCATTACATTGTTTTATAGCTATTAATATTT 
CTTCACATCCTTCATGATCTATGATCTTTGAAGG7VAAGTGTATTTGTCTTTTATATCTTTGTATGAGAAG 
TAGTACCATACAGTGTAACATCTTTTGAGCCAAACACATCAGACATTGGCTGAATGTTCTGCAAATATAT 
CTGAACGTTTGTATTAGAGATTTAATTTCTCTAGTCCTTTGTTTTTTAACTTAAAATGGAGGTAAAACAA 
AATGGAGAATGCTTGATACAGTACCAGGCACATAAAGGCTCTCAATAAATGATAGATGCTGTCATTAGTG 
GCATCACCATTACCATTATTATCATTATTATTATTACTAATGATTTCCACTGTTCTTCTCAAAGCCTGGT 
ACTCCTCAGGTAATCATTAAGTGTTTTCTGAATAAATAATTTATAATTATTAAATATATATATATGATTA 
CCTTAAATGGTTATCTTGTTGACATTGACTCAGTTATTTGCTATTGTTCCTCCAATAACTTCTAAAGTGA 
TCTTTTCAAGTAGATATTTATTAAATATTTATTGACTGAATTTCTCAGTGATCTTTTGCTTCTGTGGACA 
AAGAAAGAATAATTATTTCATTTCTTTTTTTTGGGTATATATATATATATATATATATGCTTTATGTACT 
ACCGTCATTTACAATTTTATAGAAAATAATGAATGTATAGAGTTTATATTTGGATTCAACTAAAATTTGC 
TTGCTATTTAAAAGACTGTCAATAGAAATTAAAGTTAGGGCTTTTGAAAATAAGCCTGATTTAATATACT 
TAAGCCTCATGACCAGTTTTTAAAACTCTTGAGAAACAACTTGGAAATATCATATATTATGCACAGCCTA 
AGATTAAAGCACCCATGTTTCTCTCTCGAACTCTTCTGGAATGTAAAGCATTCAAGATTTATTGATAAAA 
AAGTAAGTGGGGCCAGGTGTGGTGGCTCACATCTGTAATCCCAGTACTTTGGGAGACTGAGGAGGCTGGA 
TCACTTGAGGTCAGGTGTTCGAGACCAACTGGCCAACATGGTGAAACCCCATCTCCACTAAAAATACAAA 
AACTTAGCTGGGTGTGGTGGTGCACAACTGTAATCCCAGTTACTTGGGAGATTGAGGCAGGAAAATCACT 
TAATCCCGGGAGGCAGAGGTTGCACTGAGCTGAGATTGCATCACTGCACTCCAACCTAGGTAACACAGTG 
AGACACCATCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGAAGTGGCATGTTTGTAGATTTAGTT 
AATTAATGTTAATTAAGCAAAAGATTGTAAGAAACCCTAGTGTGGTAACATAGCTTTGCTTTTTGTAGAT 
ATCCTGATGTGACTATAATGCTGTCTAGGACGCTGGAGAAACATCCTCCAAGTCAACATCCTCCTGTGGT 
CCTGTTGGCACCCTCCAGTGATGCTGGGTAGCCAGTGTTGTGTTGGCACTTGGTATGGCTGCTCTGGGTA 
ATGATGATGATGACTTCATATATGAGTGTCAATTGCCTCATACTCCATATTGTCAGACATTTTGCAAAAT 
GTTCTTTGTTAAACACATTACAAATGCCTATTTTGACCACAGAGTTTCTGAGTAAAGCCAATCAAAAAAC 
TACCAAAAGACTGCTAACTTCAACAAAACTATTACAAACTTCAATGGCTGGAAAGACATTGAGACCAACA 
GTTTCAATCCCACCCTTTCCAAGGGAAACTTTTAAAGCCTTCATATCCTTCTAACTCACGAGACATCATC 
CCAGTAATGGACAAGAGTTAGAAACACAAACTTGACTGACTGCCTTTCACCAGAAAGAATATTCAAAAAT 
TAGAGGAATATGACTATO^AAAACATTTACAAAGTATATAGCTATTACTTGAAAGCTATATCTATATATT 
TTTTTTCCTTATTTTACTATACATAAGAAAAAGACCCTTTATCTCTGTGGCTACTTTCTGACATATTTCT 
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CACCGAACTATAACCTAAAAGACTCCTGAAAAGGAGATTTTTGCATGTGGCAGTAACACCAGTCCTGTGA 
CAGGGAAAGAGCAACCCAGGCTTCTATTCCCTTGTCAGTCATCAGACCACTGTCCATTTCCATACCACAT 
GGCCCATACTCTCATCTTTTCACCAAAATGAGCAGCATTCATAATTTCTAAATTTCAAAGATGTATTTTG 
TGAACTTTTACTGGAGTTGAGTGCTTTAGAAATAAGGCAAAAGAGTGCTATCGTCAGGGAATTCATCTCA 
CCCTATTGATAAAGCTCAGATCCCACCTGTAGTGGGGGTTCTTGAGTTTAAACCATGGTGAAAATGTGTA 
CACTGCTGACCTCTGGTGGAGATTTTTATTTTACTCTTTTTTGGTTAACTTGTCTTTGTGAAACAAGGGA 
ATTTTACACCAATTACCTTCATAATAGCAAACACAAAAAATATTTTTGAAGTCAATTTAAATACTGTGTG 
GGACCTGTCAGATGCACAGATGAAATTGGGACAGATAACCTATCAATTTGCTCGTTGCTTACCTGCTAGT 
CACTCATTAACTTAAAAGTACTTTTAGTGTCTCTTAACTCTGCTACAAAAAAGATTGGAAGATTGGATAT 
TGATGTATGTCCAGTGTGGCCCATTTAAAACATCTGCCATAACCATTTAAAAGCTGTTAATTCATGTCCA 
TTTACCTATCCACACGTCAATTACAGCTAGTGAAATGCATTTGTCAGTTTTTTTCCCCCTTCCCTTCATC 
TCTGAAACATTCTAACACAAAACTGTGCTTGCTGGAAAAATCTGGTGATTACTAAATTAATGTTTTATTT 
TTGTCTTAGCATGTCTTTTGGT^AAAAACACAGTCCTGATTGTCATATTCTTCTTATGCTTAAGTGCAACA 
ATTGGAACTCAAGAATAGCCCCATGCTTTGCAGGATATGAAAAATAGTTTGAAGTCCAAAGTTCCACCCT 
CCATATCTAATGATGATCAGTGACTCCGTTACAGAAAGTTTTCCCTCAGTAAACCCGGAGGAAGTGGGTA 
CTTC TTATATTACAAAG ATACAATGGCAATCTGTCTGCATGTGATTTTTTTAAAAAACATGGGACCTCTG 
GATTCTAATTTCTAAAGTTTGAGTAACTTTGGACAAGTCACTATCAGTCACTAAATGTCTGCAAATCTTA 
GCATAAGAGACACAAAGTTCTTGGAAGTAAAGAGAGGTATTGTGTAGACAGGGACTATCTCTCTGATATA 
TGGCCAGAGACAAAAAATGATGAAAAGCCCAGCCCTGGGAAGGTCTGAGGGAAAAACCAAGCAGAAAGAA 
CAATACAGAACAAGCTCATTTCTTGGAAGATCAGCAGGTTAGTGGGCCCCAGAATAGAGGGATGGAAATG 
ATCAGATGGGACACTGAAGAAGTAAGCAGCTCAGACCACACAGTTCTTATAGACCATACAAAGAATTGGA 
ATTTGATTCTAAGTTTAAAATGGGAGCCATTGGAAGGTTGGAAGCAGGAGAATCATGTGATTTGATTTCA 
GCTTTTAAATTTTCACTCTGGAGGCAGGGAAGCTGGTCAGGAGACTATTGCAGTAGGACAATATTGCAGA 
ACATGAAAGTGGCTTGGTCTTAGCTGCCGTGGCATAATGAATAACCAAGTATGAGGTGCACAGTTAAAAA 
CAAATTTGAAATGTGTTTTGAAATGAAATGTGTTTTGAATTAAGTTGCATGCTATGACAAATATTATCAT 
TTAATTCTCATTTTTTAGATTACAGAAGCTTAGCATTTTTTTTTTTTTTTAGACGGAGTCTCGCTCTGTC 
ACCCAAGCTGGAGTGCAGTGGTGTGATCTCGGGTCACTGCAACCTCTGTCTTCCAGGTTCAAGTGATTCT 
CCTGCCTCAGCCTCTCAAGTAGCTGAGACTACAGGTGCGAGCCCCCACACGCGGCTAATTTTTGTATTTT 
TATTAGAGACGGGGTTTCATCATGTTGGCCAGGCTGGTCTTGAACTCCTGACCTCAGGTGATCTGCTTGC 
CTCAGTCTCCCAAAGTGTTGGGATTACAGGCGTGAGCCACTGCACCCAGCCTGAAGCTTAGATATTAAGT 
GATTTGTCCAATGTCACACAACCATTTGGTTGCAGATTTAGAATACAAACCTAGTTGCCGTGGCTTCATA 
TCTGTTATACCTGTTACTCTAGAATAACACTTAATAGCACCAACTTAACATTATTATGAGACCATGGGCC 
ACTTTTAAGAGTTACAGAATTTTTGAGTTGGTAGG7VA.CTTCAAAGATTATCTCCTTCCACACTCTCGCTT 
TACAGATAAGGAAACCAAGGGAAGTTTTGTATGTTTGTTTTTTGTTTTGTTTTTGTTTTTTCCAAGTTAA 
CTGACTTTCTAAAGCTTGCTCAACAAGTAACGGACAGGGATGGCAACAAGTTCAAGTATCTTGATTCTTA 
GAGGGATGTTATTTCCACAACAGCATAGCAAGTCCATTATTTGGTGCTTTCTATGACAGGAAATAAAGAC 
ATATTTTGAAAGTATGGAGAGAATTTTGCCTACTTCACAGTTATATCCAAATTTATCTTGTTCTTCAAAA 
TAATGGCATTTGCGGCAACCTGAATGGAATTGGAGACTATCATTCTAAGTGAAGTAACTCAGTAATGGAA 
ATCC^AACATATGTTCTCACTCATAAGCAGATGCTAATCCATAAAGACGCAAAGACATAAAAATGATACA 
ATGGGCTTTGGGGACTCGGGGGAAAGGGTGAGATGGGGGTAAGGGAT7WIAAGCCTACAAACTGGGTTACA 
GTGTATCCTGCTCGGGCGATGACTGCACCAAAATCTCACAAATTACCACTGAAGAACTTACTCATGTAAC 
CAAACACCACCTGTTCCCCAAAAACCTATGGAAATAAATAATAAAATAAAATAAAATAAAATAAAATAGA 
GAAGTTGATTTGGCTCACAGAAAAAAATGGATATTTTACATGGTTTCTATGTATATAATTAGACATTTGT 
TCCTTAAAAAATAAAGATATTTAAGACACTAAAACAAATAAATAAATTTATCTGGTTCTTTATTAAATAT 
CTATTGAACATCTATTTTCGGGCACTATAATAGATTATAAAGATTTCAA7VATTAATGTTATAGCCCTCTA 
GGAGATTGTAATCAAGTGGGAAAGACAAAAATAATGCAAAAATATATTTCAATATAACATGGTAAAAGCC 
AAAACACAGAAATAAAGATAGTCATGAAAACACAGAGAATGGAGCGATAACTAATCGTATCTAGAAGAGT 
GAGGAAAGATCCAAAAGTGAAATTTTTTCCAAACCTTGGCCAATAAGCTAGGTGATGATTGGCTTTGATT 
TTACCCCACGAGTAATGGATGCTAGGCAGACAAGAATGAGATTTTCCCTCTTCTTGATATTTTCAAGATA 
TAAAAAAGGGAGAAAGTATTTCCCAAAAATTAAGGAAGTAGAAGAACTGAGCTTGTCCGTGAAGGCTCTC 
CTCTCTGATCATATTGGAAGAAGGTCATAACAACATTCTCAGGTTATGTGATGGTAGCTCATTCTAAATC 
TTTATCAAAAAATGCATTACATTTGTGGTTCGCATCTCCAAAGCTGTGTCATTTCACAGCCGCTACATGC 
TTTCATGCTATGCATGGAAAAGAAACTCAAGGGTATCCATGGAGCAGTGCTACTATTACTGTTTGGTTTC 
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TTTTCTCCATCTACCTCCTCTCCCAGGATAAGCTCACCCTCCTCTCATTACTCCAACCACTATCTACATG 
GCTAAATCTCAAATTCATGTCTTCAGGCTAGACCTACCAGAGCAAGAAGGACAATTTCCATGTGGATGGT 
GTTGAGGGATGTCTCTTTTTCTTGATTGCAATTTACAAAGCAGATATCCAGAGCTGGTTCAGAAGAAAAA 
CCTAGCGGCTGAGTCAGAATGTTCAAAATT7VAGAGATTAGATCAAAATAACAAAAAAAAAGTACTAAATG 
TAAAATAAAGAGCACTGATGACCTCTGCTTTGTGGATCCCATTATACCACATACAGTCTTCTAATATAAC 
ACCAGCCATATTTTACTGGGTTTTCTATTTCACATATGTCTCTTTCTTGTTAGAAAATTAGCTCATTAAG 
AGGAAGGAATATCTCTTGCTCATTTTACATTTCTGGTGCTTAGACCAGGGCCTGGTACAGAAGCACTCAA 
CAACAACAAAAAAACTACATGAATGAGTAAATAAATTAAAAACCATCCTGAGGTATTTGGGGCCTTCATG 
GTATCTATTACATCTTAGCAGAATAATAGAATCTCTGAAGCATAGCAAGAGAGGGTTGTTAAAGCCCTCC 
AGGTGTAACCCCACTCATCAAACAACCCTCTTCTTATCTGTGTCATCTGAAGACTTAGGGTGATAGAAGA 
CTCACTGTCTTCTAAGGCCATTTACTAATCTTTGAAAGGCTTAAATGAGAAAGTTGTTTGTTTTAACAAG 
CTGACAACTCTGGCTTCCTCCCATACATTCTAGCTGCATCCTTAGGGCTTTCAGTGAGTAAATACAATCC 
CTCAGAAGATGCTTTGCTATCGATTTGAGAGCCTTGTCTAGGCCATATTTGATTTCAGACTGAACTTGTT 
ACAAGCTTTAAGTCTTTTCATTCACAAATCCTAATAAAAGATTATTAAAAAACCAATTGAAATTGCTCAG 
CACAGCAATATCGAAGTGATGGGTTCTTTCTTGAGGTCTTACCTTCTTTTAATCAAGAAGAAAGAAAAGA 
ACTATAGACTGTTGACAGTAACCATGTGTTATCTACTTTCCGCACACTTCTTTTCTTCATCTAATTTAAT 
TCTTCTAATCAAATCATGGTATTATCATTTTCCCTTTACAGGGAAGCTAATAGGCATTGTTTAAAAGCCA 
ACTGTTCCTGGTTCAAAGATATAATGACCTACATTTGATGTTATGTTGACTCAACTGAAGGACTGTCATA 
AATTAATGTATGAATTTTAAAACTAAATACATTCTTTAAATTGCAGAGAAATTACCTCCCTCTAGGTAGG 
TACCATAGATTTTGGAATTAAAGGAATCATGGCTTTATTTCCTGGCTTTACTTCTTCATAGCTAGGTAAC 
CTAT^AGCAGGCCTCGTAACTTCTCTGGGATTCAGTGTTCTAATTTGTGAAATTATAGTAGTAACATAGAC 
TATGTAAGGCTAAAGTGAGGATAAAATGGAATCACATATGTCAAGGTGGCAGCACTATGCCCAGCACATG 
ACAGTGGTGATGATGATGAAGAGAACATTGAGATTCAATTAAATTGAAAATATTGCTGCTGGGAGGACCT 
TTAACAGTTCCCTAATCAAACTCAAACTGACATCAGATCCAGAGGGAGCAAGGGTTTTATTCAAGATCAT 
AGAGCAAGTTAGCTTCCTGCCACCATTCCTAGGTCTACTCTCCTCTCTGCAGTCCAGACT^AAGCCCTCCA 
GGTCTAGCATTTCCTCGACAGGATAGGACAGAAATGAGCAGCCCAGGCATCCTTGGTGTTCAGCTTTCCT 
CTAGCCCGTGTGAGGGGTGCAGGAGAGAGAGAGAGCACAGTCTAGTTCTCTGCACAGGCTCTTTCTCTGG 
GGTTTCTTCCCTTCACATTTAATTGCTAAGGACAGTCACATAAAAAATAAATAAATCTTCATTTCTGTGG 
GGTCCATCTGCTCCCACCACTCACCTGCACATGAAAGATGCCTGCTCGTGAATGCATCTCAATTTCAAAT 
GAACAGTCAAAAAAAATGCTCCCGTCAAGGCTGCCTCACAGTGGGTACAAACCTCTGCAACAGCGCTCCT 
CCTGAGGCAGCAAGTTCATCCTGTCCATTAGTGAGGAGGATAAGAAGGGCCTGTCAGGGCTGCCTCCCCA 
GGACACAGGGCCCTCGGGCAGACAGATGCGCTGAGTGTGAAAAGAAATTTTCAAAAGCCTTCCTCGCTCC 
CAGCCTGGGGCAGAGCAAACAGGGCTGGGACCATCAAAGCCAGCTGCTTGCCTACAGGCTGACACCCCAG 
CTACTGGGGTTTAATTTCACATTCTTACTCTCTCCCGCTCCAGTTACTTTTGGTGATTATTTTTATCGTG 
GTATATTTGTAAAATTATTTTTCTTGGATCTTCCCTCTAACACCCATGTGCTGTGGTGATACAGGATCAA 
AAAGATAGGTTCCTATCTAATCAGGAAAGAGTAAGGAATTATTAAAATTGTCAGGGGAGGGCTAGGGACA 
CTGAATTCTATTTCTTAGATGTTTCCACTTTTCATGATCCCTCTGTCCAATTTTTCCAATCTAAAGAGCA 
GAGTGATGGGTGCAAATCATTTCTCTATCCTCCCCTCTTTCTTCCCTCAGAAGTGGAGGACAATAATAAG 
AGGTGGAGAGGGTGATGTAATTTTAGATTCAAAAGAGGGTGGTTTTTAAGTCTTCATAGCCAGTACTACA 
CAGATTGCTGCCATATAATGGAATTCTTCCAAGTATTTTGGGAGGAATCAGCCTTCTGTTCACACGTCAA 
CACATATTTGATATTATCAAATTATTTTATAACTTTCAATGTGCTTCCATGTTTATCTCATTTTAAATCT 
TACAATGACAGCATCAGATGGGTGTAATTATTCGTTACTTGTTAACAACAGATAAGCCAGAGTATTCAGG 
GAAAAGGAAGGAGAACAGTTTGCATCGCTCCATTAAGCCTTGGGACATTGTCAGAATAATTGTCAAATAA 
TTCTTTTCAACTAGATTCTCTGTCAAACTGCCTGATACCTGAGCCCAAGGATGGGAGTGAGGGAGGGGAG 
TGCAGAGAAGGGAGGAGGAACAAGAACCTGCTTGTGGCCCCCAGCTCACAAAAATGAACTCAACTCCAGA 
GGAAGCTAAATGACTAAATGTGATCCTCCTTAGAGCAATTATCACTCAGACCAAGGAGAGACCAGAAATG 
GGGAACCGGGGCTTCCAGAGAGTTGATGTCCCCAAGATCATGGCATAAACACTTATGTCGCCATCAAGAT 
CCGATCTCATCAGCAACCCTAGCAGGCCTCCCTGTGAGCCAAATCTCCTCAGCCTTTCTAGGAATCAGTT 
TTCTCATCTATAATATGAGATGCTTAGACCTCACTGTCTTTCAAATCCTTTTTGACACCAATGTTAAGTG 
GTTCTAGGACAAATCACAGCATCTACTCAGAATGTATTATTTTAGAGATTTAAATGGACACATAAGCCGT 
AAAGGGAGTTCTTCATGTTGCTTTTCACTAGTCACATTTTTGACTAGCACTGGGGTTAATATCTCAGTTT 
TAACCTTTTTTGCACTCCAAGCAGAAAATGCCTTAGATTGGAGGAATGGGTATTATGAGGGGGACTGTCA 
CTTTCCACCATCAGCAGCAGATCTGGGGAAGGAGTCACGCATTATTTGCAGAATAATGGACCTTTCTGAT 
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TCACACACCCTCTAGTCAGCTGGTCTGCTCACCAGGGAAAGCAGATCAATGCAGATTTGGGAAATCAAGG 
AAAAACAAGATGGTGACACTGGAAAGAAAATGAATAAATGACAAGTAAAAAGAGAAAAGAAAGGATATTC 
CAATATTGGCACCATGCTTCTCCGCATATGTAATGCCTTCAGTGCACCCTCCAAGAAAGGTATGGATATC 
TCTCCTTTACACATAAAAGAACTAAAGTTCAGAGAGTTTATGTCACCTGCCTAAGGCCATTCAGTGAGCA 
AATGGGTGAAGTAGAACTTAAAACCAATCTGTCTGACTAAATCCAAAACATCACACTGTGTTCCTGTCAG 
TCATAGTCAGCTTTGTAAATTTGTGTTGTGTTGGATAAAATATATGTTAATGGTTATGCTTTGTTTTACA 
CTGTAATTCATTAAAATACTTTGCAATTGAAATAAGCTAAAGACCTTGAAGTTTCAAAGTCTACTAAGTA 
ACATCATTAACATGGAGGTAGGTGATAAAAATCTTTCCCAAGTTCCATTATAAAATAGACTTCCCTCCTA 
ATCACAGGTAGCAAAAATGATCTTAAATCATGTTATACTTTATATTTGGGAGAGTTTTATTATTTTGTAT 
TGAATATTTATGGGGTTTTTTAAATTTTCACTTGGGGAGGTGGGCAGTTCCCAGCATCCATTTCTCTTTA 
TTTTTCTTATTACACCTATGCCATTTCCAATCTTTAGTGTTACGGTGGACATGTGACCCATGGCCCACCT 
ATCAGGACAGAGGATTCACCCATCTATATAGATAGGTTTAGGGATTGGTGTTTGATTCAGTCACGAACAA 
TTGGCTGCATACGGCTTTTTCTGAGACTATTGGAAAAGAAGCATGTTCTCAAATCTGTAGACTTTAACCT 
GTAAATACATGAGCCCAGAACGGTTAGGGGCCACCAGATAATATCTGAGAATAAAGCTACTCAATGTAAG 
GCAGAGCGAAAAAATGGAGAAGCACCCAACTCTGAAAAAATCAATAGCAACGACTGAAACTATCAATTTT 
CCTTTTTGCCAGTGTCTGTTTTCTGTTATTAGTGAGTAAAAGAGAACTCACTGGTCCAATTTCATTGTAT 
AGTCCAGATTAATAAAGATTTTTAGCAAAGCAGATTTAGTGTGAAGATAAATGAATGTTTTAGCACAAAA 
CATCACAATTAAAACCTCATGGATTTTACTTCATCACATAATTTCGTCTCTTTGGTAAGCATCACACAAG 
AAAGAAAATGTCAGGAACAACATTATTTTCATTATTTTGCCACTGATAAGTCTTAAGT7VATACCAAGGTA 
GGAGACTGGCAGGACTTGTTTTCTGGTCACAACCCTGCTGACCAA7UVCAGGATCTGGTCCACCCAGGATG 
ATGTGAAGAAACTGGCAGGAACCAGCAGATCGTGACAAAAGCCATCCCTAGCTGCCCTCACAGCTCATTA 
GTGTAAGATACTCTCACCAGCACCATAAGAGTTTACAAATGCCATGACAATGCCCCGAAAGTTACCACCC 
CTTTCCATGGCAATGGCCCAGAAGTTACTGACTGCTTTCCCTGAAAGTTCTACATAACCCACTCCTCAAT 
TTGCATTAACCCACTCCTTAATTTGCATGTAATTATAAGAGGGTATAAATGAGTATAAACACAGTTGCCA 
AGAGCCCATACATTGCCAACTCTGGGTGCACTGACTGTGAGTTAGCCCTGCCCTGCAAGAAGCAGTACCA 
TTCCAAAGAAGATTAGGCTTGCCCTTGAATTCTTTCCTGGGTGAAAATAAGAACCCTTCCAGGGTAATCC 
CCAATTTTGGGGCTCACCTGTCTTACACCAGTACCACAAAGTGCCAACCTTTTTTACCAATCAGATTAAA 
TTTTTCCTCAATTCCCTCTTTGTGAGAATGCCTTTCTTCACTAGGAAATGGGGACCTTCTCTACATTTCT 
TCAAATCCAAAGCATCAGTTTGGCTGGTATCCGTCCAAGAAGGGAAAATGAAAAGCGTGTTCAGTGCCTG 
AGGATCCTGTGCTCATTGAAGCACATGCTGCTAGCAGTTTTTTCAGGTGTTAGAGTGACTGAAGACCTCA 
CTATAATTTCTGGACTGAAAATGGTTTCTCTAGATGCTAGAGAGAAAGAGTGGCCTTTCTTCCTCAGTAT 
GATGCTCAAATATTGTCACTCCATGCCCAGATAGGCAGAGCTTCAAATGCCAAAGCATTCTGGAAGCTCA 
GTGTCCTTCACTTAGGCACACACAGCCATTCCTTGAGGCATGCCCAAGCTGCCAGGGTGACTGGGCTAGG 
GGGAATCTGACCATGAGCCACAGATTGTGTCCAGAGCTAAGCCTTCCCTATGACCATGGAAAGCCAGAGA 
GTGCAAGAGAGGGGGAGTTATTAAGGTAAAGAGGTCAGTTCCAGTTACCATCATTGATCAAAGACACAGC 
TGGGATTTTCCAGCGACCTGAGGCTGTGAGTGTGTGGGTGGGGGAAGGCTCAGAGGTGCTGAACAATCAA 
AAGACCCTCCTTCCCAGTAGTCCCTGATAGACTACCACACATTCTCGTACTAGTCTAACATATATATTTT 
TCTAAAGTAATAGGTTTTAGGACTAATTCAAGTTTTTCTTATAACATCCAGAGCAGGATCTATTTTCTGT 
GTAGAGTTTGCTTTCTATTTCATTCTACTTTGGTTCTCCCCAGCATTAACCTCTGCATCTTGTACTACTT 
TGTTCTTGTCACCAATCACACTTCCCTGTTTTAGAACAGCATTGACATTTTGTGTGTGCACGGTGCATAA 
AAGAGTACCTAACCCACTTTCTGCCCTGTGGTATCTCCAGAAATAATACATCTGCCAACCACTCTAAGAT 
ATTAATAGCACTCAAAAATGTTTCCCTGTATGCAACTCCAGCCTTGCTATTTATTGTCAGATAGGTATTC 
AAAATTTCACAGGCCACACAGTCTTTCCTCACTGTCAGGGAAGGACTGGCCCGCCATGAATTGCTCCGAT 
TCTGAATGAGAAGCAGTGAGACCCAAAGCAGCAAGCCCCAGGAACAGGTGACCTTGATCAGAATAATAGA 
AAATCCACATGCTATAGAATAGGGCAGGGAAAGCAACTCCTCCACACCAAGGTTCTATTGGGCCCCGAGA 
CAAATGCCTCTGCTGTGACATAAACAGTTGTAAAATATCATGCAGAACTTCTAGTTCCACATTTTGGGAG 
CACACTGAGAAAGAAGGACATGACAGCCGGGTAGTACCCACCAGTCGGAGGCAATCAGACACCCCGGAGC 
GTCAGGAGGAACTGTAGGGCACTGAAAACGGGAAGAAAATGAAAACTTGGGAGGGCTGGGCACACACACG 
AGAAAGCGAGGAAGGAAAATGGGTTTCACAAGGAAACCTAGGAGGAGAACTGGCTATCACCCTGGACCCC 
ATTTCTCCAGCTGCTGCACGGAAGTGACAGAATGGCAAGAGTGACCTGGGTGACATGCAGGGATGGGTGC 
AAAAGCCACCCTCGGTTCAGATGAATGGATCTCGGGTCCCACATGCTGTCAGGACTCTGTGACTCAGTGA 
CGAGTGCCCTCAGGATGATGCCTCCCCAAGCAGCTGGCACTGAGGGGTGACTGTGGTGACATGAAAAGGG 
GGAGGGAGGGGGGCATGTTTAAGTCACATCAAAAGTTGAGCCTGGGGCTGGGCGCGTGGCTCACGCCTGT 
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AATCCCAGAATTTCGGGAGGCGGAGGTGGGCGGATCACTTGAGGTCAGGAGTTCAAAACCAGTCTGGCCA 
ACATGGTGAGACCCCCGCCCCTCCATCTCCACTAAAAAAAAAAAAAAAATAGCTGTGTGTGTGTGTGTGG 
TGGTGCAGGCCTGTAATCTTAGCTACTCGGGAGGCTAAGTGGGGCAGGAGACTCGCTTGAACCCAGGAGG 
CGGAGGTTGCAGTGAGCCGAGATCGTGCCATTGCACTCC^GCCTGGGTGACTCTGTCAAAAAT^AAAAAAA 
AAAAAA7^A7U\AAAGTTGGGCCTGGAAGAGCTGTTGAGTGAATGTGTTGGGAGAATGAGAAGGAAATGAGG 
TGTGGCAGGCCTGGCTGACGCCAGGTGGTGGGACACGCCAGTGCCTCCCGTGCTGCCTGAGGGAGAGGCT 
CTGGCCCCTGGGAGAAGCGCTAGGCCCGGCTGGGATGTCTGGGGCTGTCCCTGAAAGGAGATAGTAACTG 
TTTGGTTTGTTTGTTTGTTTTGTTTTTAGTGTGGGGCGTTTTTTGTTTGTTTTTAGTGAAACTGTCAATT 
CTGAGAGAAGCCGTGAGGGAAGCGGAATCTGCTCCTCCAGATGGAAGCGGAGCCGGAGGGACCGCGCGGT 
GGGAAGCCAGGGTGGGCACCGCGGGCAGAGGCGGGGGTGAGCTGAACCACCGCAAAAGCGGGAGGAGACC 
CGGGCACCTCGTCTGCCGGCCGGTGCACCGGGGGTGTGCCTTTGACTTGAAGCCTAAAAGGGGGTGAATT 
TGGGACTCCAAGAGCGGAGATATTTTGTCCAGTCATGCAGGGCGGTCAGCTTAGGCTTGAAATTGGAAGA 
CTGGGGCAGGAGGGAGAGTGGCCCCAAACTCCTTACTCATAAGGGATGAGAGTTAAAMTGGACACGGCG 
TCAGGATCCCCGTGGCTTAATGCTCATATCCTAGTGAGCCGTCTGTAATGACATTTTTGACGTGGATTAT 
GGCAGTGTTACAACCCTGCTCAGAGGCCGCTTACTGAGTACACCTGGGCTTAACGGGCTCTTCCGGAGAC 
ATTAATTCAGACGTGAGAATTAGACTCACGTGTTCATCGCTTCCGCGCTTTTCTGCTAACATCAAATGCA 
GACTCATGTATTCAGACCCTGCCTTCTACAGCACTCAGACTTAGAAAGTAAACGCATACTTCTGCAGATA 
TATAACAATTTAAAATATCTTATTTTACATTTTTTATATTAAAATTCATTTGGATGCAAACATTAAAATT 
AACAAATAGAGACAGAAGTGACATGGAACAGCTTAAAATACAAAGATATAAACACTTTTCATCAAGATAA 
ACATTGCCTTAGTGAAACTGGCCCGATTGTCCGTCAGAACTAATGTTTACCGGGTTTTTTTTTGAATAAA 
CATAAAAATTAAACGTCCCATTCTTT^AAACTTGAGAAAGCTGTATCTCCATCTGTCTTACCTAAGTTTCT 
TTCTCGGGAAAACAAACATCAGGCCTCCCAGATAGTATCAAGGAGCTGAAACTCACCAGATCTCTGAACA 
ATGAGAGGCCAGACCCTTCACCCACCGTGACTCTGAAACAGACCACCTGTTTCCTGTTGAGCAGCCCCTC 
TTCCTTATCCCTTCCCAATTTCTTTTCCTACACATAGGTACATTTCTTCCCTACTATATAAAACCCTGAT 
TTTCGTTGGTCAGGTGGATGGATTTAAGACTGATCTTCCATCCTCTAGGTCGCAGCACCCAAAGCCTTTT 
TCCCTAACAATACTCATTGTCTCAGTGATTGGCTTTTGGTGCAGAAAGCAATGAGACCTCTACCGACGGG 
ATCTGTACTGAGCCCCTAGCGTCTGGGTAATATATAATAAGTAACTTCCAAGGAATTAAAATGTCATTGC 
TTAGTACCTGATTTTGGAGGGTTGGGGGTCAGTGGCAAGGGAGATTTCTAGTGAGGATACCAGAGTAAAC 
CATGTTGGTTTGATTGGCAGTAACATACGTTTAT^AATGAGAGCTGAGTGAGCTACAAGCTTCAGCAGCAT 
GTTTAACGCATTCTTTATTTACATGTTGTAAATGAAAAGTTACTGCATAACACTTTTTAT^AAAGAAAAAA 
AAAACTTTTATTCTTGAAATGCCCAATTTTAGTTATGGATCATACTAAGTACAAGCAAAGGCTATTTTAG 
CTGTTCTTAAAACCAAATGCAT^AATATACTGGAATAATTTAAATCCTGTTATAAACAAAAGAGATAAGAT 
ATAATGACAACTCTAAAATAGCAGGAAAAATTAACTCATTTTAAAATTAGTTGTTAGCAGGTATAATGAA 
AGAAGATAAATTTAAACAATTAGGAACTGATGAAGACTGTAAAAATTGCTATTTAGAAAGAATAAGTGAG 
AAAATGCTTGGGAAACATGGATATATATCAAGCAATAGATCTG7UVTGACAAATACCCTAGGCTATTAAGG 
AAATTAGTCAAGCAACTTAATTAACTTACAATGATTTTTTCAAAGCTCATGGTAGTTTGGATACTGGCAA 
CATGGTACCCACCTTCAGTAAAAGGTTAGGAGAAATTAACTCAAATATTACCAGTGGTAATTTTCCCACT 
AATCATAGTCATCATTAGTAAAATTATAAGGTTAGAAACTCAGCACAAGATAAAAAGATTATGGCACCAG 
AGCCGTAATAACCCTGAGCATGTTAAAATGAAATAAAGCACTCAGTGTGGTGATTCCTCAGGGATCTAGA 
ACTAGAAATACCATTTGACCCAGCCGTCCCATTACTGGGTATATACCCAAAGGACTATAAATCATGCTGC 
TATAAAGACACATGCACACGTATGTTTACTGCAGCACTATTCACAATAGCAAAGACTTGGAACCAACCCA 
AATGTCCAACAATGATAGACTGGATTAAGAAAATGTGACACATATACACCATGGAATACTATACAGCCAT 
AAAAAATGATGAGTTCATGTCCTTTGTAGGGACGTGGATGAAATTGGAAATCATCATTCTCAGTAAACTA 
TCGCAAGGACAAAAAACCAAACACCGCATATTCTCACTCATAGGTGGGAATTGAACAATGAGAACACATG 
GACACAGGAAGGGGAACATCACACTCTGGGGACTGTTGTGGGGTGGGGGGAGGGGGGAGGGATAGCATTA 
GGTTATATACCTAATGCTAAATGACGAGTTAATGGGTGCAGCACACCAGCATGACACATGTATACATATG 
TAACTAACCTGCACATTGTGCACATGTACCCTAAAACTTAAAGTATAATAATAATAAAATTTAAAAAAAA 
GCACACATAACAAAACAATATTCAATATTCCCTCAACATCATTAAGATAGAGGGAAGGAAAATAAAATTT 
ACACTGGCTAGTGAATATGTATTTTTTATAATTTTAGAATGTAAGCACTCAAACATTTACTTACCAAATC 
ACTCTTAATTTGTTTAGAAGTTCAGCTATGTAAATTGAAATGTGTCCTTGGCAAGGGAAGACTAATCATT 
ACCTTCATGTAAAAGAAGTCTCTAGTGAAGGGTCACAATAGTTGACCAGAGAGCTAATTTCCATTAGTGT 
ATACCATTCACTAATGATATCAAGACTGAACATTGTGACATTTGGTTATACCTCAATAGTGAGAGCAATT 
TTAGGATTTAAAGTTTCATTGCACTGGGAATTTGTGGTTAACATTGGTATGAGTACAAAAAGGGTGTATC 
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TA7U\ACCTCACAGCCAGGGAAAAACAGCTTTAAATAGGAAAATTGGAAACAAGTATTTGAAAGGAAATAA 
AATCTTTAATGAAGATAAATGGGTAGATAAAAGCAAGTAATCAGTGGAAGGATATTCCTGAGCAATGCTA 
ATGAATTATTCACTAGAATGGAGCCCACGGGCTGCTGGGAGCTGTCCTCTCCCCACTCCACGGTTCCCGG 
CAAAGGCAATGACTATACCAGAACTGTCTTCATGCACACTGGGCCAGGCCTTGAGGGGACTCTGACTGTG 
GCGGATTTGGGATAACTACCTTAATATTGTTGAAAACGACAGCAGCTAGTATTAACATTCTTGGGCAGAA 
TATAAAATAGACACAGACGCCATGGAGGAATAAAGACAGAGCCACCTTGTATAATAGTAAATCACATTCT 
TGTGAGGTTTTTGTCAGATTCAAGACTAAGAGTAGCTTTCTTCTCACTTCCAAACAATTAAAGGAAAAAG 
ACCATTTCTCTATCAAAAAAAAAAAATCTAAATGTATCGATACCTCTAATATCAGACAAACATTTTAGTT 
TCATTGAGTTTCTGTTTTGTTTTTCAGTTGTAAAATACATATGGTTTCCTAAAAGATCTACTTATCAAGA 
TGAGTGTAAAGGTTAAATTACCTGAGCTATCCCATGGTAAAGTTGTTCACAGACTTTGAAGTTATATGCA 
CCAGTTATCATCCCCATCATTCTCATTAGATCATGTTTGTACAACTCTCCCCCAAAGTATTAACATATAC 
ATGGACCATTTAAGAAACATTTACCTCCCAATAGTGTACTACTGTAGTGAGTCAGGAATACGGTGATAAA 
TAAAACAGTTCTCTGCCCTGAGAATTTATACTCTTGGGTAGAAGGTGATATTTTAGTGCAATGTGACAAT 
GATTCTGATTTTTTTAAAATATGGTTGTACATGGGAAATACACTTATTCCATTCCTGGGTCAAAGAAGTC 
TTCCTGGAGGAGGTGATATCTAGGACAAGAACTAAAGGATGTGTAAAACTTAGGAAAGTAAGAGAAGGTT 
TTGATGGGCGAGGACAACTAGGCAGAATAAATGACATGTTCAAACACCTGGAAGAGACATTTATACCAGA 
TTTTTGGAACTCAGCACAGTTCAGTTTAGGTAAAATTTTAAAATGTCATCCTGTGTTTACAGAGAGATGA 
AACTGGAGGGCTTGATAGAAACCACGTTTTCAATGACTTTATACAACCTGCAACAGAATTTGGACTTTTG 
CTGGTGGTCAACAGCAGCTGTTAAGGATTTTAAGCAGACCATACTATGATCATATTAGCATTATTAAGGC 
TTGTATTGAGGATTTAGAATAAGATTATTGATTACTATAGTAATCAATATTGACCACTGCAGCAATCCAG 
ATGAAATATACTAGTAAAATGATCTAAGGGAGAAGGAGTCTGCAAACTTTCACTGCCCATGAAGTTTTAC 
TATAACACAGACACATCCATTTCTGTATTATCTGTGGCTGTTTTAGTGAGACAATGACAGAGCCAAGGAG 
TCACAGCAGAGACTGGCCTGCAAAGCCTTAAACATTTACTATATGGCACTGACCAGAAACATTGCCACCC 
CTTGATCTAAAAAAAAAAATTATAGAGAAGGAGAAAGTATTTCAGAAATATCAAGCAGTTAAAATGAATC 
ATTTGTGGCTGGTTAAATGTGGAGTAGGAAGAAAGATAAGTCTAAGATGTCTACTATGGATTGAATGAAC 
AGGTGATTAATAAGCTAGATCTGATATGCCTTCTTTAAAAATGCTCT^ACTAATATGAAATAATCATGCTA 
CTTGTGATCGCAGCTTAGTGGAATACAAGTAACAACATACTGCAATGTATTAAACCTACAAAATTGTCAG 
TCTATATGGTTCAACACGTAGATGAAATAGGCCACATTTTATCTGGAATCAAAATTGAAATGAAGATTAT 
CTTCCAAGTAAAGTTAAACTTGCCCCTTCAAATCTGATTTTTTTTTCTTGAATGACTTCCATACTTGTTT 
CTCTGTGCCATTAACTATGCATGTTGGACAAACTCAAGTCTCACTTTTCTCATTTGCAAAATAACTGCTT 
TTATTATATCTAATATCTAAAAGTTCAAACATTAATAAATCCAGATAGTATGATTTTCAATTAATTTACA 
ACAAAGTAA73AATATAGTTGAGGTGGCTGTAAATTTGAGTAATAAAACGTCAAGAGACAGAACCCTCTTG 
TTAGGGAATTATTACTGGGCTTAAAAGGAAGGTTCCAGACTAGA^GCTTGGGAGGCATGTATCCAGTCAA 
GTCCAAAACTGGACTAGATACACACTATGTTTAGTTAGTTATAACTTTTAAAAGTC7^ACAAGGTAAAAAT 
CTCCTTAATGGCCAACTTTCTGTAATTTCTAATACTTCTGATGCCGTGATGATTCACCTCTATTGAGAAA 
CTCAGTGCAATTACTGATTTGTTTGTCTTTCTTTAATATATAGAACCAATCAGTCTGGTTGGCCTGTCAG 
TTGACTAATGAGTATATTGGAAAGATTGAGATGGGTCAACTGAAATATATGCCTAAGTCAGCTGCTTTGA 
TTTTTGGTGTCTAGAGATACAGCTTTCTGAACGTTCCTTTTGTCCTGCCTTTTTCTTCTCATATCCTGGT 
ATAATGAGGGGGAAAGAGAGGATCTTTTGTGGTATCACACATTTGGTTGATTATAAGAACACTATACGTC 
ATATAAAAGAAGAAATCGGGAGAACGAAAGTTGTATATATAGTATGTAGTATCAGTGTTGCATTGTCTAT 
TACTTCAGTATTTAGGCATTTGTATTTMGATCGA7VAGTATAAATATTGTGAGTCACGATCAATTTTGCT 
TTAAATCATTTGGGCAGGTCCAGGGCCCAGGCACATTGGCAGCTAAGGCACCTGTTAAGGGAGATGATAA 
ATTGAGTCCTTAAGTCCTTGGCAGAGGAGCTGACTTAGAGATAAGAGATAAGAAAATTAGTTTGCAATAG 
AATCTCTAATGATTAGTTGGGATGGAAATCAGAAGGTCTTCTCACAGTCTGATTACATTGTTTTTTATTA 
TCTTGGCAACTTATTTGGAACAGCAGCATATTTTGCAACTTTCTCCCCTCAGTCCCTTCAGTAACATATT 
TTGGTTGAGTGAACAGTAAATAACAAGAAGAACTAGGGACAATTAACTATTATTGTAGCCCTATGACTAA 
TGAAAATCCGTACATTGCACTTTGGGGAAGAATGTACTTATTAACATGCCTGTGGGGGGTAGGTTAATGT 
TGCTATTTTAACTTTGCTTGAAAGAAACTAGAGTAACTTACCCAAGGTTATCCAGCTGTCAGAATTACAA 
AAGCAGAGTTCTTCCCAGCAAAGGCCCCAAGCCACCTTGTGAAGCAAGTCAGGAATACCTGCAGCACCCT 
CTGGCCATGCCCCAGATTCTAAACACAGAATCCATCTCTGCACAATGAAGATCCTTAGTTAGCTAACTGT 
TGTACATAGTTACTAGGAAAGCTGAATACTCCCAAAGCTTTTCACATTTTCTTTCTTTCTTTCTTTCTTT 
CTTTCTTTCCTTTTCTTTCTTGCTTTCTTTTTTCCTTCCTTCCTTCCTTCCTTTCTTTCTTTCTTTATTT 
ATTTATTTCTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTACTTTTTTAGGA 
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ATTTTGAACCCAATAAAACCTTCAGGACTGGAAGGAGATAGTTTTAATGGTGAGGTGACAATTGATGAGG 
TTGATACGGGAGTTCATGGGCCATCAAATCACACTGTCACTTATCTTTATTAATTCAACTAAAATGTACT 
GACCACTTACTGGGTAGATCAGTGTTGCTGTGGCATAAATCTTAACAGCGTAGTGTAGTATTAAACATGG 
GGTAGATACTGAAGGCTTTTCTTATATAACGTGAAAGAGAGTGGTTTATCCTATAGCTACTGGTTAGCTA 
CTGGAAAGTTGTGAACAGATGTATTGTTCAATTAGATTTCTGTGATTGGTTCTGGCAATAATCTGGAGGA 
TGGAGTCGAGGAGAAGTGGGAGCAAGAATGAAGAAGTAACAGCCTTTTTCCAGGAGAGAAATGATGAGGA 
CTTGAATTAGAGCACTGGCCCTAGGTACAGAGAGATGAAGACAGATTATGAGATGTATCAGTACACACAG 
TACAAGTAGGCAAGGAAGACAGAAGTGACTGGATGCAGGAGGCAAGAGTAAGGAGAAGTCTAAGATGACT 
GCTGGGCTTCTGGCTTGGAGAACTGACTGGATGATGGTGCTGTTCAGACAGACTGGAATCACAGGAGGTA 
AATCAGATGAAGGCTGTATGGGGTGCAGCAGATGCAGGAATGGAAAATGTCTTTATTTTGAAAGAAAGTT 
AAGTGTGAAATGCCTGCAGACATCTGAAGGACAATTTCCAGTAGGCAGTTTTCTATACAGCTCCAGACCT 
GAAGATGAAATCTGTACCAGCACAAAGATTGTGACAGTCATGATGTAGTTGGCACTCATGCATCTGGGCC 
GCCCTTGATCTTCACCCAGCTGGTGTTTGATCATAAATGGAGGTTAGAATCCTTAGAACTAAAAAAAAAT 
GAGAGACATTCATTTTCTCTTTGACTTTGTTTGTTTTTAATATTTTTCTTAAAGCCCTGAAGTATTCTGA 
TGATCTTAGCAAGAACCAGGAAAATATGCACTTCAATATCAAGGTGTGTCTAATAAACGTTGGAACGCTT 
TCATAAAACCAGAAAAATAGGAAGTGTAATTCATAGATGTTTTCCCTGTATTCCCTTTGTTTCCAATGGT 
TTCTCTGAGTATTTTTAATATTTGCCCTCTGCCTCATAAGAGTCGTTAAAATTTATCTGCAAAACAGTAA 
ACAAAAGTAAAGAATTAAAATGGTCATAATGATGATGAGACTTTATATGTGTAAATCACTAAACACAATG 
TCTTTAGCTCATAATTATTCAATAAATATTTTTTCTACCCACTTTAATAGATCTACATGTTTACAAAATC 
TTCTGCAGAATAAAACTAGATGAGTAATATTAATCAAATTACTAGTTGTAAAAAATCAATTCTAAGCATT 
CCAATTCACTTTGCATTGATTTGCTCTTGAAAACACTTTTAAGGGTTTCCTTCTGGTTCTTTTGTTTCCA 
TTCAAAGCACCAAGAGACTTGCATGCAATAACTGAGGCTTTTTATTTTTAATTACAGAAGATTTGTTTGT 
TCAGGAATGTGTCTTCTGAAATAAACCTAAAGTTGATCATTGTTACATTGTGAAAAAATAAAATTAAAAA 
CCAAGAATGTTAGCTGAATTCTGATAGATCCATTCCAAGTTAACCTGAAAGTACTTCTTTAAAATAAAAA 
AGTTGTCATTTGTCTAGAATATATGAGAAGGAAAGCTCACTCATTCAATTCATACAGGCTAATGGCGACA 
CCAAGTGGTATCATATTGGAAATGTTTTTAGTCTGTTTTTGAACTTCTGAAAGAAATTCTAACCTGGGAC 
AATTGTGATTGTGACCAGCATGGTTTGTAATGTAGCTCTAAATAGGGTGGAGTTTTAAAATTATTATTAT 
AACTAGTATTTCTCTAATAAAATTTTTGTCTCCAGCCAAAATAAGAGTCAAAAAAATTCCATATGCACAG 
TCATGATTAGTAGATAAATGAGCAAAAGTCATTTTACTTATCCTTTTTGGAAAGAAGGTAGGAGGCTGAT 
GGTGTGCAATGTGATTCAGCACTCTGCAGAGGCTGCTGCTATCTCTAATGATCAGGGTTTCCATAGGGAA 
GTTCAATCCAGTGAGTTCAAATCTTTC TTTGCTCCTTATTAGGTGTTTGATTTGGGGTCCATTATC TCAA 
ATCTCTCAGTAATAAGTTTTTTTCCATATATAAAATGGAGGGTGATATTAACACATTGGGGCTTTGTGAA 
GATTCAACTAGTTCATGTACAGGAAGTATTAATACAGTGCCTAGCATTGTAGAACATACTGAAAAATTGT 
GCTTCTTTTTGTTAACTTCATCATCATCATCAAGTCAATCAGATTGACCTATGGATCTCTATACACAAAG 
TTTGTCTCTCTTCCTTGATGGAATACAATAAAATTTATACCTGATTCCTACCCTCATAGGAAACGCTTGT 
TTTAGAATCAGTATTTTTGTACCTGAGTATTTTTAAAGCAGTTTTAAAATTACACTAGAATTCATATAGA 
AAGAAATCATCCTTGGCCTAATCCTGACTCTATTCCTGGAGGTCTATTTGTAACCAAGTCAAGAGAAGAG 
CAGGGGAACAGGAAGCTTCTGCTCAAATGTCCTCACGTCACCGAAAAATGGAGTGTGATATAACTGTATT 
TACTTTGTAAAATGATGAGCCTAATATCAATTTAAAGAATAGGTTCAGGAAGGGACAGTCTAGTCT.TCAG 
ACTAAAGCAGTAGAGCTAGTTAGGCCTTGGGAAGAGGGAAAATGTGTGTGGAGCTGTGAACAGACAGGTT 
TTTTATTGGCTATGGGAACACCAGAGAGGTGGAAATCAAGGATGATGCTGCTATTTCTCTTTTCATACCT 
TGGCAGAAGAAGATCTACAAATCTAGAAGGAAGTGCAAAAACAATTCTCTGTTACTACTTCTAATAATGC 
AAATCTTAGGGCTTAGAGCAAGGTTTAGAACATATCATGGAAAATGAGGGATTTGAAACTTCAGCAGCTC 
TTCAACAGTGGTCTCACAGTTCeCATTTGTCTTCCATACCCATAATTCAGGACTTCCACCAACAAGATGT 
ATGCTCCTGGATGAAATCTGAAAATATTAACTGCTGTCATGTTTAAGGACCTGTGCTTAGTGTTGAGCAA 
GCCATATAAACTCTCTGAGTTTCGATTCCATAAAATAAGGGAGGCATTTAGCATATTCCTAAACTGTCTC 
CCTATTCAAATATTGAATCTTTGTGACTTTCCCATAAACCGCTTTTTAATCACTGACTTCCCTTAGAATA 
AAAAAGTTTATCTCTTCCTCCCATGTTGATTTTTCTCTCTACCTAAACAAAAACAAAAATAAACAAATAA 
AAAACAAACAAAAAACAAAAATGAAAAACCTTACTGCAATCTACCCTGCATTGAAGAATTATATCATAGG 
TAGGTCCTGGGTTTTATGGAATAAACATAATTTTAAACCTGTTGTCTCCCAAAACACACTTGTGTTGTGC 
CCTAATTTGGGATTTGGGAAAAACGGTCTCAGTAGAGATAGCTAGAAAGCTTTCTTTCTGCACCTGCTGA 
AAACCATGTGAACCATTGGATAAGCAAAGCCTTTCCCAGATGAAGGACTTGACTGAGCACTTCAGTCACC 
AGTGTGCTTCTCAGAAAGGGATACTGGGTCAGCTCTCCCCTCAGCCCTCAGGCCCAGACTCCCAGCCCTC 
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TTTCTGGGAAGGAATTGTCAGGTCATGGACACTTTCCAGGGGGGAAAAGTGTCTAGGGTCTGTCTAGTAT 
T^AATAAGCTTTCTAACATACAGTAGCAGCAAAGCAACTTGAGCCACTGAGCCCTGTGGCAGGCGTTTCCT 
CCAAGCCTTGGTTCTCTAATTGAATGTCACTCTTTTTATTAGGAGGAGAAGGAGATTGCCTAGAGACATT 
GCTTAACACTTAAGTAGGCTCGCCTAAACCCCTTTCTCTGACACAAGCAGCAGCCCTGGAGAACTGTTAG 
CAAAGGGCTTCATTCTAATGAGAGAAACTTCAT^AGGCCCCAAATGAGGAAAGAAGTGTCGCTGGAAAATG 
TTGAAATGACAT^ATAGCGGTATTTCCACTGACAAAAGATGAAGATGAAACAAATGTTAGAACAGAAAACA 
TGATTTTATTTTGCCATGCTCTCACTGGAAACTATCATCAAAGCCCTTAACTGAAATGAAAAAGGTATCG 
ACATAACT^AGCACACCAGAGTGAAGTTAGATTTCTAACAACGAAAGTCATCTTTGAAATAAGAAAAGCTT 
ACAAAGTAATGAAAAATCTCAATGCAGAAAGGAAAGCATATGGCCCAAAATAGTGTTGTGCTGCGGATTT 
GTTAGGAACGTCAAGCTGGAAGCCACTTAGGGATCATCTAGGCAAACCCTTTTATGTTTCAAAGGAGAAT 
TTGAGCCCAAAGGATTTTAAGTAACTTGCTCAAGGTCATATAACTAGTTAGTGACTTCGGAATTGTTAGC 
AACTGCCTTCCCTACCTCCGTGGAGCCAGTTCCTGAAGTCTATCTACAAATCCACCCTTGCCCGGTTACT 
GAGACAGCCCTGGTCAGGGCTGAAGTTGAAGTTCACCAAATGCTGGACCCTGGTATTTGTCCACCCCCAC 
AACTGGGCAGGCCGATGCTCTCTGAAGTTAGGTCTGTCTGACACATGACAAC7VGCCACAGGGACAAAAAC 
TTTTTGCC CATTATGCTTCTAGAATATGGTATGTTC TGGAAGAATAATGGGCAAAAAGAATGGAGGGCTG 
GCGAAGGCATGGTGCATCCTAAAACCTGGAGCCTACAGAATTAAACATTATAGATAGGAGAAAAGATAAA 
AAGGCCCAAAAGGTAAAATTTATTATTTTAAAAAAATGTGCTTAATAGGAGAGGGCCTGAGGCTGACTCA 
AGAGGCGAGATATTCAGATTGCTAGCCTTTCAGAAACTGGCTAAAGGATTTGAATCTGGGTAGCTCAATT 
TGCCTTCCAGATATACAGGTCTCACATTTTTTCAAGAATAAGTAGGAATTTTTAAAAACGGCATGGAGCC 
TGAAGAGATGAACAATCTTCGATCAAAGGAAAAGAAGCAGCATGCAAAATACTCAGAAAAAAGATAATCT 
GAAAATGATGTCCCGTAGAATCCAAAGATAATGTGTGGAAACTGTTTGGAATATGCAACAAAAACAAGAT 
ATATTATTTATGAAACAGGATGATCACAGTGAAAGGAGTCTGGCATGAAAAGACTGAGAGAGTTGGCATG 
AGGAAGGATTGCTGATAGGATGCTCAGCCCACACTCTCTCTTCTGAGGTCTTCAGCGTTCCCAGCCATTC 
CCAGGGCCCTTTCATCCATCTAGAATTCTCTCCCAAGCTTCATACCCAGCTATGAGGCTACCTTTGTGAA 
ATTTAAATGTATACATTGCAGGAACCTCAATTGTAACAGGTTCAAAATGGAACCCTTGGTCCCCATCTCA 
CCCAAAGCCTTCAGCAAGAAAGGCACCTCTTTTCAGTCCTTTGCTTATCCCAAATCCTTGTATAATTTAT 
CTGCCCTCACTATTCCCATACCTATCCTGGTACATTCTGTCCAACATGAGAACCTATGATTCCTCCTTGA 
AATATGTCTCTAACAATTTCCTTTTCTGCATACACTACTCCACTACTTTCAATTAATATCCCTCATCTCT 
TGCCAAGAACTATTAAAATGATATTCTCACTGGGCTTCTTGTTTCTATTTTTGCCTCCTTTTATTTTATT 
CTCCATATAGTAGTCCAAATTACCTTTAGACACTGCAAATTTAAGTGTTTCTCTCCTGAACTCAAAACTC 
TTTAAAAGGTGCCAATAGCATGAATTATGAATATAAGTCTTTTTCCTGGCCTAACTTAACAACTTTGATG 
TTCCAAATCTACCGGCCTCATTAGTTTCTTTTGCTACCATTCCCCTTCTGTTTCATAACTCTGCTTCCAC 
ATAGACACTGTTTCTGTTCTCCTTCAATAAGCATCATCTTTCACCATCAGGATTTTGCACATGCTCTTCC 
TTCTTTCCGGAACACCTTTCCCCATTAACATAGCCTTACCCAAAATTTAGATCTTAAATGGTACTTTCTC 
AAAGAGGGTTTCCCTCACTGCCAATCTAAATATGTCTCCCAGGTTACCTTTTCATGGCATTCTTTGCTTC 
CTTTCTTAACACTTAGTTAGGACAGTTAATAATTATATTGTTTTGCATCTCTTTTGCTTATTATTATAAC 
CTACACTACCACAATAGGAAATGGCACAAGGAGACAATCCATAAATAGCAATCTGTTGGCATGTGAAATT 
AGATAAAGAACATAAGCTTGCCTCCTTTACCTCTAAATATCCTATTGTAATGACTGTAAGAATGGAAAAG 
GAAACATACCAAAGAAAATTGGAGAGATAGGAGGGTATTCCATGGTAGCTGGAAGGTTTGGAGATAGGAG 
GGTATTCCATGGTAGCTGGAAGGTTTTGGGTTGATTTCCGAAAGTAATAATGTATATGGCTATTGATGGA 
TAAATCAGGGTGGAGGAACTTGCTCAGTACACATAAAGAAGAATGCCAGGCACTGGGGGGAATCAGAATT 
CTCAGAGAGGCTCATGAGCCAGTGGACACTGACTGGAGCGGGGGGAAGAAAGAGACAGAACCACAATGGA 
TCCATGGCTCCCATCTTTCTGTTGGCAGAGTAATCGGCAACCCAGAATTACTCCCTAAAGAAAAAAAAAA 
TTGTGAACTTCTTTGGAAAGTAATTCTTAAAAGCTGCCCTGAGAGAAAAGGAGATTTGAATGTGGCTGAT 
AGAGCCCAATAGTAGAACTCTTCTAATTCTGAAATTCAAGGGAGTGAAGGCAGAGGAAGGGGAGTGGAAG 
TAGCTAGAAGGGGCCACCCCTCCGGGCTTCTTTGCCTGCGCAACATGCAGGTCGACATATTTGTCCATAA 
AAAGCAGGCTGCCCAATTAGTCACACTTTCTGAGACACGTGTCCCATGTATTCAGCAGTAGAGATTACGT 
AAACCAGCTACCTACCTCAATAATCAAAATTATCATTACTAGATATGAATGGACAATCAAAATTTACAAG 
GAGCTGTGGAGAACATCATTAGTTTGCAATGCAAGAACCAAGATTGACACTCAGAAGAGCTGACTCCGAA 
AGAAACATTTCAGACAGGAATATTAAAAATTTTGATAGGATTTTTAGCTAACTC7VAGAAGTCATTACACA 
CACACGCACACACACACACACACACATACATACACAGATATTAAAAAGGAATAACCAAAAGGCAAGATAG 
TGTTCGTGAAGTTTAGAACATTGTTGAAAAAAATAAACCAGAAGAGCTACGAGAAAAAGTTCAGAAAATA 
TCTCAGGATTTAAGAATGGAAAACAGAAAAGTTGAGATGTAAAAGATCAATTCAGAGGGCCCAGCATTTG 
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ATGTGTATACTTTCTAGACAGTAAGATGGGAAGGAAATAAATAATT71AATAAATTGTACCATATTTCATA 
AATGCTAAAATGACCTCATCTCTAAAATGCATTATTATTTCACATATTACTAAGGAAATAAAAGCTCTGG 
CAATTGAATTATGATGCCACATTTTCATCCACTTGAATTGTTATTTTAAAATATGTAAAGAGTTCTTTTA 
GATATGTTCAGACATATATTTTATTATATATTAGTCTTGATCATATATAAAATTAAATATTTGTAAAATA 
ATTTCAAAACATATTCAGTCTGACTCTTTTAAATAGTTACGGGTCTTAAGGTCATATATGCTCATTTTTC 
ACCCCT^ATATTGCTTATTGTACCATCAGGAACTTTAGGACATGGGCATTATGAAACACTTCTAACTGTCA 
CCAAACATAATACTATTAACTCAGATTTTCTTCCAAGCTTCTGAAACCATTTCTGCAAGTTTTGATGTTG 
GCATTATTTCATATGGTATGTATAGTTAATACAATAGCCCAGCTTCCACTTGTAAGGAGGGTGGCTGCCT 
TTCTTAGTCCCTATAAAGCATGGGCATTGCTTTGCAAGAAAACAGTAAATTTCACTCATTCATCCAAATA 
TAAGTATTTGCTTCCCTAATATCAACTATTGCATCACCATTCCATTTCAGTAATTTTCAGCATTCACAAT 
AAATTTTCGACTTCAAATAACAATACATTGTTTCAAAATT7UVTGGCAGCTCTACTCAAO\AATACAGCAC 
CAACATGAACTTGCGGTGACAACAATATAGGCACCAATGATGAAATACACACTTGTATGGACACTGATAA 
TTACATCAAGATCTTAATTTCAGAAGCATGAAGATATACAAAAATAGATCTTAATATGGGCCTTAAGCAC 
AGTGGAATATTCAGCTTTTTATTAAATTTCTATTTTTTATGTTCATCTGTCCAACATTGATUVGAGGCATA 
TTAAAGTTTGAATTTTATCTTCACTATGAATCATACCCTTTTCTATACCAAATGACAGCATTTCTGCTTT 
TTTATTTATTTCATTGAAGTCTACTTTTTTATATTAATAGCTTGACACCTGATGTCTTTTTGTTTAAATT 
TACTTGATACATCTTTGCCTATCATTTCACATTTATATTTCTTGTCACTTTATTTGAGATAAGCTAACTG 
AAAACCACATTTGGCAAAACACTGCTGTTCATTTCCAATCTAAAAGATTTTTGTCTTTTAGTAGGGAAAT 
TACACTTAGTTTGATTATAAAATTTACATAATTTAGATTCATCTCCCTTAGCTGATTTTAGTTCTTGTCA 

TAAAACAATGTGTGTGTGTATATATACATATATATATATATATGTTAATAGTAAGTTGAATAAACATCTA 
ATACCCACTACCCAGCTTAAGAAACAGAAGATCATAAATGACTTTGAAGTTCTTATTGATCTAATGGATC 
ACATTCATTCCTTCCCCCAGATTTAATACTATCTTGTATTTTGTGTTAATAATTATTTTTTATGCCTTTG 
CCATATATATGCACCTTAAAAAAACATAATGATCAGTTTACCTATTCCTGGATTTTATACAAAGGGAATT 
GACACCTGCTATTTTTGCTCTGCATGATGTTTTGTGTTGGTAGCTGTTATTAATTAATTTTCCATAATGT 
GTGGTATTCCATCCAAAGCTGTACAACCTCCCAACAGTATTAGTAACATTGTGTTCTATATGAATAGTGC 
TGACCATGGGAACAGCGCACCAGAACTGAGCAAGATGATGACTGTGATTCTACTGTATGAGTGCAATATC 
ATTTGTTCCTTTGAATAATTCATTATTTATTATTTCTATTTATTTTTCTTGCTATGAGTATGATTTTGCA 
TGTCTTCTGAACATATATGCAAGAGCTTCTTTAGGGTTTCTAACTAGGAGTAGAATATCTTAGCTTTACT 
AAGTAATGCGAGATCATTTTCCTAAGTGGTTTTACCAATGCCTGTTCCCACCAGCCATGTGCAAGGACTG 
TTATTGATGTTTGCCAAGATTTGGTATCAACAGACTTTTAAAATTTAGAGTCCGTTCTCTAATTTCTATT 
TTAGTTTGTTTTCTCTTATTAATGAGATTGAACATCTTTTCATATGTTTATTGGCCTTTTATTATTTTAT 
CTTTTGTGAAGTAGCTGTTCAGATCTTTGTCTATTTTTCAATGTGGTTGTTTGCCTTTTTCTCACAGATT 
CTTTCATGGAAATACTTCATATTTAAGATAATTATCTTTTTATGGTTAAATGTGCTAAACTATCATCTCT 
TAGTTTCTGTTTGTATTTTTATAATTTTTATGATATATTTTTAAAGTAATTTAAATACATGTATTTTAAT 
GTTGATTTTTTCAATTGTTTCCTCTTATTGTTTTGTCACAAATATATGACAT^AAATCCTTCACTTCACTA 
AGGTTATAAATTATTTTGCCATACTTTCTGGTAGAACTTTAATTTTTTCAACAGTTAACTTATTAGCCCA 
TTTATACCTAGTGTCCCATTATCGGAATGCTAAGCTTGTGGGCATTATTGATATCCAACTGCTCAAGGTC 
ATCATCAAGGTCTGATTCTTCACAAAAAAACTTTTGCAGCTTCCGGCATAAATGGGTTGTCAGCAATTCT 
TTGGTTTTCATCTTTTACATAAGAAAAATCAGTTTTCCCAGCACACTACACTGGGCGATCATTTCCCTGC 
GGATCTCTAATGCCAGTTCTTTATCATCTCAC^TTTCCACATATGAAGAGAACTATGCTTCTGAGCTCAG 
CTCTCTATTCTGTGCCATTGATCTGTTTGTCTATCCCTGTGTACACACCATGCTACATCACTAGAGTTTT 
ATAATAAGTTTTAATGTCTGCTAAAGCAAATCTTCTCAACTTGATCTTTTTCTTTAGAAGTGTCTTGGTT 
ATTTTGGCCCTTTGCTTATTTATGTAAATTTTTAAATACATTTTTCAAGTTCCACAGAACACATTGCTAG 
GATTTGGACTAGAATTACATTGCATCAATAAGACAAGTGAGGGAGAACTGACAACTTTTCAACTCAAGGT 
CTTTCTATGAATGACATGAAATAGCTCCATTTATTTTGGTCATCTTTAATGACATTCTATAGCATTTGAT 
AATTTTCAACATAACAATCTTGCTTATTTTTTGTTAATTATCATTCCTAAGAATCTTAAGGTTTTTGAGC 
TAGTGCAAATTTAATGACATTCTCTAACTATTGCTATTTAGATGCATAAT^AATGCAAATTGCTCTTGTAT 
AATAATGATAGTTACTAACTGTATGCTGCGTTCTACTGTACCAGGTCCTGAGCTAACCTCTTTATATACT 
GATTAAATCCTCTCGACAACTCTATGAGCTAGGTCCTGTTATTATAACCACGTCTCAGATTAGGAGACTG 
AAGCACTGAGAGGGTTCGTTAATTCACCCTTCTACGAGCTCTAGCAAGTGCAAGACTGGAGTTTGAACCC 
CAGAATCTGACCAGTGTTTAGGCTCTAGTGTATGGCCTATCGTGATTTGCATCTGCTATGCTCAAATTGT 
TTTTGAATTATATTTGAATAACTTAAATTTTAAATAATTATATTTGAATAATAGAGAATTTAATAATTCT 
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CTATTATTTGTGATGCAGTCCTATAATCATATAATCTAGGAATACGGTTTTGTTTTGTTATTCAAATTAT 
TATGCTTTTGTATATTGTTCTGGCCAAAACCTAGGGTTCACTACTGAATAAGAGTAATGGGCCAGGCATG 
GTGGCTCACATCTGCAATCCTAGCACTTTGGGAGGCCAAGGCAGACAGATCACCTGAGCTCAGGAGTTCG 
AGACCAGCCTGGCCAACATAGTAAAACCCTGTCTCTAGTAAAAATTAAAAAAAAAAAAATTAGCCCGCGT 
GGTGGCAGGGGCCTGTAATCCCAGCTACTCAAGAGGTTGAGGCAGGAGAATCACTTGAACCTGGGAGGTG 
GAAGTTGCAGTGAGCCGAGATCATGCCATTGCACTCCAGCCTGAGTGACAGAGCGAGACTCTGTGTCAAA 
AAAATAAAAAGGTACTGGAAATCCCCTCTCTCCTTTGTTTATTAAGAATTTTTCTCCTGAATACGTGTTA 
AAGCTTAATGAATGTTTTTTCCACACCTCTTGAAGTAATTGAGCAATTCTTTGATTTTGTTTAACCTGTC 
AACTTGGTAAAGCATAAAAATTCATTTTTAAATGTTGCACCAACCTTACATTTTATGATACAAAATACTT 
TTCATATAATAGTCTTATAATAACTTTGGGTTTGATTTGTCATAATTAATTAATTAATTAAAAATTAAGT 
AACAAAATATTAAGAACATACCTATTATCCAACAGTTTAGACTGGCTTTTGATGTTCTGTTCTTGTACAG 
TTCATATCTGATTTTGGTATTGATATGGGTTGGGTCTGTGTTCCCGCCCAAATCTCATGTCAACTTGTAA 
TCCCCAGTGTTGGAGGTGGGGCCTGGTGGGAGGTGATTGGATCACAAGGACAGATTTCCTTCTTGGTGCT 
GTTCTCATGAGAGTGAGTGACTTACCATGAGATCTGATTGTATAAAAGGGCATAGCACCTCTCCCTTTCT 
CTCTTCCTCCTGCTCCAACCATGTAAGACATGCCTGCTTCCTCTTCACCTTTCGCCATGATTTTAAGTTT 
CTGGAAGCCTCCCCAGAAGCAGAATCCTGTACAACCTGTAGAACCATGAGCCAATTAAGCCTCTTTTCTT 
TATAAATTGCCAGTCTCAGGTATTTATAATACCAGTGAGAGAACGGACTAATACAGGTATCAAAGTTATA 
TTAGCTTTATAAAATTAGTTGAAGAGTACGCTTTTATTTTTAAAATAATGGCAAGATATTCTTTTTGTAA 
ATGTAGATCATCTCTTTCTTTTCGTTTGCTGAAATTTACTTGTAAAATCATCTGAAACTGGTGTTTTCTC 
TATGGGAGAACGTTAAATTTTTGATTTAATTTTTTAAATGTTTATAGGCTCATTCAGGTTGTTTTTTTCC 
TTACAAATTTGGTTTTGTAAATTATACATCTTCTTGAAGACTTTTCTGTTTCTCTTAGGTTTTCAAATAT 
ATTGACATAAAGTTGTTTATGGTATTATTTTATTATATTGTAATCTCTGCTGCATCTATAATTATGTCTC 
CTTTTTCATTTTTACTCTTTTTTATCTGTGCCATCTTGTATTTTTTTCATTGCAGTTAATCTTTCTGGAG 
GTTATTTTACTTTTTCAAAGAATCAAGTTTTCATTTTTTAGATCCTCTCTATTATATTGTTTGTCTGCTG 
TTTCATAAGTATCTTCTTTTATTTTTAGTATTTTCTTTCCTCTGAGTCATTTGGGTTTATTCTACTTACA 
CATTTCTAATTAAGTTGGATGCATAGGTTTTTTTCAGCCTTGTTTTTTCTAATACAGACATCAAAATCTA 
CAAATTCCCATGAAGTTCCATTTTAGCTGTACCCCAAAAGTTTTTATTTTACTTTATTTTGTCATTGAAT 
TAGAACTTATACAAAGTACTCTAGTCATAAGTATATACCTAGTGATTTTCTU^AATAATAGCTAATAATTT 
TAATCCATGTAACTATCACCAGATCAAGACATAGAGTATTTCCAGACTCCTAGTCAATTACCCCACGCTA 
CTTCCATCGTCTCTGACTGCCATAATACAATACCACAGACTGGGTGGCTTAAATAAGAGAAATTTGGTTT 
GCATTCTTGAGGCTGGCAGTTTGCAATTAGGGTGCCAGCATGTCTGGGTTCTAGAGAGGACCCTCTTCCT 
GGGTTGTGGACAGCTGCCATCTCTGTGTCCTCATGTGGCATTTCCTCGGTGTGTTAGTCTCTCTTCTTTT 
AAGGGCATTAATCCCACATGAGGGTTCCCATTCTCAAGACCTCATATAACTCAAATTACCTCCCAAAGGC 
CCCATCTCTGAAAAACATCAAATTGGGGGTTAGAGCTTCAACATATGAATTTGAAACAAAAACATTCAAT 
CCATAACACTTGGCCACAGAATATACCTATGTACTAAGGCAGCCTTAACTTTCCCTCAGCTTGACTATCT 
TTAAATAGGTTTCTTCTTGCCTCTAGGTGCCTGATCTCCCTCTCATCCCAGCACTCACGGAATCCAGATG 
ACATAACCACATGGCCATTTTATCAGAGCACTGACTTTAGAAAACTTGTCATTGTCGATGATTTCTCTGT 
TCCTTGGACATGTAAATCTTTTTAAAAGCCTCTTGACAATTTTTCAATGCAGGACTCTTTCCTAAGGACC 
TGGGAGCTGTTTCAAAAATCATCAAGGAAGATAGCATCTTATTTCCCTGTTTCTGTGGGAGGGTGGGAGA 
ATAATATCAGCGGGCACCTTGCTTGAAGTTGTAAAATTACCTCCTGCCATGAAGATATGAGAAAATTTAT 
TTTTCCTTTAGGTAAGGCCAAGTAGAAAACCCACATGTCCTAATACCTCTCCCCACCCCAGTTCTCAAAA 
ACTCTCCAGCCCTTTGTTTTAGTGAAGTTGAGCACAGACTGAGATCTGATCTCTCTCCCCTATAGTAATA 
GCATTGAATAAACACTTCCTTACAGGCTATCTTAGTCTGTTCAGGCTGCTAAACAAAAGACCATAAATTT 
GGTGGCTTATAAACAACATAAATTTATTTCGTACAATTTTAGAGGCTGGGAAGTCCAAAATCAAAGTACC 
ATTATATTTGATGTCTGGTAAGGGCTTATTCTCTGCTTTATAGATGGCACCTTCTCACTGTGTACTCACA 
TGGCAGAGGGGCAAGGTAGTTCTCTGGGGCCCCTTTTATGAGGACATCAATCCCATTTATGAGGGCTTTT 
TCCTCAGGACCTAATCACCTCCCAAAGGTCCCACCTCTTAATACTGATACATTGGATGTTGGGTTTCAAC 
ATATAAATTTTGGTGGAAGACGGCATTCAGGTTATAGGACATGCTTAACTTTGCTTAGTGCAACGTTTGC 
TTCAACACTATTAGGCTTTTGTAGATATGGCCAATTTTTTGAGTGTCTTTACTAATTTATTCCCAAGAAA 
AATGTAGGAGAATTCCAGTTGTTCTACATCGTTGCCCACTCTTGATGTTGTCAGTGGTTTTAATTTTACC 
TACTTTGGTAGAGTTGTGGTGGTATTTCACTGTGCATTTCATATGAATGTCTTGATAACTACCATAACCA 
AATCCTTTTATATTTCCTTCTTGGACATTTGAATGTCTTCTTTTGTATTTATTCAGGTGTTTTGTGGGAC 
CCAAAGAAGCTCGCAGGTTGCAATTAGTTATCACACATCCTCCTGTGGCACTTCCACAGTGCTTGTCTTT 
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TATGACATTGCCTCTTTTAGAGAGTTTCAGCCAATTATTTGGTAGAATATCCCTCAATTCAATGCCGTCT 
GATGTTTCTGTACTTACACTCAGGTGCTGATAATGTTGGCAAGAATGTCACAGAAGAAGCTTGTGCTTCT 
CAGTGTATCCTGTTAGGAGGCACAAGATGAGAGTTTGTTACATTCTTGGAGATAATGACACTAAACAACA 
GAAGCATTCCTTTAAAGTTTCTGTAGAGAAAAATGTTCAGTGTGGCACCATTGCTAGATAAAATGAATGT 
AAATAAATAAGTGAAGTAAAAATAAATAAAAATCAGC^GCTTTCAAATTTCO^TATTCTGAAATATT 
AAAATATACTTTTTATTTAAAATAATATACATAGCTCTTAAAAGTGATCTTATCATAATCTTTTAAATGT 
TAAAATATCACAGTTTATAAATAGGTATATGCCAAACCATGAATAACCACAGATTAGTAAGTGAATTTTA 
GAAGTAGCCAATTTGGAAATAATTCAAAATATAGTTATTGTAATTATTTAATTGCCATAAATTTCTCAAG 
TTCTCTAGGGCTTTTTTCCTCTTCTCTATACCGCTTTTATTTTATATCAATTCAACTTACTGAGAGGAAT 
TTTCAAGGCTTTTTTTCTTTTCAGCAAGCCTGTTAGCCATGCTAAGCAAATACTGAGTGCCAGGTTTTTT 
AACTTAATGACAAGTGGCTGGAAACTCTGGTGAATGTCTTCCTCTATATTTAAGAAAATTTATCTGTTGA 
GAAAAACACTTTAAAATTACCACTATTGTCTTCCGGTCTCCAAAAAAGATATAGGCAAAACAGTTTTCTC 
AAATACTCCATAAAATTTTTCCTTTAAAAAGAGATTATTTTATTTTAAACAAGAAATCAATACCCACTAG 
GAAAGCAATACCATGTCAGAGTGAGAAAGAGAGTGTGTATATCCTCCAGAGGCCAAATAGAATGTAATTT 
TAAAATGTGCAATGGTTAATTCTGTTTATCAATTTTTCTGGGCCACAGGATGCCCAGACATTTGGAACAT 
CATTATGCTAGGTATGTCTGTGAGGGTGTTTCTGGGTGAGACTGACATTTTGCAATGGTACACCAAGTAA 
AGCTGACTGCCCTCCTTAATGTGGGTGGCCCCCCTCCAGTCAACCAAAGGCCTGCATACAACAAAATGTC 
TGAGTAAGAGGAAATTTCACCTGCCTGACACTGGAATTGGAGCATCAGTCTCCTCCTGCCCTCTGACTGG 
AACTTACACCACCAGCTCTCCAGGTTCTCAGGCCTTCACATTCAGGCTGGAACTACTCCACCAGCTTTCT 
TGAATCTCCAGCTTGCTTACTGCAGATCTTAGCACTTCTCAGTTTCCGTAATTGCATGAGCCAATTTCTC 
ATAACAAATACACACACACACACACACACACACACACACACACACACATTTGTCCCTCAATATCCAATGG 
AGTTTGGTTCTAGGACCTCCCACAGATACTAATACCCCCCGGTGCTCAAGTCTCTGATATAAAATGCCAT 
GGAATTTGCACATAATCTATGCCTTTACTTCAACATCACTGCCTCAGCGGCTTCCCCAGTCCCTACCCTG 
GAGATGGTCCCCACTTCACTCTTTCCCACCTGCACTTCCTCAGACTAACCCATCAATCACTGCATTGTCA 
TTACTCCTGTGATTGGCAGCTCCTCTACCAGGCAAACTCTCTAAAATCAGTCCCGGTGGCCCCAACTCAG 
CATCAGGAACAGTGCTGGGTAAAAGGGGGCTCGACAACGTGGAACTGAATAAAAGAATTAGGAGGGACAA 
GAAGTGCTTGCACTTAGAAGTGGATTTGGAGCGCTAGTTTTAGCAGGACCTTTCCTGAGAAGACTGAGGC 
CAGGTGTCAGTAGGCAGGTGCCTGAGAAGAGAATGCGAGGAGAGGAGATGGAAATGCGGTCAGACGGCCA 
AGAACGCAGGACTCCCGGGCACTGGTGGCTGAGCGTGCCGGGGGCTTCCATTCGGGCCTGCAGACACCCA 
CAGACCTTATTATCCCGGCCCCGCCGGCTTGGGGGCCTTCTGCCTTCCTTCTCAAAGGGCACGACCGCAG 
GCGGCGGCGACCACAGACGGCGGCGACTGCAGGCGGCGGTGGGGCACGAGTCGGCACCGAGGGCGGACCC 
GCGGTCGGGGTGAGTCCCTACCTCCTGGGAGAGGCTGGGGCCGCGTGGGGGACCCGGGGCGGGGTCGGCC 
GACGCCCCTTCCCCAGCACCCGCCCTCCCCGGCTTCTCCAAGGCCTCACCCCGCCGCGGGAAGAGCAGGT 
GACCGCACGCGAGGGCCCCGCGGGGGACCCAGGGCTGGCTTGAGCGCACTGGCCTCCTGCTCTTGCAAGG 
AGGACTCCAAAACGATTCTGAAAGGGAAAGTGTCTTGAAATTAACTGGAGGCCGAAACCCAGGGGAAGCT 
GGTGGTGCAAAGGACTCATCCACGCTTTGGGCTGTTACATAGAGAGGATTTTGGAGGAGGGGCAAGAGAA 
GTTGGGACCCTGGGCTTTTCTGTTTCAAGCAAGCAAAGGGAGGGTGGCGGACTCCTATTTCAGAGTAGGG 
AGGAGCCTTGGGTCTTTATTTCTTACATGTATCAGGGACTCACCTGAAAAGAAAATGATGTGTGCCACAA 
GTAATTAGTAGCATTCCTGACCCCATATACAGAGCCAGGCGTCCTAACTCCTGACACCTAAGCTCTTTTC 
CACCCCTGGCGCTGGAGCCACGGTGCTAAGTGTGAGTGGTTCTGTCCCTGGGCTGCACATGACAGAAACA 
CGTGCAGACTGCGTGGCTCAGACACAGAGTGGCTGGGGACACTGCTACGTCCTCTATCGGGGGGTTCAGA 
GGCAGGGCGGGCTTCAGGCTGACTCAGCAGCCCGTGATGTCATCAGAGACTCACATTCTCCCTCACTCAC 
TGCCCCAACTTCATCCTCAGGTTGGTCACAAGGGGCCTCCGCAACTGGAAGCATTTCACGTCCAGGACAA 
GATGTCCAGAGGAAGAGAACAGAACAAATGACTTACTGAAGTAGAAAGCGTTTCCCAGACCTGTCCCCCA 
GTAGATGCCCTTCAAAGTAGCCAGAATCCGTGCATTCTAACTTGAGCCTGGATTAGGGTGGGGCAAGCAG 
GTGTCTAGGGTACAAAAGTTGAGAAAGCACGGGTCGGGCGCGGTGGCTCACGCCTGTAACCCCAGCACTT 
TCGGAGGCTGAGGCAGGCGGATCACCTGAGGTCAGGGGTTCGAGACCAGCCTGGACAACGTGATTAAACC 
CTGTCTCTACTAT^AATACAAAT^ATTAGCGACTGTGGTGGGCGCCTATAATCGCAGCTACTTGGGAGGCT 
GAGGCATGAGAATTGCTTGAACCCAGGAGGCGGAGGTTGCAGTGAGCAGAGATTGCTCCATTGCACTCCA 
GCCTGGGCAACAAGAGCAGAACTCTGTCTCTAAGTAAATAAATAAATAAATAAATAAATAAACAAACAAA 
CAAACAGAAAAGAAAAGAAAGCAGAATCCTTAAATCGAGTGCCTCCTTACAGTAGTGCCTTAGGTCCCCA 
CTCTGATTTTTTAAATGATGGTTTCATTGAGATATAATTCACATACTAAAAAGCACCCTTTTAATACGTG 
CAATGCAGTGATTTTTAGTATATTCACAGACTCGTGACACTATCACCACTAATTCTAGGACATTATAAAA 
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AAATTCACTTCCTTAGTACTCATTCTTGATTCCGTTAAAAAACAGAGATTGTCAGACTGGTTAAAAGTAA 
GACCCAAACATATACTGTCTACAAGAAATTCACCTTGCATTTACACAAATAGGTTAAAAGTAAATGAAGG 
TAAAATGTGCAACATACTATTCTAATCAAAAGAAAGCTGGGGTGACTATAATAACATCTAACAAAGTATA 
TCTCAGAGTGGAGAATATTACTGGAGATGAAGAAGGTTATTTCATCATGATAAAGGAGGTCAAATCCTAC 
ATAGCAATCCTACATTTTTATTCCTCTGCTAGTAAGAGAGATTCGAAATACATGAAGTAAAACCAAATGT 
AACCATGAAGATAAAAAGTCCACAATTGTTAGAGAGAGCTGCCAGGTGTTGAGGTGGTCCATTAAGACAC 
TGAGCCAAATGGGAGAGTGACAGTCAGGCTTTTATTCATTTGTGGGGGCAGGGGAGAGAGGGAGATTGGA 
GCTGGAGTCTGGAGGAAGGGGAAGAGCTAGTAATGGAAAAGCACCGAGTATTGAGTCAGAGTGGAGAAAA 
GTATCTCCAGGCCCCCTAATAAGGAGGTCTTGGCAGTGTCCCAACAGAGCCCCTGCCCCATAAGGAGGCC 
TCTGAATGGAGGGGCCAGAGCTAGAAATGCAGGTAGGCACAGGGCATGGCTGGCCCAGGGGGTCCTAAGC 
CTTTGATGGTGCCTCCCTCCCGAGATCACAAAGCACTAGCTATGAAGTCTGGTGGGAGAAGGGCAGATTT 
CACCCAAGAGTAGAATATCTGTAATTGCATATGGTTGGGCCTGAAAGATTCCATTTAGGATTTTGTCCTG 
AAGTTGTACTCTTCAACTTCACCTCTTAATTTTTCAGGATCCTTGAAAGAAGCAAAGACTACCCTATCAT 
GGTCCTAAATAAATGGAATTTGCGGGATTATGACAATAACCCGGTAATTAGTCTGAGCCAGCAATGGACC 
AAGTTCATCATTGAAATGTTTCCAAATAGGATGATAAGGACTTCTTGGAAGATTAAACATAGCCATGAGC 
CCCCAACAATGCCAATCCAGGATAAGATGTTTCAAAGGTCAGCAGAGTCTGCTTTAGAGAGCCGGACTCT 
TCCACTTTGTCAGATTCATTGATCCAGGTGCACCACGAGGTGTTGACAGTGGCACAGACTCTCCTTGGCT 
GGCCAGCTGGAAGTCCAGGGCTATGCAGCTGCTCAAATACTCAAACCAAAGAGCTGAGGCTGATCTGTTG 
TGTCTCCAAAACTAAGGTAGTGTTGTTAATGACCTCAGTGATGGTAAGAGACAGGTGCACAACCTTTTCT 
CACTGAGGGACCTGAGCAGTGGGAAAAACCACCCAGAGCATACACATGAGCAAAGAGGGTCAGCAGTGCT 
TCTCACCCGGTAAGCCCTCCAAGTAACCAGGGTAGGCTTGGTTCTGGAGCTCATGCCTTACTCAGCCTGG 
TGCAACATGCTCCTTGGGAGAGGTTGCTTGGAATATTTGAAAAACTCTTATTAATGCCCCATTCGTGCAG 
ATTACAAGGCTATCAAAAAGGAAGGTAAAGGCCTGGTGTTTAGAAAAGAAAGAATACTCTAAAGGTATAC 
ATCGGGTTGGGAGTGTAAGAGTCATTGACTACCATAAGGTTCAACCCCCTAGAAGTCCTTCTTGGTAGGC 
AGTAGGCAGAGTCCCTGAGTGGAACTGAAGAGTCTGTACAAGGAGGGGACAAGTGGAGGAGAGGAGAAGG 
TCACCACCATCAAGGCCAAAATAGCCCAGTAACAGACCCAGGCTCCTCTTCCCAGTTGCTCCCATGTGGA 
ACAGCATTGAGTTGACAACTAGGAAGTCATTTCGTTCCTACAGTACCAGGGTCCACATATCAGGTAACAC 
ATTGGGTCCGGGTGTGTTAGGGCACCTGAGATGCCAGAAAGCTCCATAGTTGAAGAAATGTCCACTCATG 
CTATTCAGTGGCATGGCAGCCAAAGATTTACATATGGGGTCAAGGAGTGAGTGGCATATCCAACTACTAG 
TCAAGTTCAGCATGATGGCAGCTGCCTGAGTCAGGCCTACGAATGAATTTTGTAAGGCCAGAGTCACACA 
GACTACCCATGAGAGAGAGGAGAGAGGTTAGATCCCACTTCTTGCCCCGTATCTGAGTTCACAGGACCAA 
AGGTTCTCATGTCTTATTAGTTCAGGAGACTCCTCATTGACTGTGACATGGGCAGTCTGTCCCGTGCCAT 
GAGCAAGAATAGTGCTCTTAATTCATTCTTAGAATGGTGAACCTAAATATTCTGGCTTGGCTTCTCCTGG 
GGTTCCATCAAAGTTTCTATTTGATATTTGATATGTATCCCATGGGGCTACACGGAGTAAAGCAGCAGGG 
CCACCTTAGGGAAAATGTTGAGACATTGAATTGATGGTTATTATCTTTGAAGTCCTTGTAGGCAAAATTC 
AGGCACTGCAACCAGGGAGTAAATGGAGAAGCAAGTTCATGCCTCCCAATCTGTGCTGTTTAGTAGCCTT 
CCTGATCTCCCACTGATTTTGGTCTTCAGGAAGGGCTCAAAAAGGATGGAGGGAACTTGCATGATCCACC 
ATGGAAACTGATTTGCCAATAATTTTAAAAGAGGGGTGTGCAACTGAGGGAAAGAGACAGATAGCCCAAT 
CAATCACACAGCACAAATGAGAAGTGCACTTAGAGAATTGCCGC^GTGAGACCCCAAATTGCACACCTGA 
GACATGTAGCCAGGCTGGGATTATATTGTCCATTTCCATCAGCCACTTCAACCTGTTCTTTTCCTGTTAA 
AATATGCGATCATTGCTGTGGCTTGTAGATGATACAGAGCATGGAGAATCCATCATGCCTCATAATTTGA 
CCCATGTATAGTTTGGGCTGCAAATGTATCGTTTGGGCCATTATTAGATACAATGTATTCAGGAAGCCAG 
AGAAATAAACAAATATGGTTTTGGAGGGACTGAAGAGTGTTGCCTGAGTCAGGGAAACACATGGGGATGA 
CTAGTCCAAATACAGAGAACTCATCAACTACATTTAGGATCCAGCAGAATGCTCTGGATGGGATGAGGGG 
ACTAGTGTGATCAACCTGCT^AAGAACATCCTGGCCTTTTTGACCAGAAGGATCTGTCCCTGAGCAGAATG 
TTTAGCCTTGCTCAGGGTCTGGCGGGTGGATTATCTTTTTCATGCTGTGTTGGCATCTTTTGAAGATAAT 
AGTTCATGCATACAGATCCAGGCTAGGATGGCATCTTGATTCCCAGGGCCCTTCCTCTCATGGATCAGAG 
GCAATGAGTTGAATATCTGTTATCTCTGGGGCAGATGACAAATCATTCTCCATGTTTAGCTGACATGCAC 
GGTCTGCTCATTGCCTTGATTGGCTCATTGCCTTTGTCAGCATAGGGAGCTCTCTGGTGAGCACCCACAA 
GGATAACAAAGAGCTTATTAGGAGTAGAATTGAATTTTATCCGAATGTCTCATCCCAAGAGAGGGATGTG 
TTTTACATGTCAGCACAATTTTGCCAGTAGCTCAATCAAATGTTCAGACCATTAACTACAGCCCATGAGT 
CAGTGAAAATATAGCAGGGCTCCTTTGTTGAGGGAGCCTGGGTAGCCAACCATACTTTATAAAGCTTTGC 
ACATTTATGCTGAACTTGCCAAGGGATAGATCTATCTCAGGTTGTATGACAGCTGCACCTCATTCCAGCA 
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TAGTAAATGTTAATCAAGAGACACCGTCAGTGAACCAGGCTTATGTGTGGCCCAGAAGGTCCTTGTATCT 

GAGTTCCCATTGGCCAAGTGAAGGCAGTGGCTCATTGGACGACATGCCTGGGAGGGGGACAACACTCCTG 

AGTCCTTGCCATTGAGTTGAAGGCCCCAGCTGGGCTGGGTTTTACCTGCTTCTGTGTAGAACATTTTCAT 

TCACTAGAGAATACTCTTAAGCCACACCCACCTGGATATTTGAGGCCTCTGCTCACTCATAACATGATTG 

GAATTTGGGATCATAAAACTATGTCACAGCCGTGAGTCACGTACTCATGCATATCTACCTAGGCCCAATA 

ACAGGACAATAATTGTTTCTCAAAGTGTATGTGCCTTTTGGCTGACTCCCTTTCAGCTGACTCCAGGATC 

TTATAAGTTGAAAAACCCAACAAGTGTCTGATGTTATTTTTCTACTATGAGCGATAGTAAAGGAACTGAA 

ATGTTGTTGAGACCTGTAAGTCGAATGGCAAATGTGGATCCATGGGGTCCAGGGGAAGGGAGGGTACTTG 

GATGGCTGTGGTAGCCTGTTGAATGGGCCCCATTGAAACATAGCAGCCTTTTCTAGTAACCTCTTAGTTG 

GGTCCCATCAAAATCCCCACAAGGGAAATGTGACAGTAACAGTAGATGAATAAGCCCACAAATCACTGGG . 

CATCCTTTTTATTTGCTGGGGCAGAGACAGCCAAAAGCTTGGCAGTCATCTCCTCTAAACGAGATGTTGT 

GCCACTTGCCCAGATTACAACCAGGAAATTCACTTGGGGTCTCTGTCTGTTAATGGTGTAGTTGGGTTGC 

TGCGTGAAAGTCATCAGTCCTCAAGCACCTAGTCCTTATTTGGCAATGTCTTTGTTTGGGTTCACAAGGA 

GGATGTCATCAATAGAGTGCAAGGCTAGTGCTTCCTCCAGGCAAGCAACTCTCCCCAGAGCATAACCTAT 

TCATTGATGGCAGCTATGTGGGGAATTTAGGTCACTTTGTGAAAGGACATTAAAGGTGGATTGCAACCCA 

TTCCACATAAAGGCAAGTTGATCCTGGACTTCTCCGTGTGGGAGGATGCTGAAAAAGGCATTGATGATAT 

CAACTGTCCCATACCAAGTTCCCTCCAGTAGCCTCTGTAAGAATCAAAATGTCAGATACTGCCAATGCAA 

AGAATGGCACCACAGGCTTGAGCCACCTGTAATAGACAGAGGATCACCAGGTACCTGAGGCCATGTGCGC 

AGGCCAGACAGAGCTACTGTATGGAGGAACAGTTTCTCAGGAACTTTGCCTCAAGCTTAGCAATTGAAAC 

CAGCCCAATTGTCCCATAAAACTAATATTTATGGTTTATTTTGAAAAAGCATATAAATTAACCCTCATAG 

TCTTAAAACTCAAGAAAATTACAGTTATCTGAGTTCCTTTCTCAGGAAGCCAACCATCAGTGCTTGCAGA 

TATTATCAAGCAGCTAAAACCCACCAGGTCTACACATCTGGACAATGAGAAACCCGACCCCTCACCCATC 

ATGATGGCCTACGCAACCACCTGCTTCCTGTTGACCAATTCCTCTTCCTTACTTCTCCCTAATTCCTGTT 

TCCCCACACATGGTTACATTTCTTCCCTGCTATATAAATTCCTAATTTTAGCTGGTCAGGGAGATGGATT 

TGAGACTTATCTCCCATCTCCTCAGCTGTAGCACCCAATTAAAGTTTTCATTCGTCTTTGCAATACTCAT 

TGTCTCACTGATTGGCTTTCTGTGCAGTGAACAGAAGGACCTAGATGGAATTCCTGATGTTTTAGTGACA 

TAATGACAGCAGTTATTTTTTTCCTCTCTAAAGCAGGTGGGGATACAATGGCCTAGGCGACAGTAATTGG 

GTACACTCACAGCCTTTCCCATGTCCCACTAAGATGACCCTAAGTGCAGCAATTTCCATCAGGGATTGAG 

GGTGAAGGCCAGTAGGGGCACATATAGACAATACATCTATACCAAGAACACATGCAGTCATGGGAGCCAT 

AACGTAAAGGCCTCTAGGGGCCCAAAGGTCCCTTCCCAGAGACAGAGCAGGTGGTGGTGGTCTCAGACCC 

TAAACCAGAGAACATTATCTGTTTCCCCCTCATCCTGGTGCCAGGGATTGTGGGGATCAGAGGTAGCAGT 

GCACAGATGTTCAGCATGGCCAAGAAGGACATTTCCTCCCACCTCCTCACTGAACTCTGACATTGGCTAG 

GGCTTCTAGTCATCCCTGGGGACAGAGGGACCTCAGCCTAACCCCTAGTCTTGTTAATTTGTAAAAGTCT 

AGCTGTCTGGGGAGAGGATCGTGAGGCTCTTCAAGTCATCTCCAGAGTCACTGGGAGGGATGACAACAAG 

CATAATGCTTGAATCAGTCATAGGGGCTATCACCATGCAAACCCTCGTGAGCTGCCTGCTGGGCCCCCCA 

TGGTCTGGTATCTTGGTGAGGAACTCTTCAGTCTCCTCCTTTGAGAGCCCCTTTATTGAATCATCAGGCT 

CAGAGAGCAATTTGGGAATGTCATTGCCTAGATCGTCCAGTAGAGGGCGCCGGATAGTCATCTTTGCCTC 

CCTGCTTCTGGAATCTGTTTTCTTGGAAGCAGCCACTCTTTCCATGCCTTAGGCATTTGTTAAAATAGCT 

GGATTGTGTCTGGGACGGACTGAGCTGGCCTTATGAGGTTTACCTGGGCTTGATAACCAGCAGTAGTGGC 

ATAAAAATTCTTGAAATCTGAGTCTGGTGAACAGTCTTATCCTCTGCTTCCCCCAGCCCCTCATTGTAGA 

CCCAGAGGACCCCCAGGGTGACTTGCGGGGCTACTATAGCCTCTGCGAAGGGCATCCAGAAGTGTTT.TTC 

AATGGCATGGGTCTTGTTACAGTGTACCAAACCTGCCAGATCTGTCGGAGCCCAAGTAGTACCCAGCTGA 

GGACCAATGATCCCCCTCGGAACCGAAAAGCTTCTGTAAACAACACATTAGCACACTCTAAGGGTGCCCT 

GCGGGGTCCACTGGCACCTCCCAGACACCCCGTGGCATGGCTGGCAAGTGTTCTGCGGTACCCTCAGACT 

CTTGCAGATGAACCACCAGCACCTCTACTGTGCCCTGAAGGACTTTTAGGCTTTTTGTTTTTCCAAAAAG 

GCATTGTGCTTAATTGACCACTCAGCTCCTTTGTCAAATTGAGAGAGAGAGAGAGAGAGAAAGAGAGAGG 

GGGCATGTATGTGAGTACTTTCAGGTGTTAAGGTGTTGAATTAGGACAACTAGCCCCACTGAAAGTAACA 

GTCAAGCTTTTATTTGCTTACTGTGATAAGAAGAGGCTACCCAGGACATGGTGCCATTATTTTCCCCATG 

GAACAGCACCAGGAAGGGTCAGATGACAAGCAGCAGAGGTGGGAGAATTGTCTCATTGCCTAGAAGTCCC 

AAACGCAAGGTTCCTGCCATTTTGTGGACCCAGGAGCCAAGGGGAGGGACAGGAGGGATGGGATGGGGGA 

AGGATGGACTAGAAGTGGAAAAGTACTGAGTGCTGAGCTTGAGTGCAAGAGAGTGTCTTCAAGGCTCCTG 

ATAAGAAAGTCTCTTCAGAGGCTCCTGAACAGTGTCTCAGCGAAGGCCTCTGCTCCCCTCATAAGGAGGG 

CTCTGAGTGAAGCTGTCTGAGCTCGGAATGTAGAGATGCATAAAGGCATGGCCTGGCTCAAGGGCCTGAG 
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TCCTTGACTGCAGCTCCCACTGGACACTTCAATGCCCTGGCTGTGCACCAAATCTGTGAGCAGGGCAGCT 
TCCCCCCACCTCCCCCATGCAGCCTGCCTTGTAGTTGCCTATGGTCAGGCCTATGGGATCACATATGGGA 
TTTTGACCTAGAGCTGGACCTGTCAACAATTATAGTTGGACATGTCAACACTCATCTCTCAACAATTGCT 
AGAAC^GGCAGACACAACATTGGTAATTATATAGAAGACCTGAACAACACTATCACCAACTTCATGGAAT 
TCACATTTAC^GAGC^CTACACCCCAAAACAGCAG 

CCTGAGATAGACCATATTTAGGGGCATAAAATAAATCTCAATATCTTAAAAGAATACAAGTCATTAAAAA 
CATGTTATCTGACTATGGTGAGATTCAATTAGAAGTCAATAACATAAAATCTTTGGAAATCATCAAAACT 
GGAAACTAAAAATTACACTTTCAAATAATTCATGAGTCAAAAAAGAAATCAAAAGGAAAATCAGAATGTA 
TTTTGAACTGAATAAAAATGCAAAGGATATCAA/^ATTTATTGATGCCACTAAATCAATACTTAGGGAAAT 
TTTTTATGGTGGTAAACACCTATATTAAAAACCAAGAAAAGTTTCAAGTCAATTACCTGTTTCACCTTAA 
AAAAACTAAAAAAATACCCAAAATGTAGAGAGCCAGCAAAGGGATCATGACCAACTCAGCATTCCACTGG 
AGGCTATATGATCAAACAGCAAACTGTTTATCATGAATGCAGGATGTGGGTAAACTCACACTGCACCTGC 
CGCCAAGAGGTTTGCTGAGGGTCATCACTCCCTGGCACCAGGCTCCTTGAAGTTATCTACTGGAAAATCT 
AGCGCCTATTGTTCAAAGGATGCAGTGTCACAAGCCTGCTGTGAACCAAACGGCCGACTGACAATTACCC 
GACAATCACCCCCACTTTTTTTGCTATCTCTTTTACCTAATAAATACGGAGGACTGAAAAAGTTTAGGGC 
CCTTGCCTACTAGAGGCAAGGTGCCCCCGACCCCTTCTTCCAAATATACTCTTTTGTCTTTGTCTTTTAT 
TCCCGCGTTCATCCTACTTTGTTCAGTGCATCAGGGATCGTGGTCGGTTACATCAAAAAGTGAAAAAATT 
AAATGTGAAGTAATCAGAAAAAGGAAATAATAAAGATCAGAGCAGAAATCAATGTTGTGGACAGAAAAAC 
AATAGTGAAAATCAATGAAACCAAAAGCTGGTTCTGAGAAACAGCAATAAAATTTATCAACACCTAGTCA 
TACTGATCAGAAAAGAGAAAAAGGCACAAGCTACTAATCTCAGAAATGAGAGCGATGGTATTACTACAGA 
TTTTACAGCTATTAAAAGAAAAATAAGAGACTATTATAAACAACTTTACAACAGTAAATTTGATGACTAG 
AAAATGAACAAATTCCTTGAAAGACACAAGCTACCAAAGCTAACTCAAGAAGAAATATGTAATTTGAATA 
GTTCACTATCTATTAATGAAAATAGAGTTGCAATATAAAGCCACTCCAGTCTCGGATGGTTTCACCAAAC 
ATTAAAGGAAGAAATAATACCAATTATACAACATCTGTTCCAGAAAATTGCAAAGGTAGGTATGTTTCTC 
AACTCATTCTTTGAGACCAGAATTACCTAAAACCAAAGTGAGACAAAGATATTACAAAATAGGAATAGTA 
CAGACTAATGTCTCTCATGAATGGAGATGAGCAATTCTAAAAATATTTTAACAAATTGCATCCAATACTA 
GACAAAATAGGAAATACATCATGACCAAGTGGAGTTTCTCCCAGTAACGCAAGATTGTTTCAACATTCAA 
AAATTAATCCCAATATTAACAAAACCATATGATCATCTAAAAGAAACAAAAAAGCATTTGACAGAATCCA 
ACATCTATTCCTGATATAAACACAACAAACTACGAATAAAAGAGACCTTCTTCACCTGTTAAAGGGCACC 
TATGAAAAGCCTACAGCTAATATCACGTTTAATGATGGGAGCCTTCGTGCTTTCCCCTAAGATCAGGAAC 
CAGACAAGGATGTCTGTTTTCACTACTTCTAATCAAGTCAGTGCAATAAGGCAAAGAAAAAAAAAAAGCT 
ATCTAAATGTGAAAGAAAGAGGAAATTTTGTCTTTATTAGCAGACATGGAACTAGAAACACAGCTACTAG 
AACTAAGTGATTTTAGCAAGTTTGCAAGATATAAGGCTGAGATACAAAAAAAAACCTGTATTATATTTCC 
ATATACTAGCAACAATTAATCAGAAATTGAAATTAAAAAGCAACACCACTTATAATAGCACAAAATAGAA 
TATACTTAAGGATAAATCTGACAAAATTTGTGCCAGACTTGTATACTGAAAACTACAAAACTATGCTGAG 
ATTAATCAATAAAAACCTAAAAG7UVTGAGAAACATGCCTTGTTCACGGGTTGGAAGACTCAATATTGCTA 
GTATGTCTATTCTCTCCAAATTGATATTTAGAATTCACACAGTCCTAATCAAAATTGCAGCAGGCTTTGT 
ACAAGTCAACAAGCAAATTATAAAATTCACAGGGAAAGATAGAGGACTGAAAGCAGATAA7\ACAACTTTG 
AAAAATAAAGTTGGAAAACTTATGTCACTTAAGTGTTTTCAAAACTTATTATTAAGCTACAGTAATTCAG 
ACAATGTGGAATTGACATCAAGATAGACAAGCAGATCAATGGAATCCAATAGAATCCAGAAATAGAACCA 
CATATCCATGATCAACTGATTTTTGACAAAGATGCAAAGGCAATTCAGTGGT^AAATGGATAGCATTTTCA 
TCATATGCAAAACATGAACTCAAAATTGATCATAGGCCAAAAAGGAAAATTAAATCCGGTAACACTTCTG 
GAAGAAACATAGGAGATCCTTGTGACTTTGGATTAGGCAAAGCATTCCTTCAATATGACAACAAAAGCAT 
TAAGCATAAACAAAGAAACAAAATGATAAAATGGACTTCATCAAAATTAAGAACTGCTTTTTAAAGGCAC 
TGTTATAGAAATGGTGGGAATTGAACAATGAGAACACATGGACACAGGAAGGGGAACATCACACCCGGGG 
CCTGTTGTGGGGTGGGGGGGAGGGATGAGGGATAGCATTAGGAGATACACCTAAAGTTAAATGACGAGTT 
AATGGGTGCAGCACACCAACATGGCACATGTATACATATGTAACAAACCTGCACATTGTGCACATGTACC 
CTAAAACTTAAAGTATAGTAAAAAAATAAAGTGTGCAAAATAAAGATTGAAAAAAAAAAGAAATGAAAAT 
TGAAGCCATGAGCTGGGAGAAAAATGTTTTCAGATCACATATATGATAAAAGATTTGGTAGCCATATCAC 
GAGATTTCTCAAAATACAATAAGAAAACAAAAGGCCAGGTGCGGTGGCTCATACCTGTAATCCCAGAATT 
TTGGGAGGCCAAGGAGGGCAGATGACCTGAGGTCAGGAGTTCAAAACCAGCCTGGCCAACATGGGGAAAC 
CCTGTATCTACTAAAAATACAAAAATTAGCCGGCTGTGGTGGCACACGCCTGTAGTCCCAGCTACTCAGG 
GGTCTGAGGCACGAGAATTGCTTGAACCCAGGAGGCGGAGGTTGCAGTGAGCCGAGATCGTGCCCCTGCC 
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CTGCAGCCTGGCAACAGAGAAATACTCTGTCTCAAAAAGAAAAAAAAAAAAAAAAACACGAAAACAAAAT 
AAAGCAAGAAGCAATAAAATATCGATGAGACATTTAAAAAGACATTTCATCAAAGAACATATATGGATAG 
CAAATAAGCACATTTTGGTTTTTTTTTTTTTTTTTTTTTTTTTTTGAGACAGAGTCTCGCTCTGTCGCCC 
AGGCTGGAGTGCAGTGGCGGGATCTCGGCTCACTGCAAGCTCCGCCTCCCGGGTTCACGCCATTCTCCTG 
CCTCAGCCTCCCGAGTAGCTGGGACTACAGGCGCCCACCACTACGCCCAGCTAATTTTTTGTATTTTTAG 
TAGAGACGGGGTTTCACCGTTTTAGCCGGGATGGTCTCGATCTCCTTACCTCGTGATCCGCCCGCCTCGG 
CCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCGCCCGGCCTAAGCACATTTTTTTAAATGCTGA 
ACATAATTAGGCATTAGGGAAATGCAACCAAAAGCCGGTACACGCTGAAAGTAACAACACTGGTAGTACC 
AAGTATTGGTGAGAAGAGAGAAAAACCAGAACTCTCCTAGGCTTTACTGGGAATGTTAAATGATACAACC 
ACTTTCAAAGGCAATTTGGCAGATCCTTAAAAAGTTAAACTTACACCTTCCATATGACCCAGCCATTCTA 
CTTCTATGTATCTATATACAAAAGAAATGAAGACATATGTCCATACAAAGATGTATATATATAAATATTC 
ATAAAAACTTTATTTTCAATAGCAAAAATCTTGGTAACAACGTAAATGTTCATCAACAGGTAAATTTGTT 
CATCAACAAATCATGGTATACCTATACAAAAAAATGTTACTTACCAATAAAAGGGATGAACTATTGATAC 
ATACAATAACATAAATGAATCTCAAAATAATTGTACTGAGTGACAGGAGTCATACTACAAAGCATAGATG 
ATGTATGGTTCCATGTATGTAAATTTCTTTAAAAATGCAAATTAATCTATAGTGACAGAAAGAAGATTGG 
TAGTTGCCTGAGCAGATCAGTGGTTGGGATGGGACGGGGAGAGGGAGAAGGAAGAGTGAGAAATTACAAA 
GATGCAAGAAGGAATTTGGGAGTATGATAGATAGGTTCATTATCTTGAATATAGCGATGGTTTGTTTCAT 
GGAAAATGTGTCAGAACTTATTGTAGAGGTTAAATATGTGAAATGTATTCTGTGTCAATTAAAGTGTTCT 
TCAAATTAGAGGTGGAAGTGAGAACAAAACTCACAGATGTATACCTTTCAGTCCTGTGGATTAATTTTGC 
CCAAACCTGCTTTGGAAAACATGATCCCTAAATGAATGTGGCCTAACAGATATATCCTGGCTTGGTCAAA 
TTTAAGTAAGAGCTGTAATATGAATGGTTCATGTAACTGTTAACTGTCAGTCAAAAACAGAGTCAGGATT 
AACCACTGTTCAGTCCAACTCATTAAAGAAATAATAAAGCAGGCAGCAGTCAGTGGTGGTATAAACAGTG 
ACATAAGTGAGAGTACAAACCAGTGTAACTTTCTAGGGACCAATTTGGAAGAAGTCTCAAAATGTGCTCA 
ACTTTTATCTCAACAGTACTATTGTTAGGAATTTTAAAAAATATATTAAGGATGTGAGCAAATATTTAGT 
ATATCCAAAACAGCATAATATATATTATTAGCAATCTATTATTTGTTAATAGAAATAATTTTAATTACTC 
AAACTGTCTAAAATTAGATTCAATTATAGAAATCCAGCCACACAGTGGAATACTATGCACATCAAATTGA 
TGACCTGGAAAGATCTTAAGGGAGGTTTTTCATAAGGGAAGAAATAAGCTACTGAAGGATATGATTAACT 
TGTAGTAAAATGCTTATAAATTTCTATTTGCATACACATAATAGGGAAGGATGTATATCACTATTAACAG 
CAGTGATTGCTGTGTGTTGGAATTGTGGGTGACTTCAATTTTTTTGGAGACTTTGCTGTAGTTTCCAAAT 
TGCTGCCACAACGCAATTTTATTTTTAGGCAGAAAAAAATTAATGTATATGGAGGTTCTTTCTTAACTAA 
GGGGTGTGCTTGAGCTGTGTCTGAGCACATATGATTAGTTAGAGGACTCAGTGGTGTGTTGCGTAAGTTC 
CTTTGGTATTTTGTGTGTTTCAGAGGGAAAAGGAATGGAAAGAACAGCATAGCAAGCTTCAGATATTTGC 
CTCCTAGCTCAGTCCTAAAGTGCATTGCTGAGTCCCTGAACTTGTATCTCAGGCTTATGGAAAGATGAGA 
AGGAGCTGTCTTCATTACAAACTGTGTGAGACAGGGGGCATGCAGGGCTGTCTATGTGACAGTGACAGAA 
GCAGATCACTATTTCAGCTGCACATGAGACACAGGGTGGCTGCAGCTTTACTCTATAGGGTTTGCCCTTG 
GCTTTGTGTGCAGTGTCACCTGGGCACTAGTCCCCTGTTCAGCCTGGCAGTGGTGGTGGGCAGAGCCGGG 
CGGATGGAAGAGGGCTGGCTCCTGAAGCCCTGAGATGCTCCATAAGATCCCCTGAAACAATGGGCACAGA 
CTTAGGTGAAGGCAGAGGCAATGGCAGG(^CCCCAAACACTCCAAAACCAG(^TAGCCTTCCCAGGCCCA 
AATTTCATGCATCTGCGGCCTCAGTTATTCTCAATGGCTCTGGAACTTTCAGCAAAGACTTTCACACACT 
ATCCAGTGCACACGCTTTATTTTGGCATTCAAGCCACTGCACCAACTAGGTCACAGGGAATGTTAATTAA 
GGCAAGATAGGTAGAAGGAAAGGAGGGTATGTACAGCAATTGCTCCTCTTTACGGAGAAGAGAACCTGCC 
ACAGAACAAGATGCAGTTGGTTTTGTGGTGCCTGATGAAGAAAAGAAAAGGGTGGTCTGCACAGAATCTT 
GGCTCCATTCTGCTGCACCGGGAATTCCTGACCACAGCAGTGGCTGCGGCAGCCTCTGTGCCTTCCTCAT 
TGACCTCCACGAAGCACTTGTGGGCAACCTTGGACAGAGGCACATTCTTCTCAGTTGACATTCCAGAAAA 
GTCTGCCTTGGCTTCGTCAAAAGCATCGATCATTCCTAATCTTCGAAGGAAAGGCTCCAAGTCATAACTC 
TCCTCCAGCTTTAATCTGGGAAGGAAAACTTGAACCTTACTTTTTGTCAACTTTTCTGAATTTGTCCAGG 
CTTTGAATTTCTCATATGTAAGTGCTTTTTCCACCTAGGATAAGAAAGACTCAAACCTTAAAATTTAGAT 
GACAATAGCCTGATACCCACACACCCATTTATTACCCCTCCCCCAATGACATGCAATTAGATGGTGAGTT 
CTGGTCCAAGAAAATCTACAGATATTTTCTTTTATAAACACACCAAGATTTTCTCCCAAATTTTCATCTT 
TTCACAGTTTTATGGAGACAAGTGTAAAAGAGCTAGTAAACACCTGAGACAGGCAGAAATTTTTAATAAA 
AACMTTTGTACCTT^CTCCTTTCAAATGTTAAAAACATTTTTTAACAGTTTAGAAAATTCTAACCAATT 
CATTACATTAATCTTCATGCAATACATACTACTGTGAGTGGGAGAGATTGTTTGACAAAAGACAAAGAGC 
ATGGCTCAGAACTCTGCTTCTGAGTCTAATGAGGGGACTATTCAGGGTTAAATCAGAGGGCAACTCAGAG 
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TAAAAGAGAGGGAATTGTGTTTCATCTGAAGATGAAGGGAGGCATGAGAAGGGAGCATGAGACGAGT^AAT 
GGGGAATGCAAGAAGACTTCATCAGCATCCTTGTTTGTCCTCTGCCTGTCCTGGAGTTAGCTTCAAATTC 
TTCAAGATCCATCACTCTTTCTATTTATCAATAAGGTAGAAAGAAAAT^AGGGAGAAAGGCCTTCCACTAG 
CATCTCCCCTTCCCTTTAACAACTGGAGCCCAGGTGGGTACTCCTCTCCAACGAGCATTGTTTTGATTTT 
GACTCTATTTCTAGACTCTCCTAATTTTCTCATAAGTGGCCACAACAGATGTCATCCCTGACTTAGGGCA 
GTAGCTTTCTGATTCCAAAGGGAAGCCAGGAAAATCAAGCAGCCCACCCTCAACATCCTGTGCATTGGTG 
TGCCAGAGCTGACCCCTATCAATTGTTAAACCCTCAGTAGACTAAAGTCGGCCATGGTGGGAGTATTTAC 
CATGTCATGAGAATCAGCAAACTTTATAAATGAAGGCTTCTCCCACCTCCCAGAGCTGGTTTACAAGTGC 
ACTATTAGTCTTGCACCTCCTACCTTGCAAGTTTACCACTTCCCTTCCTGGACTCTGTTCCTTTTCTGTC 
ACAGTAAGACTTTTCTCTCCTCTTGTATAAGGTAAATTTCCCACCTGTACTTTAGACTTTTGCTATTCAT 
AGTGTGGTTCCAAGCATCTGTATCACTTGGAATCTTGTTACAAATGCAACATCTCAGGCCACACTCCATT 
GAATCAAAATCTGCACTTTAACAAGATCACTAGAATCATATATGTGCATTAGTGTTTGAGAATCACTGCC 
AAGATTGATCCCTACCCTTCTTCCAGGACTTTTGTGCAATAATCATTGGGCTTTCAAATAGACCTTCCAT 
GCAGAATAAAGAATAATATTCCAT^TAATAATATATTTAGAACTCTCTCTTCTTAGCTTCATCAAAACTT 
GTCCACTCATATATGTATACACTCAACAGAAATGCATGAACATGTTCATCAAAAGACACACAATGATGTT 
CACCCAGCACTGCCTGTAATAACCCCAACTGGAAACTCCTCAAATGCCAATTGGTAGATGAACATAAAGA 
AATGAGCTCAGCTGGACTCCACAGATACTCAGGCTCATTGCCTGGAGCTTACCACGGCGAGGTCCGTGTT 
GTCATCGGGAAGCAGAATGACCATGCTCAGCTCCTCTTCCACATAGGGCAGCTCCAGGACCTGGGTGTGT 
ACCTCATCCGCATACCCCATTTTAAACTTAGCTTCCTTAAACATCATCTGCACTGTCTTTTTTTCCTAAC 
GGAAAAATTAAAGTTCGATTACTGAT^AAGTGGGTATAATTTACTAAAAATAGGATATATCTAACTCACAG 
AAACTCTAGGTGTGTATAATTACTGTTTCTGCACATTTATGCTGATAGATATAAAATCTTCATTAGTACA 
TCTTAGTATTGAATAGAACAAGCTATTGTTCCAGCAGATCAAATATTACCAGGTGAGAAAAAAAAAACAG 
TTTGGTAAATGGAGAAGGACACAAAAATTGACATTATCCTTGGAAGAAGCTGTGTTTGCTTTTTTGAGAA 
CATTCACAGAGAAGCTTTCTCATGGAAGCTTCCAACTAT^AAATTCTTTATCGAAGTTAAGATAAATATTC 
AGGCCCTTGGGCTGAAGGATCTGGTTAGAAAAGATGTACGGTCCAAACTCTGGAAAGTTGCCTTGTTGTA 
GAATTGGTTTTATGGCCTTGGCTTTCTTAGGAAGGGGACCTTGAAGAGATGTGTAAGGTCTGCTGTTTTT 
AAAGCCTGCATCAAATATATTTTTAACTTTCATATCTTTGTGCAATATGAGAGTATCATATTTGATGGAT 
GTCAAATCCCAAGCTAACAACTATTGATACCAGCCATTTTAATATTCAAAAGGGAAGGTAAAGTTAGGCT 

ATAGTTGCCACTGATATTGCAAAAAGGTATCTAACTAAATACAGAGAGTAATAGCATCATGCAAACATAA 
TTCCAAGGCTTAGAAGAAATTCTCCTCCAATCCAAATCATATGACCAGAGATGGAAGGTAGATTTGATCA 
AAGATGGAAAAACAAAACTATCAATACCAAAATTATTTTTGTTTCTCTCTTCCTTCCGCCATTAAAGATA 
CACAGGAGGCATTAAATTCATTCAGAAAAGAAGCCAGGCACAGTGGCTCCTGCCTGTAATTCCAGAACTT 
TGGGAGGATAAGGCAGGTGTATCACTTGAGGCCAGGAGTTTGAGACCAACCTGGGCAATATGACAAAACC 
TTATCTCTACAAAAAATACAAAAATTAGCCAGGCCTGGTGGTGTGCACCTGTAGTCACAGCTACTTGGGA 
AGCTAAGGTTGGGGAATCATTTGAGCCTGGGAGGTCGAGGCTGCAGTGAGCTGAGATTACACCACTGCAC 
TCCAGCCTGGGTGACAAAAAGAGACCCTGTCTCAAAGAAAATAAAATAATATAATATAATTCAGAAATAG 
ATTAAAATCAAGATCATGTCAAATAAATTATTCATTTTTCCAAGAGAATATTTCCTGTAATATTACTTTA 
AGAAAGTAGCAGTATATCTGAAAAATCTTTCCCTACCTCGTTGGTTTTAAAGAGCATTCCCCTTGTGTAC 
TTTCTGTCAAATTGCTCATTCCACTTTCCCTTGAAATAAATGGCATTCACAAGGACCAGCTTTGTCAGGG 
GATCGACTGTCCCAGCATCCAGTACCTCTGAAATCTTACCTATAAAGAATATGAGAGTTTATTGCAATTT 
GTGGGGAAATAAGCATTCTTTTACAAAAATCCCTTTGACACATAAGGCAGAGGCTTGGTTGAGAGACAGG 
CTGGAGTTCTGTCTTTCTGGGCCCCTGATGAATTAGGCGATGGTGTTTAGCAGTGTGGCATAC7VCAGTGT 
AACATTTGTGCTTAAGAAAAAAATCTTGAAGTAGGAAGGGCAACTATCATTTTGCCCTCAATTTATGGAT 
GTAGAAATTCAGGACCAGAGCATTTGCCAGACTTTTGCTGAGTGCACACAGGTGACAAGTGGCTGAGTTG 
AGAACATCACCCCAGAGTCTTGATTCTGACTATGGGGCAGTCAACCTTGGCACTATCATATCCAAGCCTC 
ACCGCTATTGTCATTTTAAGCCAGATAATTCTTTGTTATGGGGGCTGTCTTGTGCATTGTAGGATGTTTA 
GCCAGCAGCATTTCTTCCCATTTTGACAACCAAGATTGTCTTCAGCCATTATCCAATGGCACCTGGAGGG 
CAAAGCTACCCCTGGTTGAGGATCATTGCTCTATGCATATATTCAAACCTCATCAGACAAGGAAAGCTTT 
CCAAAGGATGAGAGAACACAGATCTGTCAATGGGAGAAGGCAGCCTCTCTGAAGGGGGTGAATGGGGCAA 
AGGAATTAGGGGGGTAGAATAGAGGGGCCCAAATTGAGTTGTCCAATGAGAGGGTAACAAGGTCATCTCC 
AAGGTCCCCTTCAGCTCTAATATTCTGGGGGAAATGTGGGTGGTCAGCCTAAGGGAAGGAAGGGCATAAG 
CAGCCCTGGAAGAGCAGTGACAGGTATAGGGCAGTGGGGGGAAGGTGTGGAGAAACTTCTAGGTTCCTCA 

66/88 



SUBSTITUTE SHEET (RULE 26) 



WO 03/007801 



PCT/US02/23041 

FIGURE 3 (continued) 



GGTGACAGTACTGTTGAACAACTGGAAAGACCACTAGGCAGATGATGTATGAAAACACAAAAGGCTCTTC 
CCTTCCCATGGTAATTATTGTATTGGCTTTCAGTAGAATCAGGGGCATTACTTCTGCTGGACACACAGTG 
GTTGCGACATAGGATGGAATGGATGCAATAATGAGTGCTAGGTTGGCCCTTGAAATAAGTGACTTAATTC 
CTCCACCGTTTACAAGTATCGAAATTACTTGTTAGGTATTTAGGATGCTTTAAAGTATGACTCCCCCTTT 
TTCCTACTGAAGTAAAGAACTGGCAGAAATATTTCTGGTGGGATGGAATGTGGTCTGGGCAGGGAACACT 
GCAGGCTCCATGTCGCTGCACCTCCAGAATAGGGAACAAATTCAGAAAAGGCCACACTCTGAGAGCAAAT 
GTAGCCATGGCCAAGTTAAAAAGGAAGGAGAAGGCTGCAGATCAAACTACTGAGCTGTCCCATTACCACG 
CGGAGGAGATAACATGAGAGCATGAAATGTTGCCCTCTCTAAGCCGCAACTTAATTGAATGCCATTCTGT 
CTCCGAGCATGGAAGGGCCTCTCAGATAGAAGATTAACAGAATTCCAAGGAGGAGCCATTTTCCAGGGAT 
TTTCCAGCACGGTCCACAGGGGAGGAGGTCAGAGATTCAACATTAGTTTTAGAAATCAGTACTTCATGAT 
CTGATAAGAAATGACAGAGTTGCATTGCTGGCCTGTAAACTCAGCAAACACATACAAACAGGCCTGTGGT 
ATGCAGGTCACAGTGGCAACACCCTGGGAAGTCCCATCCCAGTCAATCTAAGCCTCGTTGTATAGTAATT 
CCAAATCAACAGAAATGAAACTGTCTCACCTTCAGTCTTCTCTGCCACCCAGTCATTTATATGCTTCCTG 
CACTCTTCAGTGTCTTCAGCAAAGGACAACTCCTCCAGCTCTGCCTGATAGAACTTCTGACAGTATTCTT 
TAAAGTCCTGCAAACACAAAACACTGAGTTTAGTCTCATTTGGTAAAGGTTCCCACAAATGCAAAAGCAT 
TTTGTTTTCTCTTACTGCATTTCTACAATAAGTGCTTGGACAGGTCACACTCCACTTCAAGGTGCATGCG 
TGCAATTAACAAAAATGTATGGGCCACCTATTCTTGCCTGGTACTGGGCAAGGTGCTTGGCTTGAGGAGG 
TCCACAGCCTGAGAAGAGGCAGCTGAGACACCCAGACACTTACAGGACATCATGAGCTGCCACTATCCAC 
AAAACATCACAGGAGCATCCTTGTCAAACGCTCTCCACTGACTTTAATATTGCTTCCCTCACTAGGCAGT 
CTAACACACTTTTACTCATTTTGCATCACCAGCACCAACTACAGTATTGTGGTTTTGGTTAAACGAGAGG 
CTTTATAAGGGAACTAGATTGTTAAGAAATCGTGTTGAACTGCJ\AAGAAGGAAATAGCATTTTAGATCTG 
GGTCATATGGTTGGTTGGAAGAATACAGAGCAAGGAAGGCCCCATGGGAATGGAGCGTGATAGGCCTGGA 
TCATAGGGTGTGTGTGCAACTGGGTTCATACGTGTGCATGCGTGTGAACATCTGTGTGCATGAGTGCACA 
TGTGTACATGTGAGTGCTTGGGCACCTGCATGTGTGTGGATTGCATGCATGTTTGTGTGTGTGTGTACAT 
GTGTATGTGTGTTTGTGTGTATCAGGGAGGGGATTAAGGGAAACAGTGGCAGGGGAAGAGCCTTGAAATG 
TAAGTTGGGGTCCAATCAGAAAAGTCCTGTACCCAACACATTAAAACCCAGATAACTTACCTCACAAAAA 
CCTGGCTTTGGATATAATAGGCCTGGAAACTGGCTCCCAGCCTCTGTCCATTCCCTGTTCTCAAATATTT 
TAATTTCAGCCAAAGAAAGAGGATATAGAGGGAAGGAGGAGCCAAGCCACCAGGAAAAGTAGAGGTTGGC 
TCCCTGTGTCCCAAGTATTACAACAGTAGTAGATCAGGCTGATGTTCAAAAATGAAATGGATTCATCAGG 
AGATTCCTGGGATCCAGAGTCACCTTCTGAGGTAGATAAACCCAGAGCAGGCAAATTCCGGGAACAGCAC 
CCAGCAGCTACCAGGACAGGGATGTATTTGAGCCTTAGAGGAGTCCTCTCAGAACCTCCAGCCAATAGGA 
TGGCCAAGCTTGCTGCAATCAGTTCACTAATTTTAAGACAACATCACCCTGCATATCAGGTGGCATGATT 
TTTGAACCTCACTGATTGCATTATGCCAGGCTGGACTAGGGAACCTTGGAATTATATGCTGAAGTAAATA 
GAAACTGCTTAGATTTAAAACCTCAATTTTATGAACAGATTTTCATTTTAGAAAGACGATTGTGTCAGTT 
GTAGGTGCAATTCAGAAGAGGGCGGGCAAATTTAAGAGAATTTGAGAGGCTACCTCAGCAGGAGGCAGCC 
GAATAACCACACTTGGGACTGGGGAGGAGCTCTGTACAGCGTGTTGAATGATGTGGTCACTCAGGGACAG 
GGAATTAAGGGGGAGAAGCAGGGCTGCGTGCAGGAGAATTGACATATTGGGATTGATAACAGGGATGGGT 
GTATCAGTAACAATTTACAAAGGACGTAATTCAGAAGTCATCATAAAATCTAAAATTGTAATTTCAGAAG 
TGTAATTCCAAGCACGTTTTAAGTCAGTACAGTTATACTTTATTATCTGCTCTTCTGTAGTCTAACTTAC 
TTTCAATTTCTTTGTCATCAATATGTGAATACTACTTACTGGAAGGAAATCACACGTCTTTTCTCCAAAG 
AGTCTGTTGGCAGTTCTAAGCAAGTACTGAGTGCCAGTTCTGTTAACTTCACTGAGAAGTGACTGGAAAC 
CTCGGTGAATATCTCCGTCTTTGTATAAACAAAGTGCCTGGGAACAGAAACCAACACTGACTTTTAACGC 
TGCCATTATACTCTCCCAAAGAGCTTTCTCCAAACAAACCTCTGTACTAAAAAAACCACACAGGATCCTA 
CTTTAAAAAGGTTTGGCCTAATTGTCTAGCACAGGGTTTCTCAACGTGGGCAATGCAGCATTGACATTTG 
GGGCCAGGACACTTCCTTGTCTCATATAAGCATTGTAGGATTTTTGCAGCACTTCTGGCTTCCATCCACT 
AGATGTCAGTAGCACCTCTCAGTTATGGGATCTAAAACTCCAGGTCTTCGCAAGGGTCCCCAGGAAGGAA 
AAATTCACCCACCGACCCCTACCTCCCACCCACCAGGTGAGAACCACTAGTCTAGCAAATTTATTCATGC 
CAGCAAGGCAGTGTGCGATAATTCAGGGGGAAGGCAGT^CAGAAAAAAGTAAGTAACTGGGATGAATTAC 
AACTCGGGTAATACAAACAAAAGCAGCAATAAAACTAAAAATGTTTCATCTGCAATTTTACAGAAGTTCT 
CCAGACCATATTATAAATTAAATGTCAAGTCAGAGTGAGAATTAAGGTTATTCCTATATCTCTCGATCAC 
CCCCAGTCCAAAGCCTCACTCCTCCAATCAGTTGAAAGAAACAACCACAGAAGGATGTCAACTGGGGTCC 
CTGGGTGCATTTTAGGAGACTGTCTATACACTCCTGATATTGGTGGCAAAATGATATCCATTTGGCAATT 
ATCTGGGACATCTTCACCAATAGTCAGAGAACTGTTCCTAAAGCATTATCCCACACCTCGTTTGTAGATA 
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AGGTCATACATCACCATTTTGAATCAAACAGATTATATATTCCTCAAATCACTCCAGAAGATATAAGTCC 
ACACTTGTGTTACATTCCTCTTCTAGGATGCATAATCATGCACTAAAATAACCCACTTAACAAAAAGTTA 
ATCTACGCACCCACATGTCTATTAAAAATATAATGTTAGCAAAAGTTTAAAATGTAACAAAATTGGAATA 
TTTTGCTTTCTTGTGGGACAGAATTATACTTTATCCTACTTATCAAAGATGTGAATTTGCCAGACTGTAT 
TGATGATCTGATCTAGAGAAAATAACTCTATGGCTTGACTTCTCCCATAAACATCAGAGGAGATGATCTG 
TCCAACACATTTCACCTTTCTACCCCTTTCTGCTCTTCTCCACTGCCGAGCTGCTCCTCCTTCTACCTCC 
AGCTCCACAGGCCTCAGCTAGAGCAAAAGTACAGAAAGACAGCTGTATGGAAGCACAAGGGAAACACACT 
GTTCTCCTTCCTTTGTGACAAGCACACATACCTGGGACATCTGGGCTGCAGTGCTTCCCTTTGCCCCCAT 
GAAGACCATGGCCAGGGCAGAGGAGATGCTCATGGGAGAGAAGAATACGTTTCTTGAGTTGTCCTCTTCC 
CCCAATATTTTAAATAAGCTGATGGCAAAAGTGCCATTTGCTTCACAGAGGTCATCCATCAGAGAAGGTC 
TGCATCAAAGGCACAGCAGGGAAAAGCACATAAGCCAATGACTCCGGTAGCCACGCAGTCATTCATCCCC 
CAGTCAGTGGACGCTGAGGTGGTAGGTGGAAGAACCACCCTCCAAAGACTTCCACTCCTAATTCCCAAAA 
CCTGTGACTACATGATCTGCCCTGGCAATAAGGACTTTGCAAATGGTATTCAGTTAAGTATTTTGAGATC 
TGAGATTATCCTGAGTTATCCCAGTGGGCTTAATGGAATCACGAGCGTCCTTAAAAGAGAGAGGCAGGAG 
GGGCAGAGTCAGAGACAGAGACATGAGGACGGAAGCAGAGGTCAGAGGGATAGGGGCCACTGATGAAGGA 
ATGCAACCTCCTCGAGAAGCCAGAAAAGGCAAGGAACAGATTTTCTTCTAGAGACTCCAGAAAATAACAT 
TGCTATGCTGTACCATTTTGGACTTAGGACTTCCAGAACCATAAGATAATAAATGTGTGTCATTTTTCAG 
CCACTAAATTTGTGGTAAAGTGTTATCACACCAATAGGAAACAAAAACACTGGTTTATTCATAAAATAGC 
CAATCTCAGGGCCTATGACTTGTATCCCTCTTAGCAACAGGGGCACAGACACCCTGCAACACCTGCTTAC 
TTCCTCCCTTGGTATAGCAGCAGCCAAAAGGTCTTTGTGCGGACGGGTGTGGTGCCTCACACCTGTT^ATC 
CCAGCACTTTGGAAAGCCAAGGCAGGCAGATCACTTGAGGTCAGCAGTTCGAGACCAGCCTGGCCAACAA 
GGTGAAACCCCATCTCTATTGAAAATTCAAAAATTATCCAGGCATGGTGGCGGGCACCTGTAATCCCAGC 
TACTTGGAAGGCTGAGGCAGGAGAATCACTTGAGCCCCAGGAGGTGGAGGCTGCAGAGAGCCGAGATCAC 
GCCACTGCACTCCAGCCTGGGCAACAGAGTGAGACTCCATCTCAGGAAAAAAAAAAAAAGATCTTGGTGC 
CAGGCACTGTTTTCAGCACTTTCCATTATCACCCAATAACACATTGAGGTCAGTATAGTTATTGCCCCAC 
TTTAGAGATGAGAAGACTGAGTGAGGTTTAGTAACTCATTCCAGAACCCTCAGGTAGTCATAAACGCCTG 
GCACCCACAGTTTGATTCCAGAGCCTGAATTCTTAATCATTACACAAAATCCCCCTATTGCTGCTAATTA 
TCTTTCAGTTTAATGTCTCCAATATAATCTATAAAGAATGTTCTAAAACTTATATATGTAATTCTTTATC 
AATAAAAACTGTATTTCTGTCATCACTTCCTGTGAAAACAGCTAGATACATTTCACCAAATTTGGAGGGT 
TTGTTTGAGATAGGCTGGCCTGAAATATGAGGCTACTGGAAAGACAAAAAAAAAAAAAATTACTTTTTAA 
AGTGACTCCAAAAAGATGCCCCATTTTCCCCAAGAGTTGCTGAAACTGGGTTACGGAGTTGCAAAGAAAG 
TCCATAGGCATGGATATAAAATATGAAGCCCTAATCTTGTCATCGAGGGAGCACTTTTAATTAGATGCAT 
TGATTTTTGGATCCTCCTGGCTAAGAGGGTCTTAACATTCCCCTCAGCTTGAATTAACTTTAGACAACCT 
AAACTTGACTAAATAAACAAACTAAACAGGCTTCCTCCTGCCTCTAGGCCCTTTCTTCCTTTTTCTTAAA 
GCATTTTATTTAGAGAACTTGT CATTGTAAATTCTTTATCAGCC CCTTTGAGATGTAAATCTTTTAAAAA 
AGCTTCTTGCTAGTTTTACATCCCAGGACAGTCTCTCAAAGACCTGGAAGCCATCCTTTTGAAATGTAAT 
CATCAAGAAAGATAGCATCCCTATCAACCAGTTCTGTGGAAGGTAGGAGCCTAATCTAGGGGGGCACCTT 
GCTTAAAGTGCTAAAAAGCTATTACAGTTTACTATTATTATAATTTTAGTGCATTATTATAAGTCCTACA 
TTGTTGTTTATATCTATTAAACCCTATAAAAACGTGGGCTATTTCATAAAATATTGCAGTTCACCAACTC 
ATCTCAATTTCCCTCAGCCTTTTTGTTCTTACAATTGAGAACATTTGGGAAAATT^AAAGGACAAATCATT 
ATCTATAATCTCATGATCCTACAGATATTTTTTCTATTATATTATCCTTTTTTTCATAAACATGTATAAT 
TTTAACTGAAAAATGTAGTCAAACAAGAAAAATATGCTCCAGTTTGGAAAATTAGCAAATGAGCAAAATG 
AAAAGTCCTGGAAACTCTATCTAGAGATATAAATTATCGTGCATGTGTTCATTTCTATAAACAGATGGAG 
CCTCATCCAGTTTCCCAGCGGCCTACAAAGTGCCTGTTGCAGCAGCTCTGAAACTGTATGCCCTTAGTGG 
GGGTCTTGGACAGGTCTTCTGGGTCTCTTAGAGCACAGGAGGAAAGGGGAATTGAGTGGCTGAGACAAGG 
AAGTGGGGAACAACTGTATTAACCAAAGTATCTTCACTGTTGGATGTTTTGCTTCCTCCTAAGATATTTC 
GCTTCCTCCTAAGATATTTTTCAACAGAAGGGTGTCTCTTACTTAAACAAAAAAGTGAGCTTATATATTT 
TTTTAAAGTGTAAAGGCAACACTCTAAATATAGAACAACAGTCTAAAGCAGTGCAAATTCTTTAAAGTTT 
AAAATAAATGTTAGTGCAGTTCAGAAAAAAACAAGTAGGGTTAGGGTTATGGTTAGGGTTCAGAAAACTA 
AGTAAAATAAATGTGAACCAAGAAAACACAATCATGACATAATTTGCACAACAGTACTCTATACTTAAGA 
GGTTGTTTATTATGGAACAAAATATTCCTGTTTCTCACTATCCTCACATCATAAGACCTCTCCAGAGCTT 
ATACTAGGGTCTGCAGATGTTGGAAGGCAGAGTAGTATGTGCAGGCAAGTCCCGGGGTCCTCCACAACCT 
CATCTTTCACTCGAGGACATTTCAGAGACTGGGAGGCAGGAAGGAATATTCAGACTTCATAGAACTGGGC 

68/88 



SUBSTITUTE SHEET (RULE 26) 



WO 03/007801 



PCT/US02/23041 



FIGURE 3 (continued) 



CAACCAGAAGGTGGCACCAAAGAAACTTAAAGATGGAGAGAATTGGGTAAACTGGGTAAGACAGAGACAC 
AAATAAATTTGGATTTGATCCAACCTTAGCATAAGAGCTTTGGACTCAGGGTGAAGCAAGCATGAACTTA 
GGTTGGGGTGTGTGTGTGTGTGTGTGTGTGTGTGTAGGTGTGTTTAATCATCCTGTCTGAACTATTGAAT 
CAATAGTTTCAATAGTTCTGAATGAACTGAACTATTGCATCAATCTCATCTTTACATTTTAACTGCTCTT 
AGTTGCAAACTGCTACTTCTGATTTCTTCCATCTTTCCTCTTCCTTCATCTCATGTCCCCACTTCCATTC 
CTTTTCAACACTCAGGTGCTGGTCAGTATGTGGTATTTCCCATCAATATCTACCCTGCAGCCACAATACA 
TGTGCACACACTCACACACAAGTGCACCCCCTTGGCCTCTGCTCAGGTCAGAAGTCAGGCAGGGGAGAAA 
ACCAGGTAACAGAATGACTCTTCCCCCTGTCTTCCTGGTGTTCCAATCTCATTTGGACTTTATAGCTTTT 
GAAAGGGTTGGAACTTTAAACAAAATGGACTTTACCCAATATTTCTAAAAAGCAATTAATTTTAATACAA 
AATAATACTTTAGGTGCCAATGCCACAATTAGATTGTGTTATAAAAACACAGGAATCAGAAGTTTTTATT 
TCCAGCCAACCAAATAAATTGGCATTAAACTAGTTTTTCCTTTTCAGGCAAACAAACAAAGACAGAGGCA 
ATTAAATACTGTCCACAGGACTCACAGAAAAAGTGAGAGTCAGCCTCAAAAGCAAGCCTTACGTTTCCAA 
GTATATGATATTGTCCTCCTCCTGGGAGCCCCAAATACCTACGAACTACCTCCTCCACTCCCCCATCCCC 
ATACAACATCCAAAAGTGAGTTTATTCAAAGAGCATTTATGTAGAATGTTCACTACCTGTTTTGGGAGGA 
GAAAATGAAAAATAAATGCGTTAATCACTGCCCAGAAGCTTACACCCTAAAGAAGACACACATATGGAAA 
TGCGTAGTTTCAAGCCAGTCAGGTGCTCTATAACAGGATAATTTTGAAAGTGCTATGGAAATCCTCAGAA 
AAAAACAAGTAAATAAATAAATAATAAGAAGAAAACCTCTACAGAATCCTGGAAAGACTTTCCAGAGAAG 
CTGGCTTTAAAAGCTGGGCAGGCCAAGGTAATTTATAGATTCAATGCCATCCCCATCAAGCTACCAATGA 
CTTTCTTCACAGAATTGGAAAAAACTACTTTAAAGTTCATATGGAACCAAAAAAGAGCCCACATTGCCAA 
GACAATCCTAAGCAAAAAGAACAAAGCTGGAGGCATCACATTACCTGACTTCAAACTACACTACAAGGCT 
TCAGTAACCAAAACAGCATGGTACTGGTACCAAAACAGAGATATAGACCAATGGAGCAGAACAGAGGCCT 
CAGAAATAATACCACACATCTACAACCATCTGATCTTTGACAAACCGGACAAAAACAAGAAATGGAGAAC 
GGATTCCCTATTTAATAAATGGTGCTGGGAAAACTGGCATATGTAGAAAGCTGAAACTGGATCCCTTCCT 
TACACCTTATACAAAAATTAATTCAAGATGGATTGAAGACTTAAATGTTAGACCTAAAACCATAAAAACC 
CTAGAAGAAAACCTAGGCAATACCATTCAGGACATAGCCATGGGCAAGGACTTCATGACTAAAACACCAA 
AAGCAATGGCAACAAAAGCC^AAGTAGACAAATGGGATCTAATTAAACTAAAGAGCTTCTGCACAGCAAA 
AGAAACTACCATCAGAGTAAACAGGCAACCTACAGAATGGGAGAAAATTTTTGCAATCTACCCATCTGAC 
AAAGGGCTAATATCCAG71ATCTACAAAGAACTCAAACAAATTTACAAGAAAAAAACAAACAACCCCATCA 
AAAAGTGGGCAATGGATATGAACAGACACTTCTCAAAGGAAGACATTTATGCAGGCAACAGACACGTGAA 
AAAACGTTCATCATCACTGGTCATCAGAGAAATGCAAATCAAAACCACAATGAGATACCATCTCACACCA 
GTTAGAATGGTGATCATTT^AAAAGTCAGGAAACAACAGGTGCTGGAGAGGATGTGGAGAAAAAGGAACAC 
TTTTAAACTCTTGGTAGGACTGTAAACTAGTTCAACCATTATGGAAGACAGTGTGGCGATTCCTCAAGGA 
TCTAGAACTAGAAATACCATTTGACCCAGCCACCCCATTACTGGGTATACACCCAAAGGATTATAAATCA 
TGCTACTACAAAGACACATGCACATGTATGTTTATTGCGGCACTATTCACAATAGCAAAGACTTGGAACC 
AACCCAAATGTCCATCAATGATAGACTGGATTAAGAAAATGTGGCATATATACACCATGGAATACtATGC 
AGCCATAAAAAAACGATGAGTTCATGTCCTTTGTAGGGACATGGATGAAGCTGGAAACCATCATTCTCAG 
CAAACTACCACAAAGACAGAAACCCAAACACCACATGTTCTCACTCATAGGTGGGAACTGAACAATGAAA 
ACACTTGGACATAGGGTGGGGAAAATCACACACCGGGGCCTGTGGGGTGGGCGGGGGGGATGTGAGAGGA 
ATAGCATTAGGAGAAATACCTAATGTAAATGACTAGTTGATGGGTGCGGCAAACCAACATGGCTCATGTA 
TACCTATGTATCAAACTTGCATATTGTGCACTTTTACCCTAGAGCTTAAAGTATAATAATAAAAAAGAAA 
CAACCCAAATGTCCATCAAAAACAGAATGGATAAATGGATTGTAGTATATTAGTATAATGGAATACAGAA 
CAATAAAAACTGAAAGAACCATATCTATAAGTTCTTTAGTTTTTGACATGGACAATTCCCACAAATAATG 
TATTAAAGGATTAAGCCACAGAGTAATACAGTATTATTCCATATACGTAAAGTTCAAAACCAGGCTAAAC 
TAAATCATTCTGGATGCATGTGTAGACAGTAAAACTATGTCGTTATTATCATGAAACTCAGGAAGGTGGT 
GATACAGAGGGGAGGGAAGCGGATGTGATGAGGGAGGAGGGTGTGATCAGTAGGGAAACACGGCCTCCAG 
CGATGACAATATTCCAGTTATTAAACTGGGTGATGGGTTGTACTGCTGTTCTTTATAATTCAATACACAT 
TTTAAATGTTCTTTTGTATTTATTCAATAGGTAATGAAACTTATTAAAACCACATATCAAAAAAAAAAAG 
AAAAAAGAAAAGCCGGGCAGGCATTCCGTAGGTGGTGAAATGGGGGATGCAAATAATAGGCTGAGGAATT 
AGCAGGTGCCAAGAATGTGGCAGGAAGACAAAGGGCATGGTTTGTGTGGTGCCCCTGGGGTGGGTTTCTA 
TGGTTTCCTGTGAGCCACGTGGTAGTGAGATAGGACGGACCCTTATGCCACATTTAGGAGTTTGAACTTG 
AGATTATGGTCTGGAAAGCCATGCATGGTTTTTA7VACAAACGTCTCATATGAGTGCATTGGGGCTTTAGA 
AAGATAACCCGGCTCAGTATTTGGTATGAAAAGAGGCTGGGGAGCTGGCGCGTAGGCCACCACCATGGGC 
CAGGGACTGCTGAAAGCAGAGGGATTGTCTGCAATAGAGAAGTGGGGGCTGGAATTGCCAGGCAGTGACT 
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GCTCACATAGGGACAGAGCACAGGAGGGCCCAGTCCCGAGGCGCCTAGCTGTTATAAATTCATACTCAGG 
GTGGGTCGTGAACCACTGGAATTTTAAATGAGGAGTCAGGCTGGAATGGGGAATATGACTTGTTCCATTT 
GAGATGCGTGGAACACACCATACCAGGTGAACCTGTAACAAAGACAGCCAAGGATGTTTGTAAACAGTTA 
GGGACGGGGATGAGTAGACTGTCTAGAGCCAGAGACCTGGAGCCATCAGCATCCCGATTCCGAGAGGTTC 
CATGAGAATGGATGAAACTACACAGAACATCTAGTGGAGGCACAAGGGAAGAAATCCACCTATTTCTGTG 
GAATTTCCAATATCTGGAGGTAGTAAAAGGAAGAGACAGAGGAGGGCGAGGGGAGAGCGCGCGCGCGAAA 
CGGAGACTGAGACCCAGCCATCAGGGTGTGCTGGGAGAACTGGGGAGACGAGTCTGCCCCTGCGAGTGGA 
CCCAGGGAAGAGGGCGCGGTCTACGCAGAGCCCGAGGCAGGGAAGCGGGAGGGGCCCGGAGAGCAGCCCT 
GGGTGAGGCCCTTTGGAATGGAGAGGTCTCAGGAGTGAAGCAGCAGCCAGAGGACTGAGAGTGTCTGGAA 
AGTGAGGAATTGGTTAAAGTAACGCCGGTGGCTGCAACAGAGAGGGGCGTAGGTGAAGAAGCACCCCCAA 
CCCCATCCCATTTGAGAGGAAGCAGACAATGAAGAAGAGAATATGAAAGATACAGAAAGATGAAGGCAGG 
GGTGGAAAGAACGGAGGGGGGGGACAGGAAGGGAAGGAGAAGGTGCAACCAATAGGCTGTAAGCACAGGG 
GCAAGCTTGGGCGCCAGGGGAGCAGGGACTCGGCGCCTCCCCGATCTGCCCCAGGCGCCACGGAAATTCC 
AGGCCCCGCCACCCGCACTCCCGGAGCCTCCTCCGCAGCGGCGGCTCCTCCCACTCGCCCTCCCGGGGCT 
CCCGCCCAAGCTTCCGGCGCTTCCAAACTCACTGCTCGCGTCACCCCCCGCTCCCATCCGGCAGCAAATC 
ACAGCGCAGCAAATCGCAAGCCTAGAAACAGACGCTCCCTCTCCAGGGGCAGCTTCCTATTCAGGGCGGG 
TCTGGGCGCACCTGTTCTCGGGACCCGGCCCTCGGCCTTCGCCGGGTCTCGCGGTGGGGCTTGGGACCCC 
GGCTGGTGCCAGGGCGACCCCCACAGCCCCGCGACTCTCTTTCCCGGCCGCCTCCCGCCGTCATTCTCCT 
AGTTCCTGCCCGCCTTTGCCTCGCTCTGATTCCTGCTCTGGCCTTCCTCCCTTCCCCTCTCTCACGCACT 
CCAGGGAAGAGGTGGCCTCCGCGGGAACCTGGGCACCTCCGTGCCTGCCCCGCCCGGTACCTGGCAGAGG 
CCCCCACCTCCTGCTGCTGCTGCTGCTGCCGCCGCCGCCGCCGCCGCTGCTGCTTTGACTATTCCTCCTT 
TGTAGATGCTTCACGTCCGCCTTGATTGAGGGCAAGGCTTCCGGCAGATGACTCAGAACCGTTCGATTGC 
TCTGGCTTGTGCAATCCCTGATTCTTTGGGCCTGTGTGGATGTCTGTGGGCACCGGAGAGAGGGCCAGTG 
CCTGGTCCTTGGAGGGTGGTTTTTATAAAAAGTGTACACATTGGCTATTGTCCTTTTTTCACCGTTGATT 
CACGTTTGACTCCACTGTAGTTAGACGTCCACCCAAACATTCTCTGAAATTGCTCCTGATAAGGATACTA 
ATCATTTTCTAATTGCCTTGGCCAAAAAATACATCCCAGGTCTTATTTCATTTTGTTTGTTGGCGACATT 
TAGCCCTTTCTTCTTTGACCTTCCCAGGATTTCCAGAGCACCCTTCCCTTCTTTCCTGACTCCTTTGCTT 
GGTATCCTGATTCCTTTCCTACCATTCTAAGCCCTCTTCTTTTCATTATAATATGATCTTCTTGTATGAC 
CTCCACTATATCCATAGGTTCATGTTTCAACTTTTAACTTATTTCTTCAAAATCTCTAACCTGTCTCGAG 
CCGTAGATGTTACCTGTGTACTACTGGACATCTCTCAGAAACCTGGGTGTGTCCCTCCGCAGTTCTTTTA 
ACTAAATGATCAACAGTCCTGTTACTTCTATCACTTTTGTGTTCCTCCTGTCCATACTCTGTCACCTCTA 
TCATGTCTCATGTCTCTCCTAAACAATTAATTTTCCTACCTACAGTTCTGATCCATGCCAACCTATTGCC 
TACTCTGAAGTTCAGGTAAACATTCCAATTCTAATTATTTTATACCTCAGTTTAAAATCCTTTATAACAT 
CCTCTTATCCAAAAAGATAAATTAGAAACTATTGAGCAAGGAGTGTAAGCCTCTTCACGTCTTGATTTCT 
CCCTTCTTTTCTTTAGAGCCATAGCAAATTATTTACATTCCTTCATATCCTCTGTTCATATACATGGGGT 
TCCTGGCATGCAAGCTTGTCTTTCAAAATTCAGTTCAAATAATGTCTCCTGCAGGAAGCTCTCACAGAGC 
TCTCCAGTTTGGGAATTCTGCTTTTAAAGATGCACATTCCCACTCTGCACCCCAAACCAATTAAGTAAAG 
ATCTCTTGGAGGAGGGAACCCAGCAGCAGTATTTTGTAAAACTCGCTCAGTGATTTCCCTGTGGAATCCT 
AAAAGTAACTGTTCCCAAGAACTCTCCTCAATAAGTCTTGGTGCAGGATTCACCCCCATCTTTTCTCCAT 
GACTTTGAAACCCCTCTCTCTAGTGGCTACAGACTCACATTTGAACTGTGCCCAAACTTACCGGCTCTGC 
CAGTTGAAAATGCCAAGGTCACTTCCCCATTGTGCATCAATTTCTCCTTGTTGGTCAGAACTAGATCCAG 
ACTTTGGGCCCCACTTTGTCCATCCACTCCTTTTCCTCTTTGACCAGCAAAACAGATTAAAAGATGAAAA 
ATGCTTGTTTTCCTCCGTGAAACTTCCAGCAAATGCCTGGTGGTTTGAAGTCCTTTACAAAGGATATAAT 
TTGGCCCCTGGGAGTTTGGTTGTAAACACAGATATCCCATGTAGGAAACACAGTGCGTGCAGGTGCA71AG 
AGGCACAAGATAGCACCATGAAAACCATGACGTATCCAGGCCTGCAGTGGTACAGATAGTGTGGATGAGG 
CACTGCAAGACAACGTCTGATGTGTCCACAGGGCCATGTCGTGAAGGCCATGTGGACGCTGTTGGTGGTG 
TTTCTTCGTTCCCTTGTGGACTATGGGGAAACACAAAAGGATTTTAAGCTGGGGAGAAACATAATCATAT 
TTGTATTTACGAAGGTCCCTCTGGCTGCAACATGGAGTATATTGTAGGAGGGTACCATTGCCTGCAGTGA 
GGCGTTAAGGACGCAGCATGGATGAGAGATGAGGAAAGCTGAAATGAAACAGAGGCAGGAGAAATGGAGA 
GGAGGACATGGCCTTGAGGAATTTCCAGGACATAAATTTGGCATCACTTCTTGGACCATGAGAGGAAGAG 
GGAGCAGGAAGAATCAAAGATGAATCCAAGAATGAACAAATCTAATTTTTGAAATAATGCAATGAAAAGT 
AGAACTGGTCTGTTTTCCTAGGTAAGGAATTTGTCTGCAAGTCGATATTCACGAGGATTAATTGTATTTA 
TTTTCTGAGTATGGAGAATTTAAATGCTGGGCCCTGAAGGGAAACCCATCTCTCAGAATAACT7VAAGCCC 
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AATTTCAGAGTGAGCCTGAACAGGCTCCCCACTCCACCCTGGCCCACTGGGGACACAACAGGTAACTGAT 
AAGGTTCCAGAGTATATAATTCAGTGCCTCAGAAACTGTCCTCAGCCTCATCTTCTGTCTTCTTGCCTCA 
TACCTAACTTCACATCTCTTCAGTCAGTACTAGGGAGTATCTGCTGGTTCTCAACTCCCGACTCAACCTT 
GACCTAGTTTTGTCTGACTCCCTCGGCTCCTGACTTTGTGGACCTCAGGAAGGGCACACTCCTAGGCTAG 
TCTCAGGTTGAGCTACCACCGTCTCCAAATTAGACTTCCACTTGTCAAGAAGGAAGTAGAGTCCAGGCAT 
AATTGGAGCTTCCTGGGGTGATTCGAGGTCTCTGTACTCCTTGCTGTAAAATGCACAAATACTCCACCTT 
AAAGAATCTCACGGGGCAGGGCACAGTGGCTCATGCCTGTAATCCCAGCACTTTTGGAGGCCGAGGCGGG 
CGGATCACCTGAGGTCAGGAGTTCCAGACCAGCCTGGCCAACGTGGTGAAACCCCGTCTCTGCTAAAAAT 
ACAAAAATGAGCCAGGCGTGGTGGCAGGTGCCTGTAACCCCAGCTACTAGGGGGCACTGAAGCAGGAGAA 
CTGCTTGAACCTCGGGAGGTTGCAGTGAGTTGAGATTGTGCCACTGCACTCCAGCCTGGGCAACAGAGCG 
AGACTGTCTCAAACAAACAAAC?^AAAAACAAAGAGTCTCACCGGAGTTCCAAAATATCCTTCAGTGACTG 
ACCATATACTCTAGCAAAAGTTACTTCATATATGCCCGGCCACAGCTCTCAATCTCCCATGAGATTCCCA 
GCAATCTTCCCTGGTTTTGAGAAAGTGTAAAAAAACACAAAAAGCAAAAACi\AAACACACTTGCTTCAGC 
TAATTAATGCTAGAGAAACAAACATAGCATCATAAAATGTAAGCATTTGAAAGAACCATATTGTTGACGC 
TGTTCCTTATATTTTGCAGGAGAGGATGGTGAAATAGAGGTAGTTTGTGTGATTTGCCCAGAGTCCCATG 
AAGAATTCACAGAAGAATTGAGACTACAGTCAGTATGGCCACATTCCCAGAGAACTGCTTTTTCTGCCAT 
ACCCTGTGGTAATAATATTGTCACAAGACAATTGGACAGTGTTTCACATATTCAGTGATGGAAGAAGAGT 
TTAATTGAAATAAATAAATGTCAGGAAAAATTAATTCGATTGTGATAACACTTAAGGAATGGAGTGTTCA 
CTCTCTAGGAGAAGTTGGGCTAAATGATGAAATGGAGTGTCCGTGTATGTGATCTGTGGTGCTGTTTTGC 
TGTAGTTAATTCCTATTTTTAACTTGAAATGTGTTCTGACTGCGTTAGTGCCAATTTTTTTGAGACCGGT 
GTACCTATCCTATCAGGTACATTCGATTTACACAAGTACATTCTCTTTTCAGTTCTCCCACCACTTCTCT 
TTATTCAAACAATTAAAACCTTCTTGAATATTATTTGGTTAGTCCTTTGAGTTAATGAATCAATTTTACA 
GGATCTGCTTCTGTCATTTTTCATTAACATTCCCCAGACAAATTTGTACTGCTTACTAACAGCACAATCC 
TAAATTCAAAAGATTACTGAGTTATAAAGTGGATGTCTGGACAATCCAAAACATAATGGCTGTGGTTTGG 
GTGTGGATTTTTGTCTCCACGAAAACCCACACTGCGATTCAGTCCCTGCTGTGCCAGTGTTCCACTTAGG 
GAGAGGTGTCTGCGTCATGTGGGTGGATCCCTTGTGAAAGCCTTGGTCCTGTTCTCCTGGTAGTCAGTGA 
GGTACAATTAGCTCTCATGGAATGGATTAATTCCTCCAAGAGTGGGTTGTTATAAAGTAAGGTTTCTCCC 
CATGTTTGGTCCCTCTTCGCATGTGCCTGCATCCCCTTTGACCTTTCCCTCATTGAACCTGCAGGTTCAA 
TGAAGGTTCACTGCAACCTCCGCCTCCTGAGGTTCAATGTCTTTTGACATAGCACAAAAGCCCTCTCCAG 
AAGCCTGGGGATGCCAGTGCCATACCTCTTGTATATTCTGCAGAATATGAGCCAAATAAGCCTTCTTTCT 
TTATAAACTACCCAGCCTCAGGTATTCCTATATAGCAACACAAAACAGACTAAGACAATGCTTATATGAA 
AATGTCTAGATTGTTACCAAGACAAATGTAAGCAATGAAACATACATGTTGTAGAGCCTCTGCTGATCAA 
GGGTATGGAGAACCCAGTGGACCTTAATGTGAAAAGCATTACATTAATATGCCTGGTATTGTATTTCAAG 
GAACTTATAAAAGAAAAAAAGGCTCCTGATATGGCATTGCCTGGAAACTGCCATTAGTCCCTCATTAGTG 
AATCGTCAGTCTCTCCATTAATTTGAAGGGGGTTAAGGGGAAGTATTAAGTGACAAAGAATTTGGAGGGA 
ATTAGAAAGATCTCTTTGGTTTCTAAACGTATCTTTTCGTGCTTTGATTGAATGTGTTGCAGATAGGAAA 
GTTGAATAGGAGATCCCTGATAGCCTCTCAGATTTTAGCTTATCAATAGAGTTACCATTGATTGTTGAAA 
CAGTGTGAGTTCCTGCCACTTGTTCTAGTGTCCTGTCTGGTTCAGCATTAATCTCAGAATTTTCAGTTTT 
TAATGGAGTAGTTTTTCTAATAGCTGCACACCCTCAAGCCAGAATGTGTTTGCTAGATCCACACTGTGGA 
CTTCAGTCTCCTGCCACACTCTTTCATAATAGTGGGAGAGATGCTTATTCAGTTACATCAGGCAGTGTTC 
ACTTTGCAAACAAACTACATCAGAGATTTGAAGAGAAGAGAATTAATACAAAGAATTATTAAGTAATAGA 
TTTTTTAAAAATACTGTAATGGCAGCAGATGTAGAAGGTACAAAAGAGAAATTGTCACTTCATGTCTTGG 
GGTAAGTGGAAAAAAAAAGAACTAAGGACTTAGGAAAAGACATAGGTCATAGACTGTATTATGTCCTCAC 
AAAATTTTTATGTAAAAGCCCTAACCCCTAAGATGATAGTTTCTGGAGATAGGGCCTTTGGGAGTTGATT 
GGGGTAAAATAAAGTCAGGAGGGTTGGGCCCTCTTGAAGAAATTAGTGGCATTAAAAGAAGAAGAGATAA 
ATTGCTCTCCCTGCCATGTGAACATAGCTAAAAGGTGGCCTTCTGCAAACCAGGAATAGAGCCCTCTTCA 
GAAACCAAATCTCCTGGCAGC CTGATCTTGGACTTCCCAGCCTC TAAAACTCTGAGAAATGTCAGTTGCT 
TAAACTGCCCAGTCTATGGTATTTTATTTTTATTTTTTGAATCAGTGTCTCACTCTGTTGCCCAAGCTGA 
AGTGCAGTGGCATGATCTTGGTTCACTGCAGCCTCTGCCTCCTGGGTTCAAGCGATTCTCCTGGCTCAGC 
CTCCTGAGTAGCTGGGACTATAGGCAGGTGCCACCATGCCCAGTTAATTTTTTTGTTTTTGTTTTCAGTT 
TTGTATTTTCAGTAGAGATGGGGTTTCACCATGTTGGCCAGGATGGTCTCTAACTCCTGACCTCCGGTGA 
TCTGCCCACCTTGGCTTCCCAAAGTGCTGGGATTATAGGCATGAGCCACCACACCCAGCCTATGGTATTT 
TATTATACCCACCTGAGCAAACTAACATGACTGAATGTCCCAAGGCTGATATTCAGAGCTCTTTGAAGGT 
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GTGGCTGCCACAGGAACATGCAGTCTGCAGTGGCTATGAAACTTGTCAGATGGCCAAAGCTGGCTTACGA 
GAAGCCATATGTCCTTGCTGGAGGGTGTGGGCAGGCTGGGGCTGGACCATAGAAGCAAATGCCTGGTAGG 
GATATAGTTGCCAGAGGTTGCATCTTGACCAAATGCAGAAATGGCCATTGTGTGGAGAAAGCATTCCCTG 
AGAATGTGGCTACAGATGACCAAGTGAGCTGCTGGGTGCCTACACTGAATAATCCTAAGAAGATCAGAAT 
CCAGAAAGTGCATTTCTACTTCTATCTTCTTACAGTGTCTCTCCAGCTCCCTCTATTGGCAAAGCTGAAC" 
ACTGGGCCAGTCAGTCAAGTTCTTGTTACAGGATCCAGGTTTACTATCACAAAGTCCACAAAGGTAGATT 
4 TAGAGCTGATAGACAATAAATTGATATCTGGCACAGCAATGAATGGAGTTCTCAGGCAAGCCTGTCATTA 
AATCTGGATGATAACTACTGAATCTGTCTCTTTTCCTGATCCTCTCCAGAATCCTTGATCTCAAGGACAA 
TATCTAAGGAATTCACTGGTAAAACATTTTATGCTTGGTCACAAGCAGCTAGAGAAAGCAAACTACTTCC 
GGCCTGGTGCGGTGGCTCATGTCTGTAATCTCAGCACTTTGGGAGGCCGAGGTGGTGGATCACGAGGACA 
GGAGTTCAAGACCAGCCTGGCCAACATGGTGAAACCCCGTCTCTACTAAAAATACAAAAATTGGTCGGGA 
GGCTGGGGCAGGAGACATGCTTGAACCCAGGAGGTGGAGGTTGCAATGAGCTGAGATTGCACCACTGCAC 
TCCAGCCTGGGTGACAGAGCGATACTCTGTCTTGGAAGGAAGGAAGCAAGGAAAGAAGGAAGGAAGGAAG 
CAAGGAAGGAAGGAAGGAAGCAAGGAAGGAAGGAAGGAAGGAAGCAAGGAAGGAAGCAATGAAGGAAGGA 
AGGGAGAGAGAGAGAAAGAAAGAAGAGAGAGAGAAGAAAGAAAGGAAAGAAAGAAAGAAAGAAAGAAAGA 
AAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAGAAAGAAAAGAAAGAAAGAAAGAAAACTACATCT 
GAAGTCAACACTAGTATTGGTGGGAGAGGAATTTTATGCTGCATTCCCCAACAGCCACTAGATACGCCAA 
TCAGGTGTGCATGGTCCATGCTATGATCTGTGAGTATCAGATCAACGTCAGCTTGTTCAGCAAGCCCTCA 
GGACTGGAAACCTCCCTCAAGTCCTCTGCCCCCTCCATCTCCTTCAACACAGAAGCTTCAGCTCAGGAAA 
GGAAAGGCCACCTTTCACATGCAGAAGCGCATCAGCTTCTGGAGGGGTACTTCATGAAGGTACTGCCTCC 
ATCTTCTCAGTCTCCAAACCATCCCTTGCTTTGGACCTCTCCTTTTCAACTGTGGCCCTGCAGCCCTCTT 
TGAGAAGAGGGATGCAAGAGCCTTAGAGTTCCCACTTATTGAAGCATAGGAGGAGTGAAGGCTCTCAGGA 
CCTCCATTCAGGACTCCTGGAGGGGGTAGCAATGCTTGCAGAGTTCATAGCGCCCAGATGCACCTGACCT 
TAGCTCCATATCCCAGGATGCTCATCCCTGGATCCAGGATGATGTGCTTTTGGTGCCAGAAGTTTCTGAG 
TTCCACTTTTCAGATGGGATAACACAGCCAAAGAAATCAGACTTCATCTTAAAGGGAGACAGGTTTCTGG 
TCCCTACTCTTCCTGCACTGTGCTGACAGCTGCCCTTCTGGTAGGAGCTGATATAGGTAAGTTTCACAAT 
AACAAGAGGAAGAGATTACTCATGGCTTTTCTGGATGTACCAGGCTTGTTTGAGTAATTTTCCAGTGTTT 
GGCATTACCAGACATTGGATCCACATTCTACCTCGTTGCTAGCTACAAGAACTTGTTCAAGCTACTTAAC 
TTCTGAGTCTCAGATTCCTCATGGGTTTATTATCACTAAGGATTAAATAATCTATGCAAAATGTCCAATG 
CAAAGAAGGTATTCAGTAAACATATCTGAGGAGGTCAGATCAACTTTTTTTCCTAGAATTCAATTCTAAA 
TGGAACTCACTTTGTGGATACTTACAAGAAACACTACATAGTGTAAGGGAAATGTCTTAGTGCAATTTCA 
CAAAACACATGGAATTATTATTTGGGAGGCTGGACCTTTCACGGAATTGTAGCTGTTTTGATTGTCTCAT 
ATTCACCTTGTTGGTGAAGGAGGGATCTCCCCCATTAAATAGTAGGAGATAACTAGACACATGGCATGAC 
ACACTGGACAGATGAAATTGGCGGCAGTTTATTAGTCACAACTGCTCACAGGGAGGGAGGTCACCACATG 
CCATGCGGGGTCACAGGAGAGTTGCATTTGGGAATAGAGTGAACCAGTAGGGGCTGTGGT^AGGCAGGCTT 
TGCAGTAACAAGAGGAAGAGGCGATTCCTGGCTCCTCCAGATGTGACAGGCTTGTTTGAATAATTTTCCA 
GGCTGGAGGGAAGTGAGCCACGTTGAGACCCAGGGAGGGTACAGCTGACT6CCTGGTAAGGGAACTTAGA 
AGGGGGAAGAGCCTTCCTGCTCAGTGGGTGAATAGGGTGCACATATCTGACAAGAGCAGGGGACTTCATG 
GCCAGGCCTCTGAGGCCCTGAGAAGCCCATAGATGTCAAGGCAGCACATGAGCTTTCAGGCTTTACAAGA 
CAGAAATAAAATAGTGAATGATAACTCTTCAAAGAGAATATGACAAACAAAATTTCACAAGACCCTCTAG 
GAACAATATGCATATTGTTATCTCTATGTTTTATGATTTACATGGCTAAAGTCTGATTATATTATATTTC 
TATAACAGATAAAACCATTATCATTCATTTTCATAATTCATATTGAAATGATTTGATTATCCTCATTCCA 
GGAAAGAAAAAAAAAAAACACCCTCCTGCTTGGATACTTAGAGGTTACTCCATTTACACTCCCCACTCCC 
ACCTCTTACTCCACTTGACTGGACTATCCACAAGGCAGTGCAAAGAGGTGTGTGTTTCCCTGAAGAAGAG 
GGTGCCACCCTGTTGCTCCTGGCTGTAACACTCAGAGGCTCTCTCTGCAGTGGAAGAATCATATGGGCTG 
ATTATTCCCCACCTTTCAGACTTCTTTCCAAGTCCAAGTGTTGGGCAGAGGAGGAAGAGGAATGAGAGTA 
GCAAACCCGGCAACCTCTGATACTCCCTCTTTCCTCTCTCAGCCCACATATAATGTGGATGTCTCCTTGT 
AATCTTCAGTCTCATTCTCTCCCTGAAGCTAAGTAGCTGGCTTTGGTACAAAGGGAAAAGTTGGCCAGTT 
ATGGAAAGAAAATATGGGTTGTGTCAGTGAAGTTCTGAGGGCTCAGGGTCTTTCTGGCTGCAAGGGGGTT 
GATGGAATGTCTTTTTAGCTGTGCCCTAGAAAACAATATAACTCTCCCTGTTCAATCTAAATCATCAGTG 
TGTTCCCTTATCACTGATCACAGCAGTTGCATTTCAAGCCTGTAAACCATACAGTATGGCAATACCAGTG 
AGGGAGACAGCTAGAAATTTTTAAATTCAAATTTTAACGCTATTTGTGAAAAGAAAAACTACCTAATATT 
AACAAGCAAAAAAACCTGGAAGAGATTATTTCATCTAGAGAGACATCACAGATACTTGATAAGGGAAAAG 
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CTAAAGCTAGAGAAAAGGTCTACGAGTTGGCAATATTTCCAAAGAAAGGTTTTAATGTTTGCATAGTTGT. 
TTAGAGAAAAAAGGACTCCTTTTTATATTTGACAGTTTTGTAAAGAACTGACTATAAAACTGTTTAAAAT 
ATTATCGAAATAGAATAACAATATATTTTCACCTTTAGTTTTATCAGCAACCCAGGAGTTTACACGTGTT 
GTGGACTTCTCTGTATCATTCACAAAGTCTAGCTGTTTTATCGTTGCTTGGTAGAATTTGCCACAGGAAT 
CTGTAAAACCCTAGGAAAAACCAAAAACATAATTTCACAGCTACAGAAACAACTAATATCACTGGCTTAC 
TTCTTCATTGTGCCACATCAGAAAATCAATAATTTTATGATTTACCATATATAATTTGCAAATAAAGATG 
AGGAATTAACCTAAAGTCCAAATTCTTTTCAGCTATTCCTAATCTTAGCTTATAAACTAAGCAACGCGGT 
GGGCTGCATATCAAGTGATTTTCATCAACTGCTGGATCCTTCATGAGAGTGGCAGTACACCCATCAATGA 
GATAATTTAAAACACTGAGAAATCTCCAAGAAGACATAGAAATCCTTAATAGGTAAGTACCTAATAGTGG 
ACCATCAAGACACATAAGGCAACAACTAATAGAACTGAAAGGAGAAATAGATGAATCCACTATTATAACT 
GGAGACTTCAATATCCCTCTATCAGGAATGAACAGATCCAGCAAGCAGAAAATTAGTAAAGAACATAGTT 
GAACTCAAAAACAACATCAAGTAACTAGATATAATTGATATCTATTGACTACTTCATCCAACAAGAGTAG 
AATCTATATTCT TCTCAAGCTTACATGAAACATTTACCAAAAGAGAC CACATTCTGGGCCACAAAGCACA 
ACTTAGCATATTTAAAATAATAGAAATCATGCAACGTCTGCTCTCAGACAATAACGAATTAAACTAGAAA 
TCAATAAGAGAAAGATGGCTGAAAATTCCAAAAGTACTCGGAGATTCAATAACACACGAATCACAGAAGA 
AATCTCAAGTGATATTAAAAACAGTTTGAACTAAATGAAAGTGAAAACACACTGACAACACTAAATGCTG 
GTGA/^AACGTGGAGCAACAGGAACTCTCATTCATTGCTGGTGGGAATACAATATTGTATAGTCACTTTGG 
AAGACAGTGTGGAAGTTTTTTATAAAACTAAAAATATGATCCAGCAATCATGACCCTTACCATTTACCCA 
AAGGAGCTGATAT^ACCTGCACACAAATATTCATAACAGCTTTATTCCTAACCGGCCAAGGTAGAAACAA 
GAAAGCTGTCCCCCATGACTGTACTAGGGGATGTTAATCACAGGAGGGACTATGCATGTACCTTTTGCTC 
AATTTTTCTGTGAACCTAAAATTGCTTTAGAAAATAAATTCTTTTTTTTTCTTTTTTACAAATGGTGACT 
ATAGAAGCTGTCACTCCTGTAAATTATTAAATTTGTTGAGTGAGGATTAACACAGCAAGTGCTATATTTG 
CCTCTACATTTTAGAACAACAGACTATAAATATGAGTCTGTTGTTCCATAAATTACATGGGAAACATATA 
CAATCCTAGACCAGCAGTGTCCATCGGAACTTTCTGGGATGATGAAAATGTTGTAAATCTGCAATGTCCA 
GAGCGGTGCCACATAGGCTATTGAGCACTTGAAATATATTAATAGCTAGTTGGACTGAGGAACTGAATAA 
TTAATTTCATGGAAACCTTATACTCATGTACATAATGCATAGCATTATGGGTGTTTCAAACTATGATCAA 
CTTTCCAAAAAAGTTCAAACTATATTTAGTTAATATATTCTGTAGAATTATAATGATCTTAACAGAAACC 
TACACTATGCCACATAAAAGCAGAACATTTGGTGGAAATTAAATGAGCTGAAACAACTAATTTATGAACC 
ATGCATTATAGAATTGTTTCCCAATCTTTCTCTCAAACTGCTCACAGCTAAATATTTAATTTCCCTTTCC 
ATAATTTTGCTTTTACTTTGGAATTTTATACTTCTGTATCAGTATGGCATGGAGAGGAAATGTGACTGTA 
GTTAGGAACACAAGTTCTGCAACTTACTAGTTGTGTGACCTTCAAATATTTGCTTCCTCTGTTTATGCCT 
CCATGTTCTCTCCTGTAGAACAAGGAAGCAGTAATAGCTACACCTCACAAGATAACTGTGAAGTCCTGAT 
GAAATATCACCTTTTCATGTAACGTTTTTGAATTCTCAGTACCACGTAACTGATCGATGTACACTATTTC 
ACTTAATCCTCCCATAATTCATGCTTTTCCAAAATTGCTGCCTCTGCCTATTTTTCAGTGGTTTGGAAAT 
TATTTAAATCTCTCAGTGTAAGT^AAATAATCTGAAGGCT^AACTGATGAATCACATATTGATGACTTCTTG 
CACGCCTAGGTGATCTTTCCATCTGTTAAACGTGTTTTTAAATAACTGTCTGCTATTTTAAGTTACTATT 
TGACAAAGTGTGGCAAATCAAACT^AAAAGAAGATGTAATTAT^ 

AATAAGAATAAATAATAAATTAATCTGAAATGGTTTACAAATATTTCTCATCTTTTTAATTTATATTCCA 
ATATCAAAATAACATTTTAAATATCAATGCTTTTCTTTCAAAATATCCACCACGAATTGATATTTGGTTG 
TTAACATTTTGGTTGTCTTTATATAGAAAACTAGTAAGCTAGTAAAAAGATGGCAATAAACTAAATAGTG 
CTAAGACTAGTAAAATAAGTGAAGTTGTAAT^ATCACAATATCATATACAAATCTTATAAATATTTCACTT 
TTATGTCTTACCACCTTCACTTTATACCAATCTGTTTGCAAACAATTAATTTAGAGTCGAAAGCAAGTTT 
GAAAAAATACATATCACAGTAAGAGAGATATCCTCTACAAAAATAATTCTTATAAGTCAATAAGAAAAAG 
ACATACAACCCCATAGAAAAATGTGTAAGAGGATATGTAAATAGGCAATTCACAGAAGAGATAGAAATTC 
TCAATACACATAAAAGTGTTTAATCCCATTTATAATCAAAAGTTTTTATTTTTTTTTTTTGTTGCTTCTC 
TTGTTTTGTATTAACCCTTCCCTATCGCATATGTTGTAAATATTCCATCTCAGATTCTTTTTTAAAAACT 
TTATTTTAGGTTCACGGATACCTAAGCAAGTTTGTTATATAGGCAAATTTCATGTTTCAGGGGTTTAGTA 
TACAGATTATTTCATCAACCATGTAATAAGCCTAGTACCCGATAGGTAGTTGTTCAATCCTCACCCTCCC 
CACACCCTTCTCCCTCAAGTAAGCCCCCATATCTGTTATTCCTTTCCTTGTGACCATATGTACTGGATGT 
TTACCTCCAACTTATAAGTGAGAACATGTGGTATTTGGTTTCCTACTCCCGTATTAGTTTGCTTATGATT 
AATAGCCTCCAGTTCCATCTCTGTGGCTGCAAAGGACATGATCTCATTCTGTTTTATGGCTGCATCGTAT 
TTCGTGGTGTATATGTACCACATTTTTTTAATCCAGTCTACTATTGATGGGCATTTAGGTTGATTCCATG 
TTTTTGCCATTGTGAATAGTGCTGCAATGAACATATGTGTCTTTATGGTAGAATGATTTCTATTCCTTCA 
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GGTATGTACTCAATAATGGGATTGCTGGGTCAAATGGCAATTCTCTTTTAATTTTCTTGAGAAATCACCA 
AAGTCCTTTCCACAGTGGCTGAACTAATTTACATTCCCACCAGCCGCATGGAAGTGTTCTCTTTTCTGTG 
CAGCTTCACCAGCATCTGTTTTTTGACATTTTAATAACAGCCATTCTGAATGGTGTGAGATGGTATCTCA 
TCATGGTTTTGATTTGAATTTCTCTAATGATTAGTGATGTTGGCAATGTTTTCCTAGGCTTGTTGGCCAC 
GCATATGTCATCTTTTGAAAAGTGTCTGTCCATGTCCTTTGGCCACTTTTTAATGGAGTTGTGTTGTTTG 
GTTTTTGCTTGTAAATTTAAGTTTGTTTTTTTTTTAATAGATTCTGGATATTAGACCTCTATCAGAGGCA 
TAGTTTGCAAATATTTTCTCCATTTCTATAGGTTGTCTGTTTACACTGTTGATAGTTTCTTTTGCCCTGC 
AGAACTTTTCAGTTTACTTATGTCCCATATCTCAATTTTTGTTTCCGTTGCAATTGCTTTTGGCATCTTT 
GTCATAAAATATTTGCCAAATCCTGTGTCCAGAATGTTATTTCCTAGGAGGGCGTAGAGCAATCTTACTT 
CTCCCAGGAACCACAACTGTGGCCTCTACTGGGGCTGTGGCTTTGGTGCTGGTCTGCTACAGGGCCCAAG 
GCTTGTAGAGGTCCCCCTGGACTCCAGAATTACCCCTGGAAAACGTCCAGGTGGCACTCTGCCCCAGTCT 
AAAAGCACAGTGGGGAAATGCGGTGGGGACAGGAGGATTCTCCCATTCCCAATCTTGCATAGGTCCCTGT 
GGACAGTGTGAATCCCACTAGGAACTCTCATTCACTCATCCTTCCCCATTTTGTAGGGGTCCTCCTGACC 
GCACTGATCCCAGACAGGCTGGTGCCCAGATTCATTCCTGTCTGCTCTGTGTGTTCCCCTGCTGCCTAGA 
TGGATCTCGACATGGTTTCTCAGATGATCGGCTTTCAGGGTCAGTGTTCACTACCCCTTTTGTTTCCTCT 
CGGTGACGCCAGCATCAGGAGCTCCTTTTAGTCGGCCATCTTGGCCCCACCCTTCCAAAAGTTTTAAAGG 
TTAACATTATGCAGTTCTGCTGATGGTGGGTGGAACTGAGGATCCTATAAATACC C CCTGCAGAATGTAA 
ATGGCTACAAAACTGTGGAGAGCAATTTGGCAATATTTATGAAAACCTCAAAGCTTCATTCCCTTCCTCC 
CTTCTACAAATCCATTTTAGATAGTAACTCATACACATATGCACAAAACTGTGTAAAGAAATACTCCTGT 
CTGTAATGGGCCAGAGTAAATAAGCTTAAATACTCGTCAATGCAAGAAAGGTCTATTATACCATGGTACA 
GCCATACTTAGGAATACCAGACAAGGGTTAAAAAGAGTAATACAGATCCACATATACTGAGATGGAAGGA 
ATTTAGGACATATTTTTAAGGAAAAGCTAACAAAGTATAAAACAATATGCATAGTACAATAACATTACAT 
AGGAGAAAAACTCATGAAGCAAAGTTTTTATATGTGAAGGAGGAAACATCAAATCTATGAAAGCTCTAAC 
GTTAAAAAGGGGAGTTGTGGCATAAGAAAGAAGCTGATGACATCTCTTGGTTTATATGTGTTGTTTGTGT 
TTTTAAATAACAAGAAATTACTTCGGTACTTTTCTTTTCAAAAACTAGAAAAGTCATGAAAGCATTGTCA 
GCGAATGCAACCAGTGTAATTAGCCAAAATTAGTTTTAAAAGATTTTCATTGCTGAAACATCTAGTCAAA 
CTATTTAATGCATACATTATAGTGTCATCATGCATAGAAAATTAAAAATATCTGCAAAGCAATTACGAGA 
AACAGTCATTTTCACCACATCTTTGTTTTGGCTGATTCATTTTCAACTGTGTTACGCTCTGTGTCAGTTC 
TTTTATGAAGATTATCTCATTAAAGCTTCACAAAATTCTGAACGGTATTTGCTATATAGCCTGTGCTACA 
GATGATCAAACTGAATCACAAGATGCGTGTGAGATTCGTGCGTGGAGTTCTGAGTTCAGGACCACCTGCA 
GGAATTCATAGCCCATATTCATTCTCCTACTTCCCACCACATTGCTATCTTTATTTTCCTAATAAACAAG 
TATGACTTACTGTGAGGAAATCATAAGACTTTTCTCCAAAGAGCCCGTTGGCAGTTCTAAGCACATATTC 
AGTGTCAGTTCTGTTAATTGCAACAAGAAGTGACTGAAAACCTCGATGAATATCTCCATCTTCACCTCCG 
ATTTTACTAAAACAAAGTGCCTGAAAATAAAATAATAATAAACATACACATTCTCAGTATTCTGTGACTT 
CAAAATATAGGCACAACAGTAAACTCAGCAATATGAGATTTACAGATGCTTACTACAGCTTAAAAGATGA 
TCAATCTAATAAAAGATAGAGAGTGTCTCAAAAGCAACCCTGTCTGCCTACCTATGCCTCTTCTCAGGCC 
TCCCTATAAGCACATCCTAAAAGAAACGAATGTTATCTAAGTATTGGTATAAGTGGATATGCCTTTTGCA 
AACCCTAACAAAATGACTCGGATTTCTTGTGCTATTTATGATACTTGGTCTAAAAACGCAGCTGCCAACC 
ATGTGTCCTGTCTCTGCATACACATGGTGCTCCTGACACTAAAAGATGGAGTCTCTCTCCCCTTCTTCAG 
AATCTGGGCTGGCC^TGTGACTTGCTCTAAACAG(^GAATG(^GAACTGGCTCTGTTCCAGGCTTAGCCC 
TTAAAAAGTCTGGCAGCTTCCACTTTCCCTCTCTTGTAACCCAGCTACCGTGGTCGAGAAGCCCAAGCTA 
TCCTGAGGAAAGACCACATAAAAGGAGGAATGGAAAGACTTGCTTTTAGGGAACTGAGGGCCCATCCACT 
AGCCAGAACCAAGGCCCAGACATGGGAGTGGTATCTTCTTGGACCTTCTAGCCCAGTTGCCTGCAGAAGC 
ACCCACATGAGTGACCCCAGGTCACCAAGAAGGTCAGGCCTTGAAAACATGCTCCATCCTGCCAATTCTC 
CATCCACATCCTGTGAGACTACCAGAGTTGTCTGTTAAAGGAGGAATTTCTTCAAGACTTGAAATGCAGA 
AGTCCAGCTCAACTGATAAATTGATAGCACTTATTGTTGTCTTGAAGTGGCTTTACGTACCTGAGACATC 
TGAGCTGCAGTGTTTCCCTTTGCCCCCATGAAAACCATGGCCAAGGCTGATGATATGCTCATGGGGAAAA 
AAATAAGTTGTTTGAGTTGTTTTCCCCTAGCTTTTTCAAAAGGTTTAATGCAAATGTGCCATTTGCTTCT 
GATAGAGCATCCATGACGGTGAGCCTGAAACAATGGATTTTTAAACAATATTACATTAATATAGGCTTAC 
ATGTGTATTTACTTTTCACTCTATTTATTACTAGTTAAATGGATACTTGTTTTCATTGAACAAATAGGTA 
CACACACAAAAACTACACTAGGGCTTTTCTTACAAGATGTCATTTAATCCATACAAGCTGATGAGATAGG 
TGCTGTGAGTGAATGTCTGCACTTTACAAGCAAAGT^AATTGAGCCTTCACTGTTTAAGTCTGTTGTGCCT 
GAGATCACTCAACTAC7UVACAGAAAAGTAGGCATTAGAAACCAGGTCTTTGTGGTTCCAGGGCTCCTCTT 
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AATCACCATGGTATAAGGACTTATAACAAAAGCAGCAGCAGAAAGCAAGAAAGTTACTTGCTTAAAACAT 
GAAATTTGTAAGAAGAAAAACTATTGATTTCCAATACTGGTAAAATAGGTATTCCCTCCTATATTCCATA 
TGTGATTATGTAAATTGGGACACCAATATTTTCAGAATGTAACTTAGAATTATGTTTTTATAAATGGAGG 
J\AGGAACACAGGGATGGTGGAAGGGTAGGAAAAAGAAAATGCCATGAAAATATTTATACCTTTAGGATGA 
AAAATTCCATTTCAAAGAATTTCACTAAAGATAAAGCTCACAAGTACTGATAAAAACAGTATGCAGAAAG 
ATGACTACTGAAGCACTTTATATGCTACAGAGA/VAATATTTAAATACCCAGCAACAGAGAACCAGTTAGA 
TTCTGTCAAATCCATGATTGAATATAAATGGAGATATTAAAAATTACAGTCATGCCATGAGAAAATACAA 
TATTAAGTATAAATTAAGAATAAAGTTACATGTAAGTATAATTCATAGATAAAAAGACTACAGGGAAACA 
CTGAACATCACATATTTCTGGATAATGAGTAATTCTAATTTTATTTATATCCTTTGCTATTTTCCCTACA 
ATGTGCCTATATTTGTTTCAGTGTCATTTGGTCATTGTGCTTTTATGAAATTAATGGACTTGCATGTAGT 
TGAAAAGTGAGATAACACTAGGCGAGATCTTTTTTTTTTATTATTATACTTTAAGTTTTAGGGTACATGT 
GCACATTGTGCAGGTTAGTTATGTATACATGTGCCATGCTGGTGCACTGCACCCACTAACTCGTCATCTA 
GCATTAGGTATATCTCCCAATGCTATCCCTCCCCCCTCCCCCCACCCCACCACAGTCCCCAGAGTGTGAT 
ATTCCCCTTCCTGTGTCCATGTGATCTCATTGTTCAATTCCCACCTATGAGTGAGAATATGCGGTGTTTG 
GTTTTTTGTTCTTGCGATAGTTTACTGAGAATGATGATTTCCAATTTCATCCATGTCCCTACAAAGGACA 
TGAACTCATCATTTTTTATGGCTGCATAGTATTCCATGGTGTTACACAAATCAACCAGTGTCTTCCCACT 
ACTCCCAACTCCCCAGAAACAATCAAACCTCAGTGCACCCTTTCTCTTGGTATTTACTTTCATATTTAGA 
AATAATTGTGTATATGACTATTTTTAACCCCACAATTTTTGACATTATAAATTGCCTTCCTAATTTAGGG 
CTGATGATTAATTTTCTTTTATCACTTACCGTACTTCACTTCCTCTCTCCAAGTGTTTGCCTTATTGCAA 
CTAAATAGTATTCGCTGCTAAGCCAATTAATCAATAATGGATGCATTGCTTTTTTTACACGTCTGTTTTT 
CCTTATGTCACTATTGCCTTCCCCTCTTTTCTTGTTTTCACTTTTTAAAAATCTATGGCAAATTCCCCTC 
CCACCAAATATTCTACAGATCACTCAAGCTCTTTCAGTAATTTCTTCGTATGCTCAACCACATATGAGTA 
ATCTATCACTCCCATTTCTCATCTCCCACAGTTTCCCCCCTGCTGGTGAGTGCAGGTTTATTTAGTCTGT 
AAGATTTTCATTCCCGAAGCAGAATTTTCATAAACAGAGACCAATTTTTTCTATTATTATACCTTATTTA 
GTCAATGATCAATTAATTTCTTGTTAATTTGGTAAACAAATTGTTTTCCTTAAACTTTAAAGCACACTGC 
TAACACAGCAAATACGTTATTTTAAACATTTAAGCATTGATGATAAAGCTTAATGTATCAGATGTTTTAA 
AGATGTAATCACTTTAAAGAACAAACTTACAAAATTAACAACTATATCATTAATATAAGCATTTGTACAA 
TAATAAACTGAATAAATCAACACTTATAAATCTGTTAAACTAGATTCTCCTAAGACTTTCAAACATGTTT 
TAAAATACAACTGTACAACAGTGATTATAAAACTTATTTCTAGCACCCCACTAGTAATACTGTGGGTTTT 
ATACACTTTATCTTCACTCTATCTTTTTATATTTCCTAGGGTGATGGTAATGCTTATTTTAATACTTTTC 
TGGGGTTAAATTAATAACAGACCATCTCCTATTCACAAAAACAATAGGATGGGGCTGCCAGATTGATGGT 
TGGGACATGGGCTCTGACTGACCTGACACTGCTACTTTTCAGGTCATACTGCTTTTTAAAGCCAAACAAA 
TGTAAGGACCATTTTGCAGTTTGGTCCTACATTGGGATTTTGCAAAGACAACTATTAAATTTGCTTTTTT 
CTTTTTTTTGCCAAATGCCTTTCCTTGAAATGAAATACTATTTGAGGTTCTCGTGCATCTGATTTGCGTA 
ACACAGAGTTCTATCCACAAGTTGGCTTTCAAAGTCTCCTGGTTTAATATTTAGGCCTTCAGGTTGGTTT 
TTGTAACCACTGTGCCTGTCAACCTAGGTGCCTATAGTCACTATTCCTACACAGCAGTCGTATATGAATC 
ATCACACAGCATTTCTTGTA7LACATTATTGAAATTATTTCCTGCCTCCTTTAAACTCATCTTACATTTTT 
TTTTTTTTTTTTTTTTTTTTTTGAGAGAGAGTCTCGCTTTGTCCCTCAGGCTGGAGTGCAGTGGTGCAAT 
CTTGGCTCACTGCAACCTCTGCCTCCCAGGTTCAAGCGATTCTTCTGCCTCAGCCTCCTGAGTAGCTGGG 
ACTACAGGCCCATGTCACGACACCCGGCTAATTTTTGTATTTTTAGTAGAGACTGGGTTTCACCATATTG 
GCCAGGCTGGGTCTCGAACTCCTGACCTCGTGATCCGCCCCCCTCAGCCTCCCAAAGTGCTGGGATTACA 
AGCGTGAGCCACCGCGCCTGGCCCATTTTACTTGTTTTATCTGAATTTACTAAAGGACTCTTTCTTGGCT 
TTGTTGTAACATGTATTTCAATTAACACATACTGGTTTTTGTTCTTGAGCAAATTCTCACAACTTGTCTA 
CTGGGAATCTCTGTAAATTGGTTACTTTCTTTTTACACTATCCCAACACTTTTGCTTTCTGGCAACAGTA 
TCGTCCTCATTTTGATTTTTTTCCAGTCCAAAAACATACTATCAACGCCTCTCCTGGTTTCTTTTAAAGG 
AGGAGGAATGTCAAGTACAAATTCTGAATACTGAGAGCATACGAGTTTCGGTACCGACAAATAAATACTG 
CTGCTGTTGTTTTTCCTGGAGGTCCCAGGCCTCACAGCCCCTTCCAGCGCCCAACATAAACTTCACCAGG 
GTGGGAGGCCTCATTGTACCTACTTCCAGCTCCTGCAGGATGAGTGGAGCCCAGGCAGGACTTTCACCCC 
CCAGCTCCGCGCCCATTCGCCCTGGCCTCCCCTCCCCGCGCCTGGACCCATAGGGCACACAGCCAAGTGC 
AGCCAAGTCCCTGCCCTTAGGGAGCCCCCGCCAGAGACCGAGTAAAGAAGGACAGCCCCAGGGAAAGGTC 
TGGAGCAACAGGTGCGCTGAGCACTTCACTGGGCTTCCCTTTCGTAGGTTCCCGCCCTTTTCCTGGGCTC 
AAGAGCAGGTAACGAGAATCCAGCGTGTGGGAACCACTCCCAAAGTCAAACACCTACCCCAGTTCTCCGC 
GCAGCTGCCCAGGAGCGAAGTGAGACCGGGTCGGAGAGGCGGGAATAGAGATGTCTGAGCGGCGCCGGGT 
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GTTAGTTCCCAGTGAATGGGGAGGCGGGCGGAGTCGGGCCCAGCCAGGCACCACCTAGCGGGCGCCTGGG 
CAGGAGGGCGGGGCGGGTCCCGCAGGCCGCGGGGATCTCCTGATGTGCAGGAAGTGGCCAATCTCTGTGC 
AGGAAAAAGCCCCAACTGTCCGGGAGTTTTCAGTCAAGAAGCGATAATGCGCTTTGGCTATTTGGGGTTT 
TTCGTGGTTCCATACAAATTATAGGGTTTTTTTTTTTTTCTATTTCTGTGAAGAATGACATTGGTATTTT 
GACAGGGATTGCATTCAATCTGTAAATTGTTTGGGTAGCATTGTACTTTTAACATTAATTATTCCAACCT 
ATGAGCATGAATATGTGTCCATTTTCTGTGTGTGTTCTTCACGTTTTTCTCATCAGTGTTTTATAGTTGT 
CCTTGTAGAAGTCTTTCACTTTTTTAATTAAATTGATTACTAGGTATTTTATACATCATATTTCTTATAG 
CTATTGTAAGTGGGATTTCTTTCTTGATTTCTTTTTCAGACTGTTCACTGTAGATGTATAGACATCTTAC 
GGATATTTTATATCCATTTTGTATTCTGCAACTTTACTGATTCATTTATTAGTTCTAGTAGTTTTTGAGG 
GGAGTCTTTTGGTTTTTCCGATTATAAGATTATACCATTGGTGAGCAAAGCTAATTTTACATCTTTCTTT 
CCAGTTTGGGTGTCCTTTGTTTCTTTTTCTTGCCTAATTGCCCCGGCCAGGACTTCCAGTCAGATACTGA 
ATAAAGGGGGTGAAACTGGGCATCCTTGTCTTGTTGCAGATCTTATAGGAAAGGTTTTCT^ATTTTTCCCT 
GTTCAGTATGATATTAGCAGTGGGTTTTTCATTTTGGTTTTTATTGTTTTGAGGTATATTCCTTCTATAC 
CCAATGTGTTAAGGATTTTTATCATAAAGAGATGTAGGATTTTACTGAATACATTTTCGGCATCTATTGA 
AATGATCGTGCAGTTTTTGTTGTTGGTTCTTTTAATGCAATGTATCGCATTTATTGATTTGTGTATATTG 
AATCATACTTGCATACCCGGGTGAATCTCACTTGATCGTGGTGAGTGATCTGTTTAATGTGTTGTTGAAT 
TGGAGTTGCTAGCAATTTTTTGAGGATTTTTTCTGTTTTTTACCTGTTGATATGACGGATTCCTTTGATT 
TTCAAATGTTGAATTAGTCTTGTACACCTGCAATCAATCTTACTTAGTCACAATGTATAATCCAACTATT 
TTACACATAGTTTGATTTCATTTGTGAATATGTTGTTCAGGATTTTGCATCTATACTAATGAAAGATATT 
GGTCTTTAAGTTTCTTTTCTTCTAATGTCTTTGTCTGGTTTTGTTATCAGAGTAATTCCAGCCCTATAGA 
ATGAATTAGAAAGTAGTTCTTCTGCTTCTATCTTCTGAAAGAGATTTAGAGAATTGGAGTAAACGTTTTC 
TTAATTTGTTTTTAGAATTTACCAGTGAGCCCATCTGGGTCTGGTAATTATTTTAGATGGCTATTAATTA 
TTGATTAATTTTTTTAGTAGATATAGGCCTATTCAAATGTTCTATTTCCTGTTGTGTGACTTTTGGCGGA 
TTGTGTCTTTCAAGAAATTGATCCACGTCATGTAGTTTATCAAATTTGTGGGCACAGAGCTGTCCTGAGT 
ATTCCTTTATGATTTTTTACTGTACATGGGATTTTTAGCATTTCACCACTTTCATTTCTGATATTAGTAA 
TTTAGGCTTTTCTTTTTGCTTAGCCTGGGTACAGTCTCATCAATTCATTGGTCTTTTAAAAGAACTAGCT 
TTTGTTTTCATTGATTTTCTCTCTGGATTTCATTCATTTCTGCCCCCATTTTTATTATTTATTTTGTTTT 
GCTTAGTTGGGTTTAATTTACTCTTCTTTTTCTGATATTCTAAAGTAGAAGCTGTGGTGATTGATTTTAG 
AGTTTTTAAAACAAAGTTTCTACTTTTTTAACGTATCCATTCAATGCCATGAATTTTTCTGGAGAGGTGA 
CTCACATTGTCCAGTAAGCCAAGAAATGTTAAGTGTCTAAATAGTAAACTCTAACCTTGGGTGAGTAAAA 
TATGTAAACTAGTGGATTAAATCATCTGTGATTGAATCCATTACTTAACTCACTACATTAGTTAAGCAAA 
TATTTACCTTCACTCCTTCATCTTTAACCTCTTCACTTTTTTGAAGTCTTATCTCATAATTATACTCAAT 
ATCTTATATATTTTTAAAAACACACTTTCTTTACTTTTGTATATGATTTTACTTACATAAATTTCAAGAA 
AATGCAAACTGATCTATAGTGACATACGGTAGATCAATAGTTGCATGGAACATGGAACTGAGGAGAGGGC 
AGAGAGAGGTGGGTGAGAGGCAGTATAAAGGAGAAGGGGATACTTTGGTGTGATGGATATGTTCACTATC 
TAGTTTGTTTTTACAGGTGTGTACGTGTATATATACATATATCCAAATGTATCAGATTATATATTTTATT 
TTTCATTAATTAATTTTTTATTACTGTTAATTATTATACTTTAAGTTCTGTGGTACATGTGCAGAACGTG 
CAGGTTTGTTACGTAGGTATACAC7VTGCCATGGTGGTTTACTGTACCCATCAATCTGCCATCTACATTAG 
GTATTTCTCCTAATGCTACCCTCCCCTAGACCCCACCCCCATGACAGGCCCCAGTGTGTGATGTTCCCCT 
CCCTGTGTCCATGTGTTCTCATTGTTCAACTCCCACTTATGAGTGAGAACATGCGGTGTTTGGTTTTCTG 
TTCTTGTGTTAGTTTCCCGAGAAAGATGGTTTCCAGCTTCATCCATGTCCCTGCAAAGGACATGAACTGC 
ATAGTATTCCATGGTGTATATGTGCCACATTTTCTTTATCCAGTCTATCATTGATGGGCATTTGAGTTGG 
TTCCAAGTCTTTGCTATTGTGAACAGTGCCACAATAATCATACGTGTGCTTGTGTCTTTATAGTAGAATG 
ATTTATAATCCTTTGGGTATATACCCAGTAATGGGATTGCTGGATCATATGGTATTTCTGGTTCCAGATC 
CTTGAGAAATTACCACACCGTCTTCCACAATGGTTGAACTAATTTACACTCCCACCAACAGTGTAAAAGT 
ATTCCTATTTCTCCACATCCTCTCTAGCACCTGTTGTTTCCTGACTTTTTAATGATCGTCATTCCAACTG 
GCGTGAGATGGTATCTCATTGTGGTTTTGATTTGCATTTCTCTAATGACCAGCGATGATGAGCTTTTTTC 
ATATGTTTGTCGGCCGCATA7VATGTCTTCTTTTAAGAAGTGTCTGTTCATATCCTTCGCCCACTTTTTTT 
ATGGTGTTGTTTGTTTTTTTCTTGTAAATTTGTTTAAGTTCTTCTTACAGTCTGGATATTAGCCCTTTGT 
CAGATGGATAGATTGCCAAAATTTTTCTCCCATTCTGTAGGTTGCCTGTTCATTCTGATGATAGTTTCTT 
TTGCTGTGCTGAAGCTGGATCCCATTTGTCAATTTTGGCTTTTGTTGCCATTGCTTTTGGTGTTTTATTC 
ATGACGTCTTTGCCCATGCCTATGTCCTGAATGGTATTGCCTAGGTTTTCTTCTAGGATTTTCATGGTTT 
TAGGTCTTACATTTAATACTTTATTACATCTTGAGTTAATTTTTGTATAAGATGTAAGGAAGGGGTCCAG 
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TTGCGGTTTTCTGCATATGGCTAGCCAGTTTTCCCAACACCATTTATTAAATAGGGAATCCTTCCCCCAT 
TGCTTGTTTTTGTCGGGTTTGTCAAAAATCAGATGGTTATAGATGTGTGGTGTTATTTCTGAGGCTTCTG 
TTCTGTTCCATTGGTCTATATACCTGTTTTGGCACCAGTACCATGCTGTTTTGGTTACTGTAGTCTTGTA 
GTATAGTTTGAGTCAGGTAGCGTAATGCCTCCAGCTTTGTTCTTTTTGCTTAGGATTCTCTTGGCTATGT 
GGGGTCTTTTTTGGTTCCATATGAAATTTAAAGTAGTTTTTTTTTTCTAATTATGTGAAGAAAGTCGCTG 
GTAGCTTGATAGGGGTAGCATTGAATCTATAAATTACTCTGGGCAGAATGGCCACTTTCACCATATTGAT 

TTGTAGTTCTCCTTGAAGAGGTCCTTCACATTCCTTGTAAGTTGTATTCCTAGGTATTTTATTCTCTTTA 
TAGCAATTGTGAATGGGAGTTCACTCATGATTTGGCTCCCTGTTTGTCTATTATTGGTGTATAGGAATGC 
TTGTGATTTTTGCACATTGATTTTGTATCCTGAGACTTTGCTGAAGTTGCTTATCAGCTTAAGGAGATTT 
GGGGCTGAGACAATGGGGTTTTCTAAATATACAATCATGTCATCTGCAAACAGGGACAATTTGACTTCCT 
CTCATCCTATTTGAATATGCTTTATTTCTTTCTCTTGCCTGATTGCCCTGGCCAGAACTTCCAATAATAT 
GTTGAATAGGAGTGGTGAGAGAGGGCGTCTTTATCTTGTGCCGGTTTTCAAAGGGAATGCATCCAGCTTT 
TGCCCATTCAGTATGATATTGGCTGTGGGTTTGTCATAAATAGCTCTTATTATTTTGAGATACATTCCAT 
CAATACCTAGTTTATTGGGAGTCTTCATTTTTTATACCTTGGAAATAAAACTCTGCCTTTTCATTTTTCC 
ATTCTCCATCAAGCTTCTTTATAAAAAGTGTATACACAGAGTGTTGTCTTTTTTTCACGTTTGATTCTCT 
CCTGACCCCACTGCAGTTAGAAGTCCACCCCAACATTCTCTGAAATTCCTCCTGATAAGGTCACCACTCC 
TTTTTTAACTGCCATGGCCAAAAGATATGCCCCAGGTCTTATCTCATTTTGTTTGTTGGCGACTTTTAGC 
CCTTTCGTCTTCGGCCTTCCAAGGATGTCCAGAGCCCCCTTCCTTTCTTGCTCAACTCCTTTGCTTGGTA 
TCCAGATTCCTTTCCTCCGATTCTAGGCCCTCTACTTTTCATTATAATATGATCTTGTCATGATCTTATC 
ATATGACCTTAACTGTATCCATAGGTTCAAGTTTCAAATTTTACTTATTTCATCCATATCGCTAACCTGG 
CTCTTGAGCTGTAGACGTTACCTGTGTACAACTGGACATCTCTCAGAAACCTGGGTGCATCCCTTCCCAG 
TTCTCTTCACTAAATGATCAACAGCTCTGCCATTTCTATCACCTTCATGCTGCTTCAATCCGCTCTTTCT 
CACCTTCATCACATCTCATTTCTCTCCTAAACAATTAATTTCCTTACAGTTCTCCTGATCAATGCCAACT 
TATTCTCTCCTCTGAAGTCCATATAAACATTCCTGGACTTTTTTTGGTTGGTAGGCTGTTAATTATAGCC 
TCAATTTCAGAGCCTGTTATTGGTCTATTCAGGGATTCGTCTTCTTCCTGGTTTAGTCTTGGGAGGGTGT 
ATGTGTCCAGGAATGTATCCATTTCTTCTAGATTTTCTAGTTTATTTGCGTAGAGGTGTTTATAATATTC 
TCTTATGGTGGTTTGTATTTCTGTGGGATCAGCGGTGATATCCCCTCTATCATTTTTTATTGCATCTATT 
TGATTCTTCTCTCTTTTCTTCTTTATTTGTCTTGCTAGTGGACTATCAGTTTTGTTGATCTTTTCAAAAA 
ACCAGCTCCTGGATTCATTTATTTTTTGAAGGGTTTTTTGTGTCTCTATTTCCTTCAGTTCTGCTCTGAT 
CTTAGTTATTTCTTGCCTTCTGCTAGCTTTTGAATGTGTTTGCTCTTGCTTCTCTAGTTCTTTTAATTGT 
GATTTTAGGGTGTCAATTTTAGATCTTTCCTGCTTTCTCTTGTGGGCATTTAGTGCTATAAATTTCCCTC 
TACACACTGCTTTAAATGTGTGCCAGAGATTCTGGTATGTTGTGTCTTTGCTCTCATTGGTTTGAAAGAA 
CCTATTTATTTCTGCTTTCATTTCATTATGCACCCAGATGTCATTCAGGAGCAGGTTGTTCTGTTTCCAT 
GTAGTTGAGCAGTTTTGAGTGAGTTTCTTAATCCTGAGTTCTAGTTTGATTGCACTGTGGTCTGAGAGAC 
AGTTTGTTATAATTTCCGTTCTTTTACATTTGCTGAGGAGTGCTTTATTTGCAACTATGTGGTCAATTTT 
GGAATAATTGTGATGTGGTGCTGAGAAGAATGTATATTCTGTTGATTTGGGGTGGAGAGTTCTGTAGATG 
TGTATTAGGTCTGCTTGGTGCAGAGCTGAGTTCAATTCCTGGATATCCTTGTTAACTTTCTGTCTCGTTG 
ATCTGTCTAATATTGACAGTGGGGTGTTAAATCTCTCATTATTATTGTGTGGGAGTCTAAGTCTCTTTGT 
AGGTCTCTAAGGACTTGCTTTATGAATCTGGTTGCTCCTGTATTGGGTGCATATATATTTAGGATAGGTA 
GCTCCTCTTGTTGAATTGATCCCTTTACCATTATGTAATGGCCTTCTTTGTCTCTTCTGATCTTTGTTGG 
TATAAAGTCTCTTTTATGAGAGACTAGGATTGCAACCCCTTCTTTTTTTGTTGTTTTGCATTTGCTTGGT 
AGATCTTCCTCCATCCCTTTATTTTGAGCCTATGTGTGTCTCTGCACATGAGATGGCTCTTCTGAATATA 
GCACACTGATGGGTCTTCACTCTTTATACAATTTGCTAGTCTGTGTCTTTTAATTGGAGCATTTAGCCCA 
TTTACATTTAAGGTTAATACTGTTATGTGTTAATTTGATCCTGTCATTATAATATTAGCTGGTTATTTTG 
CTCGTTAGTTGATGCAGTTCCTTCCTAGCATCGATGGTCTTTACAATTTGGCATGTTTTTGCAGTGGCTG 
GTACTGGTTGTTCCTTTCCATGTTTAGTGCTTCCTTCAGGAGCTCTTGTAAGGCAGGCCTGGTGGTGACA 
AAATCGCTCAGCATTTGCTTGTCTGTAAAGGATTTTATTTCTCCTGCACTTATG7JIGCTTAGTTTGGCTG 
GATATGAAATTCTGGGTTGAAAATTATTTTCTTTAAGAATGTTGACTATTGGCCCCTACTCTCTTCTGGC 
TTGTAGAGTTTCTGCCAAGAGATCCACTGTTAGTCTGATGGGCTTCCCTTTGTGGGTAACCCAACCTTTC 
TCTCTGGCTGCCCTTAACATGTTTTCCTTCATTTCTACTTTGGTGAATCTGACAATTATGTGTCTTGGAG 
TTGCTCTTCTCGAGGAGTATATTTGTGGCATTCTCTGTATTTCCTGAATTTGATTGTTGGCCTGCCTTAC 
TAGGTTGGGGAAGTTCTCCTGGATAATATCCTGCAGAGTGTTTTCCAACTTGGTTCCATTTTCCCTGTCA 
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CTTTCAGGTACACCAATCAGATGTAGATTTGGTCTTTTCACATAGTCCTATATTTCTTGGAGGCTTTGTT 
TGTTTTTTCTTACTGTTTTTTTCTCTAAACTTCTCTTTTCGCTTCATTTCATTCATTCGATCTTCAATCA 
CTTATACCCTTTCTTCCAGTTGATCAAATCAGCATGTCTCATGTGCATGTGTCATGTAGTTCTCGTGCCA 
TGATTTTCAGCTCCATTAGGTCATTTAAGGTTTTCTCTACGCTGTTTATTCTAGTTAGCCATTCGTCTAA 
TCTTTTTTCAAGGTTTTTAGCTTCTTTGCGATGGGTTTGAACATCCTCCTTTAGCTCGGAGAAGTTTGTT 
ATTACCGATCATCTGAAGCCTTCTTCTCTCAACTTATCAAAGTCATTCTCCGTCCAGCTTTGTTCCCTTG 
CTGGCGAGGAGCTGCATTCCTTTGGAGGAGGAGAGGCACTCTAATTTTTAGAATTTTCAGCTTTTCTGCT 
CTGGTTTCTCCCTATCTTTGTGGTTTTAGCTACCTTTGGTCTTTGATGATGGTGACGTGCAGGTGGGGTT 
TTGGTATAGATGTCCTTTCTCTTTGTTAGTTTTCCTTCTAACAGTGAAGACCCTCAGCTGCAGGTCTGTT 
GGAGTTTGCTGGAGGTCCACTCCAGACCCTGTTTGCCTGGGTACCACCAGCAGAGGCTGCCAAACAGCAA 
ATATTGCAGAATGGCAAATGCTGCTG CCTGATCTTGCCTCTGAAAGCTTTATCTCAGACGGGCACCAGGC 
CGTATGAGGTGTCAGTTGGCCTCTACTGGGAGGTGCCTCCCAGTTAGGCTATTTGGGGGTCAGGAATCCA 
CTTGAGGAGGCAGTCTGTCCGTTCTCAGATCTCAAACTCCGTGTTGGGAGAACCACTACTCTCTTCAAAG 
CTGTCAGACAGGGATGTTTAAGTCTGCAGAAGTTTCTGCTGCCTTTGGTCATCTATGCCCTGCCCCTAGA 
GGTGGAGTCTACAGAGACAGTCAGGGCTCCTTGAGCTGTGGTGGGCTCTTCCCAGTTTGAGCCTCCTGGT 
GGCTTTGTTTACCTACTCAAGCCTCAGCAATGGCGGGCACCCCTCCCCCAGCCTCGCTACCACCTTGCAG 
TTCGATTTCAGACTGCTGTGCTAGCAGCGAGCGAGCCTCCGTGGGCGTGGGACCCTCCCAGCCAGTCGCG 
GGATATAATCTCCTAGTGTGCCATTTGCTAAGACCATTGGAAAAGTGCAGTATTAGGATGGGAGTGACCC 
GATTTTCCAGGTGCCGTCTGTCACGGCTTCCCTTCGCTAGGAAAGGGAATTCCCTGACCAATTGCGCTTC 
C CGGGTGAGGTGATGCC CCAC CCTGCTTCAGCTTAC ACTCAGTGGGCTGCACCAAC TGTCCTGCACCCAC 
TGTCCAACAAGCCTCAGTGAGATAAACCCGGAACCTCAGTTGAAAATGCAGAAATCACCCATCTTCTGCG 
TTGCTCACACTAGGAGCTGTAGACTGGAGCTGTTCCTATTGGACCATCTTGGAACCTGATCTCTCCTAAG 
TTTTGTATTTTTAGTAGAGACAGGATTTCACCATGTTGGCCAGGATAGTCCCAGTCTCTTGACCTTATGA 
TCCACCGGCCTCCGCCTCCCAAAGTGCTAGGATTACAGGCGTGAGCCACCACGCCCGGCCATATCTTCAA 
ATATCTTAGTGGAGGGTCAAGCACTGAGGCTGGAACATATTTTTCCGGCACTCAGCAACCCGCGCCTCAG 
CTTACAGACTGGTAACAACCAAGTGGTGAAGAAGATTCCTTATCTCTAGTGGCTTCCATTCCCTGAACTG 
AAATAATAGATCTGGAATTGAAGAAAATTCACAGTCCATCAATATAAATGCAAATTGCTTTTTTCTCCCC 
CTTACTGGAATTTCATGGAAAAATTCTGAATAAATTTACCTCTCTTGTTCCCACAGTTAAGAATCAAAAT 
AATTCATTTTTGAGGGAAAAGGACTCAGCGATGCAATGAGGCCATGCTCTCCTGCTCCACTCTAGATTTC 
TATTGTACTGTTTTAAAAAGAGAAAAAGTGATTGTATTTTTTAAACCACAGACCATCTTTTACATTTAGA 
TGCTTAGATATTTTCTAAATCCTTCCCACATCAAATCTTTTCATCCCTTGAAATCCCTTCTTCACTAAAT 
AACAGATTTGGGAAACAATATAAACAAACCATTTACTAGTTGTCCATAACTTCATTTATTAGACTTTTAT 
TGTACTGAGCACTGCAACAGGCCATAAGGAAGTTAAGAAACAAAACTAAATAAAATATGTACCTTCTTTT 
TCTCTGTATCTCAGATGAATGGGAAAGACAGGTTGTATTTACAATAGAGTGGACAGCGGCTTTAATGGAG 
CAGGTACACAGCAGTATGAGAAGAGAATGATGGAAACAGTAGCTCTGGGGACTCGGGATGAATCCACAGT 
AGCATCAGTTGAGCTGAGTCTTATAGGATGAGTGACTTTACAGATGGAGAGTGGAGAAAGAATATGTTAG 
GCAGAGGGGACATATTTCTAAAATGTGGTTGTGAAAAGGTTTGTAGCAGGTGAAGAATGGGTATATTTTG 
AGGGTGGAATAGAAGGTGTATACTGGGGAGTGGCACATGGTGACATTGAATGAGGTTAAACCCAGTCAGT 
AGGTCAAGCCTAAACTGGGAAAGATTCTGTCTGCCATTCTAAGAAATTTGGGGCTTATTCTTTGAGCAAT 
GGAAAACCATTATAGAATTAAAACCAGAGAAGTGGCATGATAGCATGATTTATTGATTTCTCTCTCTCTC 
TCTCTCTCTCTCTCTCTGTCTGATTTACTTTAATGTCAATACTTAGGATGCAGGAGGAGACCAGAACACA 
AGTATTTTGGGCCTAAGCCCAGACAGTAGCAATGCTGATGCCAAGAACTCATTAGAAGGCAGAAATCACA 
GGAGCTAATGACCAAGTTGATTTTGGGGGAGAGGGCAAGGAAAAGAGCAGATTACTATATGACTTAGTTT 
TTTAACATACATAATTGGATAAATGATGACCTTATTAACAGAGAGAGAGAACATGGGGGAAAGGAGTAGC 
AAGTAAAAATGCCTGGAGACAGAAGTAAAGACTAAGGTATGGTGTAGAGGCACCAAGTGAAGTTTCAGGA 
GACACAAATTGGCCCAGGCAGCTTGCATATAAATAAGACATTGGTCTGATGAAAGAAGCCTAGATGATGA 
TGCCAATATTTATTTATTTAGAGATAAGGTCTTTACTCTGTCTTCCAGGCTGGAGTGCAGTGGCACAATC 
ATGGCTCACTGCAGCTTTGGCCTCCTAGGCCTAAGTGATCCTCCCTCAGCCTCCCAAGTAGCTGGGATCA 
CAGACATGCACCACCATGCCCGGCTAATTTTTTTTTCTCTTTTGTAGAAACAGGGTCTCACTATGTTGCC 
CAGGCTGATCTCGAACTCCTGAGCTCAAGTGACCCTCTCACCTTTGCCTCCCAAAGCGCTGTGATTACAG 
AAATGAGCCACCATGCCCAGCAATGCCAACATTTAAGATATGGCTTCAGAAAGAGGACATAGCAAAAAGG 
ATGTAAAAAAGGAGAAGATACAGAAAAAGCTGGACAAAGAAAAAGAAGGAGGTGAATAGTATCAGCAGCT 
GCTACTAGAGGAAAAGGAACATTAAGATTGAAGAGAGCCCACTTCTCAGTATTCTAGTCACTACTTACCT 
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TAGTGAGAGTGGTTGGGATAAAAATCAAATTGAATTGGATTGAGATATAAAAGGGAAAAGTGAAGACAGC 
CCTCTTCGACTACTCTTTCAAGAAACCTAGCCATGAGGAACTAGAGAGAGCATGCTGTCTACAGATAGAG 
GGAAGCTGGAACAAGGATAGTATGGTAAGGACAGATGGCATTTACCATGTCTTTTGCCTTCTGAATAGTG 
ACAATCAGAAACAGCAGGTAAAATACTAGGAAATTAGGGAAATGTCTTTGATTTAATGAAAAACCTAAAC 
TAAAAAATGTATGGAAGAGCTGTTTAAAAAGGAGGATGGACAGGACCTGGGGATTGTTGGGTAGGAGGGT 
GAGGAAGGAGAAAGCTGGCATGATTTGCAGACTTACTGACTTGGACAAGCCAGTGAATGGCAGTGACAAT 
AAGCAAGATTGGGGAAAGAGGAAACTGAATGAATTTGGAAGAGAAAATGAATTTCGTTTTTGACATGCTA 
AGGTTATATGGAAAGTTCAGGGGAAGTTTGGGAGGCAAAGGTGGGAAGGTCACTTGAGCTCAGGAGTTCG 
AGACCAGCCTGGGCAACATAATGAGACCCTTTCTCTACAAAAAAAGAAAAACTTAGTGGTCCTCAACAAA 
TCGATATAGTTGAAGTCACGGGAATGGAGTGATTTTCCAGAGGGTGTGTGAAGAGCACCAGAGCCCTAAG 
AACGCCAAAATATAAGCGGTCAATAGAGGAAAAAAGAGCCGGAAAAAGACACTTGGAGAGGCAAGAGAGG 
C ACAGAAAGAAC TAGAT AAGAGAGTT ACTG AAAACAACAAATAAAAGGAGG AGGAC TTTTGAGGAGGAAG 
TTGAGCAGTTTGGGGAGATGACCAGGTTCATATGGGATCACAGAGTGCGTGGCCATAGTTAAGTGGCAGT 
AAAAGTGCCTAGATTCGAGCGGGTGTAGAATCTTGTGGGTTGGGGGTTAGCCGGGCATCTAGGAGGAACT 
GAAAGCTGCAGATGTGTGGACAGATGATGGTGCAGGTACCGATGACCAGGAAGCTGAGCCAGATGCTGAA 
ATCCGGAGATGTCGGGAAAAGAGCAGAGGCTCCCGTGTGGTCTAGGAGCTGAGTCAGACGGAGAAATACA 
GGGCTCGGAGTCCCTGAAAGCAACAGGTAACTTCAGGCCCTAAAATTGGGGTAGCCCCGGCCTCGAGGTG 
ATCCCTGCCCGAGCCTAGCGCCGGTTCTGGGCCAGGGCGCGTGGGGTGTAGGAGCGATGGGCGATGCTAC 
CCGTAGCTCCGTGGAGAGATGGGGCCGGTGAGGCATCCCTAGGGCCACCCCCCCCAACTCCGGGGGGAGT 
TCCTTCCTCCGGGCTCTGAGCACCAGCTGATGGCGCCCTCCTGAGCCCCTGCCTCCCCACACCGTGTTCT 
TCCCTTCCGCGCTGGCCTTGCGGGAACTCGCCCGCCCCTGCTAGGGCTCCGCCCCACGGGCGGGCGTGGG 
TTTCACTCGGAAGCTCTTTCAAGGATTCTGCGCCGCTTGCATTCTGCGGGGCTGGACTGTGTCCGCGGAA 
GCTCCCCCATCCCCTCAGCCAACCCCGTGCTCCCCTCGAGGGCTCCTGGGAGGACTGGGCTGGCAGCGGG 
GGTGGGGGTCGCAGGATGCCACGGGTAGGAGGTCATGGGGGGAGGATCACCTTGATGTCCACTTCGGGGA 
GAGAAGGGTCAAGGGACACCTCATACACCCTAAGGAGACCATCTATTAGTTCCCGCCATAGCGCCCCGTT 
TATTTCCGTCACCTCACCGATCACCAGCTGTAATTAGAATTAGGTGTTGTTGAGGCTGTGGTTCGCTCTC 
CACGTCCACTAGAATTAGTCACCAGGAGGTGGCAGCCGAGGCACACCGCGTTCCCCCGCCCTGGACCAGT 
GTTAGAGGCGACGCGCTCAGGCCTTCTGTGCGGACCCGGAAGGAAGGTCAGGTCCCGGGGCCCGAAAGGA 
AGAGGCAGCAGCCGAGGATGGGCGCCCAGGAGGAGGAACGCGCGCTGCATTGCGCTCGCCGGGGCTAAGG 
CTACTGGGGGATGTTGGTATTGAGTATTTCAGCCATCCATAATGACTATTTTTAATAAAACTTTTATTTT 
GGAATAATTTTAGATTGGCAGAAGAGGTGCAGAGATAATACAGCTAATTCTCATATACTCCAGTACAGTT 
TCCCCAAGTGATAACATCTTACATGACCACGGTACATTTGTCAAAACTAGGGCACCAACATTGAGAGATT 
GCTACTAGCTAAACTTCAAATTTCATTTGGATTTCACTAGTTTTTTAAGCTAATGTCAATATAAGTATTT 
TTTAAATAGCAGAAAAAGGGGGTTTAGTTTTACAATCATAATTTATGAGCCACCAAAATGATTTTTTTGA 
GACAGGGTCTTGCTCTGTTGCCCAGGTTGGAGTGCACTGGTGTGATCTTGGCTCACTGCAGTCTCAACCT 
CCTGGGCTCAAGCAATCCTCCTACCTCAGCCTCCTGAGTAGCTGGGAACACAGGTGTGCACCACCATGCC 
GGGCTAAATTTTTGATCAAAACGATATTCTTGAGAAACTTCGTATTTATCAATATCATATCACCTTTATA 
AAGATTTTTTTTCATTTAATGATGTATATGAAATATATGATAACAAGTATCATGGATATTGCAAGTGATC 
AAGAATTGTAAGGCATTCAGTTGAATAGCATAGTACTTCTGAAATGTAAATGAAAGTCACATTAGACAAA 
ATGTTAACGTGTTAAAAATAAAAATCGTCATTCTCTCCAGCTGTACAGATATGACAGGATCATTAGAATG 
CATTATTTCAAGATCTATTTACTTATATTCAAATGTGT^AAAAGGTTTAGACTACAAACTCATTTTTGTGA 
AAATTGTGCTTTTCCATCTCATGGTACATTTTTCACACTGTAAGATGGTCTTGTTTGTTGAGAGATATGC 
AGGATTTAGGGGGAGCATAATCTTCCATAAAAAAGAATGGTGTTGGTTTTATTGTGCCTGATGAAGAAGA 
GGAATGGGTGATTTGCATTGAATTCAATGGATGGGACTCTAATTCGTATATCTATCTCACTCCCACTGCC 
AGCTGCAGCTTCAGTACCTTGTTCATTTATTTCCACAAAAGCCTTATGGAAAACATTGGACAAAAATAGG 
TTTCTTGCTGAAGACATTCCTGAGAAATCAGCTTTGCTTTGGCTGAAGGCATCACTCATCCCCATACTGC 
TCAGGGTTGACTTGAGATCATAACTGTCTTCCAGCTTGAACTTGGGAAGGTGTAGCTGCACTTCATACAA 
CTCCATCATGTCTGCACTGGTCCACTCATTCAGCTTCTCATAGGTGATGGCCTTTTCCAGCTGCCCATTT 
GGAACCAAGAAAGAAAGAATCAGTAATTCCAAAGTGGAATGAAAAACAGTAGTAGAGAGAGCACCCTAGG 
AATTACATAGGTGAATTATGATCACTCCCGTTACTCAGGGTGACAACACACACACATCTGGAAATCCTTT 
GGTTGTATAATGTTGACCTTCAAAATCTTTTTTCTGCAGATTAATTGCTATCCGGATATAGGAGAATTAG 
AGTTTAATTCAAAATGGAAGTACTTCTGCTATAGTATGCAAGACATCAGCTATACACTCAAATACATAAA 
TATAAATATACATTTAGATGTTAGCTATACAAAAGCATATACTCTAGTTCAAGTTGTAAGCCAAGGCACA 
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AAAAATCTTGTTTATCGACATGGGAGACAGCTCTTTGAAAACTUUVATTTGGAATATUATAACACGTCTAT 
ACTCTAATCAAAACAACGTGAGATTAATAATTATAGACTAAGTCAAAAAAGAAAGAAAAGATAAGAAAAT 
CCTCCAAATCTCAAAAGTAATTATTTTACAGTGAGTTTAAGGATGCTTTCCCTCTTCTTTATATTTTAAA 
TTTTTAAAATGATAAATATGTGTGTACATACTATATATGTATGTATATATGTATACACAAAAATACACAT 
GTATATATGTGTATGTTTGATTTTTTAAATGACATGTTTGTTTCAATGCACATGCATCTTCTAGACGGAA 
GTTTTGGCTGTCAATGGCATACCTGTA7UICCACTTACATTAATAACATGACAGTATCTTCAGCTCAGGAA 
ATTGCACTTCTAGGTTTTTATCTTACAAGGGCTTGACTCTGATGGTTATTTGTCCACACTGGTTTTATTT 
TCACTATCCTCTCCAGTTTCACAAATTTTATGACATAATTTGGAAATATTTTCTACATACTAGTAGGATC 
GTGGAAACTTAT7VAGTATTAAGAGTCTGACACATGTGAAAAATTAGACACTGTGCAAAGAAAGACAGGCC 
ATCCGTTGCATGAGACTCATGTTCAGTTTAGGCATGCAAATTGCTCAGAAGCATGGTTTGACAAAAGTTG 
TGTCCAGATTAATAGAAATTTAGCTGGTAAACAGCTTAAATAATTCTTGAAGACAGTATTGATAGAGACT 
TTTTCTCCTGAAGGTTGCTTACTTGATAAAAATGTTCAACAAATAAGTTTTGGAAGACAGCTTGATGTCT 
GCGTACGTGTGTGTATACTAATGCAAATGGTTAAAATATTAATTTCAAATTACATAGGTCCTACCAGAGG 
GAAACCTAGACTGATTGAAAGATGGTTATGATCAATCCACACAGTTCTGTGACTGACAAGGTATATTTGT 
ATCTGTTGTACATGTGGCTATGTGTGTGATGACCCCAGGCTGGAGCTGTCTATACATTGCCTAACCTTTC 
TGAGGAACAGTAATATTAATTTTATAGAGTGTTGTAAAGTTTAAATAATATTGTGAAGGTGAAGTGCCTA 
GAACTCAAGGTAGATTGGTGACCTTTCTCTATAGGAATTAAATAATAGGGAGAACATTCTTCCTGAGGAC 
AATTGGGAGAAACCTTGGCCAAGCAGTTCTTTTCTTAGTAAACACTGGAAACACCCTCACATCAGACACA 
CTGATGTTATTTACCTGTTCCAGCCCATTAATGTCTTCTGGCAGTAGTATAAGCAGGCTGAGGTCACGGC 
TTTTGTAGTAGAGTTGAAGGCCCACTGCTTTTGGCTTTTCTATGTGAAAAATGTGAAGCTTTTTCTTCAT 
AAACATCATTTGCACTGGTTTGCTTGTAGTCTAAAAAAAACAAAAAAACAAAAAAACAGGTAACAAGGTC 
ATTGAAGAAGTATTCCACCAACTCCTTAATTCTCTACCATCATTGGCTCTCAGTTGGTGAAACTGCTGAT 
TCTCTGCTAAATGCTGAATAAAGTTATCCAGACCTTCCTTTATGGAAATATCTGTTCCACTGAAAAGTAT 
CAGCAATAGCAGATATGTGAGTTTCTGTTTCTAACACAACTGTGGTAACCTCTATAAATCACAGCAACAT 
GTATTAAATCAAACTCTTAATATATGATCTTGTGTAAATTATGGAAATGCCAATAATCCAAA/yVCTAAGG 
CATATTTTACATGAAAATATTTGAGAAAGTATTTTAGTATTATAAAAATTGACATTCACTAAGAGAATGC 
AAAGACAAGCAATAGATGAGCAGAAAATATTTGCAAAACATATGAGACAATAATAAAAACTCAACAAATA 
ATAAAAAACTCAACAATAATAAAACAAACAAGCCAGTTTTTTTAAATGGGCAAAAGATCTAAGAAACACC 
TCACAAAGAAGACATACAGCACATGAAAAATGCTCAATCATATGTCACTAGGAGATTGCAAATTACACAC 
GGCTACTAGAATGGCTAAAATATGAAACACCAAATGCTGATGACGATATGAAGCAACAGGCACTGTCATT 
TACTGCTGGTGGGAACGCACAGTGGCACAGCCACTTTGGAAAACAGTTGGGCAGTTTCTTACTAAGTTAA 
CCTAGTCTTACCATACGATGCAGCAATTTTGTTCCTAGGTATTTACTCAAATGTGTTAAAAACAGTGTCC 
ACAGAAAAACTTGCACACAGTGTAGTATTTATAGAAAATTTATTTATTATTGCCAAAAAATTGGAAGGAA 
CTAAGATGTGCTTCAATAGGTGAATGGATAACAAACTGTGGTACAATTGTACCCTAAAATATTATTCAGC 
AATAAAACAAAAAGATCTATGAAGCCCTGAAAAGACATGGAGGAACATTAAATTCATAGTGAATGGAGCC 
AGCCTCAAAAGGCTACGTGCTGTATGATTAC AACTATGTGACATTC CAGAAAAGC C AAAACTGTAC AAAC 
AAAAAAAGATCAGTGGCTGTCAGGAATTTAGGGGGAATGGATGAACAGGTGAAGCACAGGGCACTTTTAG 
GGCAGTGAAACTATTCGGAATGCCATTGTAATGGTGGCTACGTGATATTGAACATTTTCAAAATCCATAG 
AACAGTACGACATCAAGAGTGGACCCAAATGTAAACTATAGATTTTAGTTAATAATGATGTATCAATATT 
AGATCATCAATTATAACAAATATGCCACACTAATGTAAGATGTTAATAATAAGGGAAACTGTGTGTGTGT 
TGAAGGGGGGACATATGAGAGCCCTATACTTCGTGCACAATTTTTTCTGTAAACCTAAAAATGCTCTAAA 
AATCAAGCTTATTTTAAAATAAGACCAATTGCCAAATGAAAGCAAAACAAACACCCCTGCAACTTAGATG 
TTGTAGACATATGTTACTTTTCCATTCTATGTCGAACTGTCCATCACAAAGCCCCACCGTATGCTAAGGT 
GGTGGCCATACGACAAGGGCTGTTTACTGCGAGTACTCTAGCATACTGTGGTTGTTTCCAGAGAGAGCCC 
ATGAATGGCCCCAACCAGAGCCCTCCTAGAACTAATGGCAAACACTTTCTCTGTCTACTAGAGTTGTGAA 
GCTTGAAGACTGAATATGAGGCAACCATATTCCCTGATCATTATTAGAGAATGAGAGTAGCAACTAGAGA 
GAAAAAGAGAAAGAGACAGCATGAGAATGAACTGGGATTATGTGTTGAGACTCTAAATACCCCAATCACT 
CACTCCTGGACTTCCCAGTTTTTTGTCACCTCAGCTAATTCCAATACAATTCCCATTTTGCCAGAGCTAG 
TTTGGAATACTTTTCTATCACTTGCAACTGAAAATTTCCAGTGAATATATAAACCCAGGTAACTATCCAG 
CTCACTTCTCGTTAACCTACTCGATTATGTGTTCAGTTTCTTCCCCATCCTCACCCCACTGATTGAGAAA 
TACCTATTGCACACATTCATTACAGCCATAGTTCCACAGCAGCACTGTTTGTGGCCTATCCCTAGACTAA 
ACAACTGTAACAAACCTTGGTCAACTAGTTCCTTTCCTAGGAATTTGGAATGGGATTTTCCAACTGGTCT 
CTAGAATGGCGAAGGTCCTGTGAGTAGCTATGTTCTGTCATTGTGAACTGGGAAGCAGAGAAAGTTAGAC 
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CACAACCTGAGAGAAGAATGATGGTAGAAACAGAGTTGAAAAAATAGAGGAAAAAATCCTGACAACATTT 
AAGTCCTTGTTTCCAATCAGGTCCCAAGGCCCAGCCACACTCCAGCCCATTCACGAGAGTCAAATCTATA 
ACCTTACTTTAGTCTCCGTTTTTATTGCTTTTACTTATGTAAGGGTAAGAATTTGGTAGAAGTTAGTACT 
GGTTTAGCAGGGCAGGTACAGAACTTGCAGTGAGGACTCTTAGGTTCTTGTTCTGGACTGCTTCTAACTC 
AGGCATGCCTCCAGTCACTTGGCCACACTATATTTCTCACCTAGGAAATAAATATGAAAACTACCCTACC 
CAGCTCACATGGGTGGCAAGGACTGAGTGATTGTATATTCAGAGAAAAACAAGGACAGGGGAATTTCAAT 
GAATTCCCCATGGAACTGAAGGCTTTTAGCCCAGCCATCACTTCCCTGGTAAGAGCCATAGTTCACTAGA 
ACATACAATCTAAAAGAAGAGTGAATTTATAAGAGAATCACTTGTACAATGCCATGTGAAAATCCAAACT 
GATCTTTAAAAATTTCCTACCTCGTTTATTCTAAAAGGCTTTTCTGTGGTGTTTTGCACTAAGAATTGAT 
GTTCCCAGATTCCTTTAAAGTATAGGGCGTTCACCAGAATCATCCTGGTTGTGGAATCCACAGAGTCATC 
AGGCAGGAGATTCTGGATTTTACCTGTAAGAACAAAAGGCAGGTTGCAAATGACTTGTAGAAATATGTAT 
ATTTTAACTAAAGACAACCAGGCTTCTATTTTTTCTGGAACTATAAAAGTTTTCTTTAAAAGTCCTGGTT 
TTTGATTTTCTGGAAATGGACAAGTACTATTCCTGTCCAGAATAGCTGCTGTGAATAAATAGAGAAACCC 
TGAAGAAATAATATGCTGGACTGTCAGTAAGCATTATTCCACATAAAGTACAAATTTGCATTTTAATTAT 

TTTTTTGCACTTTAGCTAAAGATTTTTTATTTCCAGAAAATTACAACTACTTGACTAACAACTCTTTGCA 
CCTACTGATTTAGGTTGGACAACTTGTGAAACATAGTGGTAAAAAAGGAAGTTACTTCTCTACTTCAAGG 
TTTCCAAGTTTGTGGTAGAAATCTAAAGAACATTTCTCTTAGCACTACCTCTGGGCAAGACACTTGTGCT 
AAAATGTCCTTCTTTTTCTCTGTACCTTTATGTCATTGTTAATATACTCTATTCATCATTTCCCCTCCTC 
TACTCTTAGAGTATAAATCAAGATCTGTAAAATTGCTCAATAACAGGACTTAACTGCCCTGGAGGAAGAA 
GGGATTTTTCTTTCCTTTTTGAAATTCAGAGGGGGAAATGGTGGCATTTAAACTCCTGCCAAAAATTTTA 
AATTTCTAACAAAAAAATAAAATAAATACTCTTGAAAATTAATTCATATGAACCTTTATTTTCCTTCAAA 
ATTTACTGGCTAAAATGATGGAAAT^AATATATACATATATGGAGATTAAGAGAAGGTGGAAAGCTGTAAT 
TAGATAGGGTTTGAGTTTTGGCATTTCGTATTTGTAGCTGTTGGAAAGACTTTCTGTAGGACTCTCTGGT 
ATTTGGTATCCAAGAGATACTATGGTTCATATGTTCATCCATAATCATACTAAAAAGAGCCAAGTATTGT 
CACAAAAGCAGGTTTAGCTGGGTTTCTCACCAAATTGATTTACATGTGAACATGGAAAGTTCACATAGGC 
CACCGAAATTGAAATCTCCTTAAGCTGATAAGCAACTTCAGCAAAGTCTCAGGATACAAAATCAATGTAC 
AAAAATCACAAGCATTCTTATACACCAACAACAGACAGAGAGCCAAATCATGAGTGAACTCCCATTCACA 
ATTGCTTCAAAGAGAATAAAATACCTAGGAATCCAACTTACAAGGGATGTCAAGGACCTCTTCAAGGAGA 
ACTACAAACCACTGCTCAAGGAAATAAAAGAGGATACAAACAAATGGAAGAACATTCCATGTTCATGGGT 
AGGAAGAATCAATATCGTGAAAACGGCCATACTGCCCAAGGTCATTTACAGATTCAATGTACCCCTATTT 
CGAGGGGACTGAAATACTTCCTTCTTTTTCACTTCTGTTTGTAGCCACAAACCGTGAGCTGCTCTGATTA 
ACATCTGAAAGGCTGTGCCAATGTTTTCCTGTTGCCCAAAATATTGCTGTGTGCAATTGCTTCTATCAGA 
TTGTTATAGTTACAACTTAAACTGATATTTGGCTATCAACCCCGAATACATTCTCTCCAAACTCTCTAAT 
AAAGCACCTTGAACGATTTATAAAAATACGTCAAATATATATCTCTCGAATCAGGTATTATAGGTTTGCT 
CTAGAGGCACATGTTTGATAACTGAGGTAGATAAAACTGGATTGAGAAGAACCTCTTGGCCAACCCAGCT 
TCACTCTGCAACAGACACTACTCAGAATAAAGGGCTGATCTTTTAAACTGCCAAAATACAGACATGGGAA 
AGCTGTTAAAATTATAAGAGACAGCTTGTGGCACTTAATTTAAAAAATAATTTTCCAGGAAAATATTAAT 
AGAATCTCAAGAAATAGTAGAAAATCTGAAAAAAAAAATTAAACATGATTGAAATTGTACAACTCTCAAG 
TGATTACCTCCCGTGGAAACAGCATCAACCCCAGACATGTAGACAGGTAAATTCTTTTCAACCTTCAAGT 
AAATGATAAATCTCTACACTATTCACACAGTTTCAAAGCACAAAATAGAAAATTCTCTGATTACTTTTAT 
CAAGCTGGCATATACCTAGTATAAAAATGACAAGAAAGCACAAAATTCCCATCCGTAAACCCATTTCTCT 
TGTGAATATAAACAAATAAACCCTAAATTACATTTTAGTAAATAAATCTAATTAATATACATTAGGAATG 
CAAGAAACATATATTAGGAAATCTATTAATGTAGCGTGTTGCTGATATGGCCTGAATATTTGTGTTCCTC 
CAAAATTCATATGTTGGAACCTAATGTTCAGTGTGATAGAATTAACAGGTGGGGCCTTTGGGAAAGGATT 
AGATCAGGAGGGCTCTGCCCTCATGAATAGGATTAGTGTCCTTATAAAGGGATTGAGGGAGCCTGTTTGC 
CCCCTCCACTATGCGATGACAATGAGAAGGTGTCACTTTGGAATTATAGAGCAAGCCCTAGCCACACGCT 
GAATCTCCTGGCACCTTGATTGCGGACTTCCCAGCTTCCAGAACTGTGAGCAATAAGTTTCTATTATTTA 
TAAATTACCCAGTCTAAGATGTTTTGTTATAGCAGCTGTAATGGACTGAGACAATTGCTTTGATGACTGA 
TAGGAGAAAAAAATCATAACATCATCTGCAAAAATACTTTTGATCTTCAACCTTCATTTCTAATTTTAAA 
ATGATGACTTTGTAAATTAAAATGAAGAATACTTCTATAATATTAAAAATAATATTTTTCTTCAACAAAC 
CCATAATAATGCTAACCCAGAAACATTAGTGGTATTTATGGCCTGCTATGACTACCGTTATTTAACATTT 
TTCTCAAAATACTAAGTAAAGCAAAAAAAATTAGATGAGATATTATATAAAAGGAAGAGACAAAATTATT 
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ATTTGCAAATAATAAGG7VAAGCAAGGAGAATCAACTAAAAAACAATGAAAACTAATAAGAAGTTCTTTTA 
GGTGCTGTTACACTATTACGCTAAAAATTATCTTCTTATCTTCTAACAATAAACAATTAGAAAATGATAT 
AATTACATCCTAGTGATACACCACATTTATAATAATTATGCTTATAAAATATCGTTAAATGATAACATCT 
TATATACACCACTGATCCAAACCAGGT^AGTTAACATTAATAGAATATTATTGACAGGTCATATTTAAATT 
TCATCAGTTGTTTTAATAAAGTCCTTTTTTTCTGGGTTAGT^AATCAATACAAGACCTTGCATTGCATTTA 
GTTGTAATTTCTTCTTATTCACCTTTAATCTGGAACAGTTTCTCACTCATTCATTGTCTTTCATGACCTT 
GACACCTTTAAGAAAGACTTCCCATTTGTTTTGTAGAATTCTCCTGAATTCCCAGTTTAGGTTTGTCTGA 
TGTTTAATCAAGATAATATTCAAGTTATGCATTTTTGTGAGAGTATCACCGTGGTGGGTTGAATTGTGTC 
CCCCAAAAACACGTGTCCCACTTCTT^ACCCGTAGTACCTGTGAATGTGACCTTATTTAGAAATACAGTCT 
CTGCAGATGAAATAAAGTTAAGATGATGTCATATTGGATTAAGATGAGACCCAATCCAATGACTAGTCTC 
TCTGTAAGGAGGGGGGAATTTGGACATAGGCACACAGAGAGGAGAGTGCCATGAGAAGATGCAGAGACAA 
AAGAGAGATACAGATAACAAGAGGAAGCCATGTACCAATGCAGGCAAAGATTGGAGTGATGTATCAACCA 
GCAAATGAGTGCCAAGGATTGTCAACAACCACCAGAAGCTATGAGAAGCTCATGCAAGTTTCTTCTCTAG 
AGCCTTCAGAGAGAGCACAGCCTTGCTGACAGCCTGATTTTGACACCTAGCCCCCAAAACTGTGAGAGAA 
TACATTTTTGTTGTTTTTAACCACTCTGTTTACCTTAATGTGTTATGACAGCCCTAGGAAACTAATACAA 
CCACCAAAGTCATGCTGTGTTCTTCTCAATGAATCATGTAAGGAAGTGCATGATGCCCATATGTCCTATT 
ACTGGTGCTATTAATTTGAACACTGATTTTTCCAATGTAAAAGGACTGGCTGGTTTTTTTATTTTTTGGT 
ATCATGTGGGAAGATACTTTGAGAGCGTGTAATATACTGTTTCCCATCAGGCTTTTGTCCACTAATTTTA 
GTATCCATTTATAATTCCTATCTAAAACAATTACTACTGTGGTTACTATTGCAGATGGTGGTTTTCTATT 
TCCATCATTCTTCTGTATTCATTAACTAGAATTCTACTGTGAGAAAGAGCCTTCCCTTCTTCATTTATTT 
GGATCTTCAATTATTTGTTTATATCAGTATAGACTCATGGGTATTTGCTTTATTCTATGGGTTATAATCC 
ATTACTATCATTATTTATTTTGTTGCACAAATTGCTCCAGATTTTGCCATTGGAAGCCTCCCCTGTTGGC 
TCCTGTGTCCTTCTGACATATTCCCAAGTATTTTGAGCATTTCCTTACATTCTGTCACCACAAAAAGTCC 
TTATCTTGTACTTCGCTTGTCCCAGCTCTGTTACCACCATTTTGTCCAGGAGCTCTGCTTTCTTTTTTTG 
AAAGAAGGAGTTTAGAAATCAAGATCTTGGTGTCAGATATGCTGATTACTATTGGGATGTCATTGCTTCC 
AGATCCTCTCAGCAAATGGGGCTAGGAAATGTATGCATTATACACACATCTGTATCTATTTCTACATTTA 
TCTATTGAATTATCTTTCTGCATATATATTGAAGACTAGAAGGTCATATTGATACTTTCACTTCCAATCT 
AATAACACAGGGTTCATTGTAGCCTTTGTCTTTGCCTTATTTGTAATTTCTTTCCTGGCTCTCATGATTT 
CCAATATATTTCCTTATTTGCTTAATCCTAGAACAAACATAAAGTAGTTTCAGGATTGCAAATCCATTCT 
TCTATTAAAAACAAATTTAAAAACTAGGGTACAATATTTGTGTACTTTTTTTCAGCCTTAAAATATATAG 
TCGAAGTATACTTACTTTTTTTAACCTTTGAATTTATAGTCAAAAATGCTGTTTTACAAGGTTACTTAAT 
GTTTTAGACCATATGTTTGTTTAAAAGAATGTATCTGAAACAGTGCTACAAGCCAAGATGCCATTAAAGG 
ACTGGAAAATTTGAAGAATCCCGAAAGAGAAAATACAGATGGATTAGACTGATAGAGGAAACCACAGCAT 
ACACACACAAAAGGCATCACAGATGACTTCTTGGGAGGTTGGGGTGTTGCTCAGGGAGTTAGAAACTCAA 
AGGCCATGCATTCATGGAGCTTGTTGGGGGCAGGGAACATCAATGAGATTAATGAAATAATTCCATTTAT 
TGCAGTGGCTCCTAACTTTGACTGCAAATTAGAATCTCCTAAAGACTTAAAAATACTGATGCTTGAACCT 
CACTCCAAGATATCTGAATTAGTTCATCTGGAGTTAGGCTTAGTAATCAGTAAATTCAACTTAATATGTT 
GCCACGATTGAGAGTCACTGGTTTACAGAAATTGTGTTTATTGACTTTCTATACCTCCCTGGGTACCAGC 
AATGGGCTACAAATACATTAGCTTACTGTCTAGAGTAATGAGTGAGGACACCGTATGTCACAGTGGAGTT 
AGAACAGTGTTCCCAAGGTACTAGGAATTCCCAAGAAAAACTGGAAGCTTCCCATGCCCAGAAGGCAAGT 
TATAAACACAGCACATCAATGTCAGCCCAACAGTGACCATAGACAAGTTATTGTGATCTGTATTATAAAC 
TAAGACTGGTAAACTGGGGTTGCCAAACAAAAAGACACACAGAAAACCAAAAGGATTAAACAGGTAAGA^ 
AATCCACCCTATGAGAGAGAAGCACCAACATCAACATGCACTAACAGGAAGCAGAATTAATACAGCAAAA 
AGACTTAACAATAAGCAAAATTTACATATTCAGATAAAGCTGACTGATCTCACTAATGAAAAAGAAATAA 
CCAATAACCATAAGTCTTGAAGAGAAAAGAAATAATTGTCAAAGCAGAACATAAATAACTGTGGAAATAA 
AACTCTTGAATAGATTGAATAGTTGAATGAACACGGCTGGAGCAAAATCATGAGCTGGAAAAGGATAACA 
GAAGGGCAAAGCAATGAAAAGTAAATATAAATGGAAAATCAAAGCAGATAGGATAGATTGTGAAATTTCA 
AATTTGTTTATTGGAAGTACTGAAGGCAAGAAGGGACAGAATGAAAAGAAGAAAATCATGAAATAAATAA 
TATACACAATTTTGTTTACCTAAAGGCCTTTATATTTAGATTTAAAATAATTGCCAGCAAAGTTATAAAG 
TAAATAAATAAAAATAAAAAGACCCCTGCCTAGAACATAATGTTGAAACCTCAGAACACCAAAAAAGAAA 
GAAAAGTATTCTAAAATCTTCTGGGGAAGGTTCAGGGTGCAGGTTTGTTGTTTTTATTAATGATGCTGGA 
TGCTACTATCTAAAGGAAAAATGAAGACCTTGGAGAAGACCTGTTGAAAGCTCAAGGAAAGAAGTATCTT 
TGAGATGGTTCAGGTAGAACCTAGTCATGCCAAACACCCTAGCAACTTTCCCTTAAGGACATATGGAACT 
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CTGCCTCGACAAAGTCTAAGTTCCTAAAGAACTAATTAATTCCTTATTTTATTTCATGTTGAATGCTTCC 
AAATAGCAGATATTTGTGTCCAAAATAGAAAATACAGAAGGATTACAGCTTTCTCCCTCTCTAGACAATT 
CTGCTTCTGAGGAATAGAGTGAGGAGGGTCAGCTGGAGGAATGAAATAATGGGATGTGGCAAACAAGGCT 
CAGTAAAAGATTCGAACTGTGTCCACCATGAGCTTATTTTTTGGTGCCTCTCATTTGACCAGTGGTATGA 
TAACAGAGAATTTTTTAAAGTGTGGATGTCCCATACTGTGGCCATATAGTACTATAATCTGCAGTCTGCC 
CTTTCTTCCATAAAGTAAAAGATTATTTGCTCAGTTCTTCTTCAGAAATGAAACTTCTAGACTTATGCTG 
TCTAATATGGTGGCCACTAGATTCATGTGGCTACTTAAATTTAAATTAATTGAAATGAAATAAGTTGAAA 
ATTCAGTTCCTCAGTCACATTAGCCACATTTCAAATCACCTGTGTTCACATGGGAATAGAAGCTACTCCA 
CTGGACAGTGCAGATTTATGGCACGTCTCCATCATCATAGGAAGATCTTCTGGACAGCTCTGTAATTCAG 
ACACCTGGATTTTGTTATGTACCTTCAGTGCATCAGTCTAAGCTGGGGAAGCAAGGCAAGGACCAACCCC 
TAAGAGCCATGCTTATGTGGCACCAGACAACAGCTGTCTTCTTGGCTCTAAAAGGCTTTGCTAGGATGCA 
AAGCTAGCAGATTAGTTGCCCCAGCCTTCCAATCTGTAGGATCCCTACCTGATTTCCAAACAACATAACA 
GTCACCAGGCTAGGAATCTAAAACATAACATTTTGCCCAACTCCAGCACCATTCTTACTCCTACTCCTGC 
TATGTTGAATTTGTGTTTAGGTCATAACATACTTTTGCCTGTACAATCAAATGTGGTCTCACACAAGCTA 
C71AAA.GTGCAAGTACCTAGTAACTGCTAGCTAATCTATAATTCTAAACAAAACAAACTTATTTTCAGATG 
AATGCAAATCAGGATGGAAGTTAAATATCATAGTCACTCTTGCTTCACCACGGCTTTTGAGTCATGGGCT 
CAATGTAAAAGGAACTGAGCACTTAGGGCTGCCAATGTTATCAATTCATTCCAATAAACATTAATGTTCT 
GAACAACTGCTATGAGCAGGCCTGTTATGTGTGATTTAAAGCTGAAGGCAGAGTTATCGCACATAGAGTC 
CTTGAGTCTAGCAGGGGACATAGATGTATAAGCAGTTAGTTTTGATAACAGTGTGGTAAGTGTCAAAGTA 
AAGGTTTGCATAAATGTCTGGGAGCAAAGAGGAGGATGTTTAGCCTGAATGAAGCCCTGAGAAGTTATTT 
GGGGGCAAAGGAGGGGTTGGGGGTGGCAGGGCAGGGAACGGTATTTCAGATAGAAGAAATGGCATGAGTA 
CAGGGCCATTAAGTAGCACAGGGAGTTCGGGACATTCTATGACATGTAGAATCCCTGAAATATAAATTTT 
AATCCAGGGAGTGACAAGAGTTTAAGTGGAGAGACAAGCAAGGCTCCACAGTCATATTGGCCCTTATATG 
TCTGGTTAAGGGCTTTGTGTTGATCCCATAGGTCATGGGGCAGCATGAATCAGTTTTGAGTAGAGAAGTG 
ACATGGCCTATCTGGTCTAATTTGTATTCTAGGCAGGTAATTTGGGTGGTAAATGGAGGTTAGATTTGAA 
GGGAACAAGATTAGAGGCAAATTATTGCATTTGTGCAGATAAAAGATAGCGAAGAAAGAAAGGCTGTGGA 
GGAAAGGAATTGAAAGGAAAAGTGAACTCTGAGAAACATTTAAGAGGAAGCAAAGGAAAGGGTAGAATTT 
AGAGTATGTCTCAGATTACTGTTCTGGGCAAGTGTGTGATTGGTGTACCCATTCACCAAGATGGAGAATA 
CATGAGGAAGACAAGGTCTGGGAAAACCATTCTGAATGTGATTTCAGGTATGGTGAATTTGAAATGCATG 
GGACCCTTGGCAAATATGTCTAGCAGGTGTTTGTTATGAGCCCTGAAGTTCAGAGGAGAAGACAGCAAAA 
CATTCCATGTGCTTAGACACAAAGCAAAGGCATCATCATTAATATTCATTAATGACAAATGATGAATTAA 
TCTTCATTAAGTCATGAATGATTAATTAATCTTCATTAATGATGATGCCTTTGTATTTCTTCATAAGATA 
TAATATAATATCAATTGAAATGTTGATTTAAAAGGCAGCATGGTGTGTAGAAATCAGTTCAGACTTTGGA 
ACTAAGCTGACTTATATTCGAAATCCTATTGCTGAAGCTTTAAACTGTGTAATCATAGATAATTTCTCTA 
AAATCTCAGCTTCCTTATTTCTAAAATAAGGATAACAATAAAAGACTGTTAAATTGCCTGGGAGAATCCT 
TCTACTACTTCCTTTTAGAAATAAAACCCTGAAATTTAGGTGACAAATGGCAACCCAGCTGAAAACTCCA 
TTTTGCAGGTCTTTCTTCTAGCAAGTATGGTGACTGGAATTGACTGGAATGTGGTTGGTCACTCTTGCCT 
GGAATTAGGGGCTTTTTGATCCTAAAACTAGGAAAGTCACAGGCAAACCAGAATGCACTGGTCACCCTAG 
CAGAAAGTGTGCTATGGACTAAGTTTAGACCAGTGGGAGATGAGTGGAATTAACATGTGAAACTTCCAGG 
GCATCCCCTTAAAGACAAATTAGCTTTTGCTGAAATTTCTTTTCCCCACTTCCTGCTGCTACTACAACTG 
GCTATTGTAAGAACCATCTTGCACCTAGAGATGGAAGCCATGTATTGAGGATGGCAGTGCTGAACACCAG 
CCTGGATCTCTGGATGGCCTTGGGAGGCAAAATGCTCTCTCTAAGCCAGGATGCCTAACTACCTTTGAAC 
TATTATTTGAGAGAAAGACATACTTGTGTCTTATTAAGCCACTATATTTTGGGTCTCTTCTTTAGAGTAG 
TTTAATCCATACTCTAACTGATACTTGAACTTACTTTGAAAAGTATTTAAGATTCTATAGCACATTTAAT 
GCCACATTTCTGTTATTAGTAGATATTTTTCCTTAAAAACCATGCATGTGGCAGTATTTTCAATTTCCTT 
TTTGCATTTTTCTGCTTTTTACCCTTGGGCTCTTCTTTGGAATTAGTGGGAGATGATAATTTTCTTGTCT 
ATTTGGTAAAGTGATGGCCTGACTTACTTGTTTTAGATAAGACTTATTAGGAAGGCAGTGAATCTAAAAA 
TTACGTACATGAATAGAAATAAATGTTCTGAATATTTACAATGTGTCCACACTTCTATTTAAGGAGTATA 
CATACTTACATATGACACAAACTAAAATAAATACAAGGATGTTTGGGAAAAGCACGCTGCCAAACCCCTT 
GGTGAAAGCTTACCCTCGGTCTGTCTTTCAACCCAAGAGTTGATGTCCTTTCTGATTTGATCAGAAGCTT 
CCACAAAGTTAACAGGCTGAGGTTCTGCACCAAAATATGTTTTCATGTCTTCTAAATATTTCTGAAAGAC 
ATAGATAAAAATCCCCTTTTGTAGAGTTTGTTCAAAATTGAGAAATCAAATCTATTTAGATTATCAAAAG 
AACTAGGTAGGCGGGCAATTGCACACTCCCACACCATCACTCCATCCTCTCTTTCCTGACTCCCAGTTTT 
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GGTCAAAAACTAAACACCTCACTCTTCAAACTTAGCAGGGCACTGGCTAGCTATGCAGAGCTCCAGCTGT 
GGAAGGAAGTACGGATGCCCACATTTTTGGGGCTTCCACATCCTCTTCCTTTCTATTTTTATCCATGCCT 
TGAAATGAGGCTAGAATGGAAAGGGACTACAAATAACAAGAGTGACCCCAGTGGCCAAGAGGTACTGGGC 
ATTGTACTTGACTTTTTATGGTAGGTATGAAACCAAAGTGAGGCTTGTGATACTGGTAGCTTCCTTCTGT 
GGATTCTAAACAACAAGAATCTTGTGGAGGACCCTTGAAGAAAATGATATCCTGCCATGAAAATGGATTT 
CTAAGCAGAGTTGAATGTTATATTAGGCATTCTGAGGCAAAAAAAAAAAAAATGAGGCCTTCACCTCCTC 
CTGGTCCTCTGATGTTCACCCAGTGGCAGTCATCACATGTAGGCTATGACTGAGTTTGCTGTTATGGAGG 
CATCTGCCTTGGGAACACAATTTATTCTTCAAGACATTGTAGTATTCCTTCAATTTGCTTACTTTATGCA 
GGGCTTGTAGGAGAAAAAGTGATGAGTTAATTCTGTTGCCAGGAAGTGGCTTGAAGATTATGAAGTCTAA 
ATTCTGTGGAATTTAAAATCTAATAAAAGGAAAACTTAAATATTTTTGAGGGACCACTGCCTGTCTTAAT 
TCAGGGCTTGTGGACATATAAAAATATGTTTGTCTCTATCTCTGTGTCCCTCTTGTTTCTAAGTGCCCAC 
TGAGTCAATCATGTCTCCTACTTCTGCATCAAACGAGAGTCCATGAGCCTACAAGAAAGGAAACTGTCTT 
TAAGATTCCATTTGGATGATTTTATGTCTTTAGTAATAACAAAGCTCAATTCCTGAACTCCCCAGAATTC 
ACTAGATTTGAACAGAGATAGCATTGCTTGAAATCACAAGGTAGCTTTATTTTATCTTATTGCTATTCTT 
CTACCCTATCTAATTTCCTTGCTCTTTGCCCACTGGACACACGGGTCCTCCTGCCCAAAGAGATGTTGGA 
CAATGAAGGAAATTATTGACCTGGGTTGTCATGTGACCCTCTTAACAGAGGACAGAGTCATCATGGTCTG 
CATTGGTGGGGTTTCAACCCTTAGTAAAGAGGAGAGGTTGATATTATTTCATGTTTCATGTTCCCAAAGT 
CTGTAAAGTCTTGATGTGAAAACTCCTCACTTCTCTCATCCCAAGGTCAGTTTTGCTCTCAAGTAGACAG 
TCTCCAGCCAAGTCTCCATATGTATTTGTAGGCCATTCTCAGGGGCTACCTCTTTATTCTAGACAGAAAT 
ATCTGATTCCTAGATCTGATTTGAGACCTGTTATTGGTTTCCTTTACCACTAGACACTCATTGGTTGGTC 
TAATTGATTGTTTGCAGGGAAGTACTGACCACATGAAGATTGTCCCTGGATCCCTAAAGAAATATACAGA 
GTTTACTGATTGGTCTCACATTGCTCTTTCTTTTCCATTAGCTTAAAATAAGACATTTGCACTTACATTG 
TGAAATGCATACGTTTTCTCTCCATATATCGCATTGGCTGTTTTAAGTAAGTAGTCATCGTTGGGCTTGA 
GGATTTCTGAGATAAGTGTTTGGAAATCAGAGTGTATTTCTTCCGAGTTGCTCAAGTTGAATTCCTTTAA 
AAGAGAAGGAACTAGTCAAATAAAATGTTGAACAAGAGTTACGTACATGTTAGCAAACTAAAGCTAAATA 
AAATTATTTGGGGAATTGCAAACAAAAGTTGAAAATGTTCCTAAAGTGGATAAAAATGTTTTCTTTAGTG 
TTAGTGCAAAAGAATGAAATGTTATTGAGGCCATAATTTTCTTCACATTTAGTTTGCAAAAGCAGGCAAG 
GAAAAGTTTGAAACTAGAGAAATTTTTAGAGAGATTAAAAGGGCGTGGGGACAAGAGATCTTTCAAAAGG 
TGTAGATATTTTGTATTCCAAAAAAAGTTTCTGTAACTTTAATATATGTTTCTAAGAAAAATTACCTGCT 
AAAAGTTGCTTCAGTTATCACTAAAATACATGTGCTAAAAGTACTTTTTCCTTAATTATGAAATATATAT 
TAAAGGATAAGATATACCATTTTCCTTTTTTTTTCACTTTCAGGGTCACATTTGACTCCCTGGTCTCTGT 
TAAATTGAAGCACCTGTAATTTCAATAAAAATACAAATGAATAGACTGCAGAGAAGTAATTATATAAATC 
ATACATCATCTGTAAATACAAGTCAGTCATTCCTATAATTGCAGAACATATAATTAGTTAAACAAAGGGG 
CTCTGACTTGACTTAATGTGTGTAATAAAATAAGTCAAGAACTGCTCTTAAATAAATTTTCTAAAGTCGA 
ATTTAAGTTGCTAGTCTCTTTATTTTCCTATGTTTTGTAACTAGAATGATGTTAGGAAAACCTTGAGGTA 
AAATTCTCTTATTTTCCGTATTTCCTTTTTACTCATGGTTGTTTTAAGAAGAATGCTAGGTGTCCAACTG 
AGACCATCATTTAGACAGTTTAGGTAAT^AGCCATAATTATGTGGAAAATTAAGGAATTTTAGTTGTTTTT 
TTTCTAGTTAAATGCTCAGTTCCTATTGTCTACCACCACTTGACATATTTAGGCGCAATGTTTGTGTTTA 
CCCCAGCATTTCACTGGAAAGTTAACAGGAAAGATGTAGATACTCTTCTTTCCTTGGAATTGTACAACAA 
TAGAACAGAAGGCAATACTTTTATCTGCCAAGTCCTGGACCCGGCTGACAATAAGAAATACGGTATACTG 
CTTCAACGGTTGCATTGACCCATGTTAACAGAACAAGGGCCACCTGCCATACATAAAGGGGTGCACAGTT 
AATTCATGAGGCCCATTTGCAACTAAAAGTGTTAACATCCGAAACAAGGACAAGCAACACCCAGCAATAT 
ATTTATATGAAATAGATTCACATTGGAATCCACTTAAGATTGTCTATCACATTAATGATTAAGACTTTTG 
AGCTAATGAACCTGTCATTAACAAGTTGTGAACAAGGATTTTGTTGTTGCTGTTGTTGTTTTTAAACCAC 
CTGATATCTTGTGAACTACAAGAGTAAGGATGTTATCCCAAGTCCAGACTAATATAGCATGTGTTCTGCC 
CACTTCCCTCAGAATTACCAACCGTGTTCATATCCATACTTTCTGAGGAAGTCACCTTCTTGGGTGAAAA 
TTCTGTCATTTGGCCTTTTGGTTTTGCAAGATTTAGGGCCGAGTTTACTCCTTCTGTTTTTTTTTTTTTT 
TATTTAAAATCACATTTATATATACATATTGTTGCATATATATATGTATTCATATATATTTTTACACACA 
CATATGGCTATTTTGCTATCTATGACTACATATATATATTTACATACGCACAATGTTTTGAGGATGCTTA 
TTGCAAAAATAGTTCTGTATATAATAGTATTATATTGTTATTGTAATGATCTTAATGGGCTCCTTAGATT 
CATTCAGATAACCAGGGACTAAACAAAGAGAGAATCAAACAAAGCATGAGAAACAGAATTCTTTTATTTT 
TCTTTTTTGTGTCTTCAAGAAAATCCTTATGTGATTATAAAGATGCTGAATAATTCTATTATTTAAAGTT 
TGACCAATTACTTTTTGAAATAATATCATCAAAATAAAATTGGTTTTGGTGTTGAACAAAAATTGATAAC 
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CTTATCCTTTCTCCATTTTATTTTGCTAAAGGACACAGGTTCTCAAATGGTTTTCCTAGCAACAGTTTGC 
AAATTGATTCTCTTTACCAAGATTTGTTTTATGGTATAGAATGTTTTT^ATGTATGTCTTGTTTTAGAGAA 
TGTTATTGTGAAATGTAAATTATTGAGTTGTCAAGAGAAAACTGAAGTTAAAAGGCAATGAAAGCACTTA 
GCTTACAAGAAACAGAAGATAGTTGACCTTTTCCACTCACCTGGGCCATTTGGGCTGCAGTGGTACCTTT 
GGCGCCCAAATACACTATGGTC^GGAAGTTGAGATGCTCCAGGAAGAAAAGAAGATATTTTTACCCTGA 
GCAGATTCAGCTAGCTTTTTGCTCAACTCCAGGGCAAACTGGTTGATTGATGTTGCTAGAGAGTCCATTG 
AGGAAACCTAAGAAAAATAAAGCAAAAATTAGAGAGCATATTAATATTTATTTCCACTTCACCTTTGAAA 
AAATATGTATTCATAGTTGCATACATATCCATATACATTGTCATATGAGCTGAATAGACTTTAGCAAAAT 
TCTAGTCCAATAATAGTATTTTATATATTAAAACACTGAAGTTTAGAGAATTTACGGGAATTGCCTCAAA 
TTTTAGTGCTAATGTGCATTAGAGAATAAATGGATGCTGGTCAGTTAAAAGCTGAGTCCCATAACATAGT 
TTTTGCCACTCTCTTGACATTTTTCACACCACCAGTTTTGTTTCCATGTGTTTGTATCTAGTTTTTCCAA 
CTCCAGCATAAGCTTATTGAGAGCAAAATATTCTTTTTATGCTGCTTCGTGCACCCAACAGCACCTAGCT 
AAGGATTTTGCACAAAATGGGTGCTTGTAAATATTTATTACTCATTTACGATATTCACGGTTTGGGCTGT 
AACTACCATTTTTAATTTATGCAAACATGGAATCATGCACT^ACTAATTGGAAAATGCTTGTAGAGAAATT 
GAGAAGTTAAGACTGTTTGTCTTTATTCTCACTCATTTGAGACCCTCTGAAACTAGTCTTCTGGAACAAG 
AGTACTCAGTTTTCCTCATCTTTTTTGATATTATACTCAACATCTAAATGTCATCTCTAATGGAAGCAAC 
CAJ\ACAGCTGGCCAGCCTACCACACCTGCATGTACCTGGCCTGAAAATGACAGGTGCCCCAATCCACAGC 
AAATGTGCACCACCACCACTCCATCACAAACACTCACAGCTTGGACCACTGAGGCAACTGCAGACATTAT 
TGATGAAGACTACAACTGAGGAAACTGCATGGATATTATGCTACCAAGTCCACCCTAAACCAAAGCCAAT 
ATACCATACCCAAGCAATACCATAATATTTTAATTTAAAAGCCTTTTAAAACTAGGTTTCTATAGTTAAT 
TCCATCTATTTTGATTTTATGGCAAAATAATTTCTCGAATAAGTTAAACGATTTAACCAAGTGCTAAGGG 
AATCTGTTACTGCTAGACCAGCCTTACAAGAAATCCTTAAGGAAGTTTTAAAAATGGAAACAAAAGAATG 
ATACCTGTTACTTAAGTACGTAGCACACACACTTTATAAAGCAACCACACAATAGAAACCACAAAGCAAC 
CAGCTAATAACTTCGCAATAGGATCAACACCTCACATATCAATATTAACCTTGAATGTAAATGGGCTAAA 
CACCATATTTAAAAAGCACAGAGTGGCAAGTTGGATTAAAAAACAAGACCCATTAATGTGCTGTCTTTAA 
GAGACCCATTTCACATGTAATAACACCCATAGGCTTAAACTAAGTGGTTGGAGGAAGGGCTATCACACAA 
ATTGAAAACAAAATAGAGCAGTGGGTGCTATTCTTATATCAGATACAACAGGCTTTAAGCCAACAAAAGT 
AAAAAGTGACAAAGAAGGGTATTATATAATGGCAAAAGGTTCAATTCAACAAGAAGACTTAACTATACTA 
AACGTATATGCACCCAACATTGGAGCACTCAGATTCATAAGACAAGTACTCTTCAACCTACAAAAAGACT 
TAGACAGACACACAACAATAGTGGGGGACTTTAACACCCCATTGACAGCATTAGACAGATCATTGAGGGA 
GAAAACTAACAAAGAAAAACTTGACCAATTGAACTTATTAATAAACATCTACAGAATACTCCAGCCATCA 
ACCACAAAATATACATTCTTCTCATCTGCACGCGGAATATACTCCAAGATTGATTACATGCTCAGCCATA 
AAGCAAGTCTCAACAAATTTTTAAAAACTGAAATTGTACCAACTATACTCTCAGACCACAGTGCAATAAA 
AATAGAAATCAATGCCAAGAAGATTTCTCAAAACCACAGAATTACTTGGAAATTAAACAACGTGCTACTG 
AATGACTTTTTGGTAAACAATGAAATTACCGCAGAAATCAACGTCTTTGAAATAGACACAGAGACATAAC 
ATACCAAAGTCTCTAAGATGCAGCGAAAAGCAGTGTTAGGAGGAAAGTTTATAGCACTAAATGCCTACCT 
TAAAAAGTTAGAAATATTTCATATTAACTATCGAACATCAGACCTAGACGAACTAGAGAAACAAGAACAA 
ACTAATGCTAAAACTTCCAAAAGAAAAAAACATAAGTAAAATCAGCAAAACTGAATGAAATCGAGACCCA 
AAAATCCATACAAAGAATCAACAAAACCAAAAGTTGGTTTTTTGAAAGTATAAACATGATTGATAGACTG 
CAGGCTAGATTAACAAAGAAAAAAAGAGGAGATATAAATAAGCACAATC^ 

ACAACTGATCCTGGAGAAATACAAATGATCCTCAGAGACTACTATGACTACCTCTATGCACACAAACTAG 
ATAATCTAGAGAAAATGAATAAATTCCTGAAAACACACAACCTCTCAAGATTAAATTAGGAAAATATTGA 
GACCATGAACAGATCAATATCATGTTTCAAAATTGAATCAATTATAAAATCCTACCAACCAAAAAACGCC 
CTGGAACAAGTAGATTCACAGCTGAATTCTACCAGATGTACAAAGACAAGCTGGCATCAATGCTGATGAA 
ATAATTTCAAAAAATTAAAGAGGAGGGACTCCTCTCTAACTCATTCTACAAAGCCAGCATCATCCTGATA 
CCAAAACCTGGAAAAAACACAATAGAAGAAGAAACCTATAGGCAAATATCTCTGATGAGCATAGATGCAA 
AAATGCTCAATAAAATCCTAGCAAGCTGAATCCAGCAGCATATCAAAAAGTTAATTTACCACCATCAAGT 
AGGCTTTGTTCCTGGAGTACTATATTGGTTCAACATACAGAAGTCAGTAAATGTGATTTACCACACAATT 
AAAAACAAAAAACATCTGATCATCTCAATAGAGGTGGAGAAAGCTTTCAATAAAATCCAATATCCATTCA 
TGATAAAAACCCTCAACAGACTAGGTGTTGAAGGAATATACCTCAAAATAATAAGAGCTATCTGTAACAA 
ACCCACAGCCAATATCATACTGAATAGGCAAAAGCTGGAAGCATTCCCCTTGAGAACTGGAACAAGACAA 
GAATGCCTACTCTTTACCACTCCTATTCAACATAGTACTAGAAGTCCTGGCCAGAGCAATGAGACAAGAG 
AAAGACATAAAAGGCACCCAAATAGGAAAAGAAGAAGTCAAACTATCTCTCTTCATTGACTATATAATTC 
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TATACTTACAAAACCCTAAAGACTCCACCAAAAGCCTCCTGGAACCGAAAAATGGCTTCAGTAAAGCTTC 

AGAACACAAAATCGACGTACAAAAATCAGTACCATTTCTATATACCAATAACATTCAAACAGGGAGCCAA 

CTCAAGACTAC^ATTCCATTTATGATAGCCAAAAAATAAAATAAAATAAAATACCCAGGAATACACCTGA 

TGAAGAAATTGAAAGATCTCTACAAAGTGAGGTAAAAAAAAACACTGCTAAAAATCATAAATAATACAAA 

CAAATGGAAAAACATTCCATGCTCATGGACAGGAAACATCAGTATTGTTAAAATGGCCATACTGCCGAAG 

GCAAACCTCGGATGGAATGCTATTTCCATCAAACTACCAACGTCATTTTTCACAGAATTGGAAAAACTAT 

TCTAAATTTCATATGGAACAAGAAAAGAGCCCCAATATCCAAAGCAACCCTAAGCAAAAAGAACAAACCT 

GGAAGCATC^CTTTACCCAACTTCAAACTACACTATAAGCCTGCAGTAACCAAAACAGCCTGGTGCTGGC 

ACAAAAACAGACACATAGGCCAATGGAACAGAATAGAGAACTTAGAAATAAAGCTGCACACCTACAGACA 

TCTAACCTTTACCAAAGTAAACAAAAACAAGCAATTGGGAAAGGACTCTATTCAATAAATGATGCTGGGA 

TAGCTGGTTAACCATATCCAGAAAAATGAAAGTAGACCCTACTTTTCAACATGTACAAAAATTAACTA^ 

GATAGACTAAAGACTTGAATGTAAGATCTCAGACTATCAGAATCCTAGAAAAAAAAAAATCCAGGAAACG 

CCATTCTGGATATCAGTGTTGGGGGAAGTATTCATGACTAAGTCTTCAAAAGCAATTGCAACAAAAAACA 

AAGTGAGACCTAATTAAACTGAAGAGCTTCTGCACAGCAAAAGAAACTATCAACAGAGTAAACAGACAAC 

TACAGAATGGAAGAAAATATTTGCAAACTATTCCACTGACAAAAGTTTAATATCCATTATGTACAAGGAA 

CTTAATTCAACAAGCAAAAAACAACCCCATTAAAAAATGCCAAAGGAC7VTGAACAGACACTTCTCAAAAG 

AAGACATACAAGTGGGCAACAAACATGAAAAAATGCTCAACATCATTAATCATTAGAGAAATGCAAGTCC 

AAACCATAATGAATACTACCTTGTATATGTCAGAATGGCTATTATTAAGAAGTCAAAAAACAAGAGATGC 

TGATGACGCTGTGGAGAAAAGGGTACACTGTTGATGGAAATGTAAATTAGATCAGCTACTATGGAAAGCA 

GATTGGAGATTTCCCAAGGAAGTTAGAACTACCCTTCAACCCAGC7UVTCCCATTACTGGGTATACATTCA 

AAAGAAAATAAATCATTCTACCAAAGAGACACACACACACACACACACAAGTGTTCATCACAGCACTATT 

CACAATAGCAAAGACATGAAATCAACCTAGGTGCCTATCAGTGTTGGATTGGATAAGGAATACCTGGTAC 

ATACACACCATGGAATACTATGCAACCGAAAGAAGGAATTAAATCATGTCTCTTGCTGCAACATGGATGC 

ACTAGAGGCTGTTATCCTAAGCAAATTATGACAGGAACAAAATACCACATGTTCTCATTTATAAGTGGGA 

CATAAGCATTGGGTACTCATAGACTTAAAGATGGCAAAAATAGACACTGGGGACTACTAGAATGGGGAGG 

CAGAGAATGGAGAAAAGATTGAAAAACTAACTATTGGGTACTATGCTCACTACCTAGGTGATGGACTCAA 

TCAAACCTCAACCTCAGCATCACACATTATACCCTTCTAACAAACCTGCATATGTACCCTCTGAGTCAAA 

AGTAAAAACTGAAATTATTTAAAAAATAAAATAATTCAAATTCTTATACCTAGGAAATCTCATTAATGCC 

AAAGTTGTGTAGAGTTAGGTCTTGCATGAACGTCACCTGGCCTTCTGAGAAACCTAGAATGAGAGCTTTG 

GAAAACGTCAGGAATTCTCTATACTCAAATAACTTAATCATGAGAGAGGCATGTGTAGACAAAGTTTTGG 

TTTCATCATAACTTGGAGTTAATAGTGATACTGTGGGAATCCCCCCTAGCCATAAACTTACACTTAACCA 

AACAGCTTCCCCACCTCTAAATCATGCCCTAGGTGTGGCTCCTGTCTACTCCAAAAGCTTATGATAATCC 

CAGGCTGACATTATTTGATTAAATAGAAAACAAAAAAGACTGTAGATCTGTAGTAATTCTACACTCTCAT 

AAAATATTGAATATTTGCCTGTGACTTTCTTCCTCAACAGATCAAATGCCATCTTCAAAATAACTCTGTA 

TTTCCTTTAAGGCTCTTACTCATTCAAATAACATTTTGTTACCTGCATACAGTATATATCAAGCTTTGTA 

TTTTTAAAACTCATGAATTAAATTTACACGGAAAATGTTTGGTTTTTGGCCAAACCACACTCTTCATGAA 

ATGGGGAGAAAGTACCATTTCAGAGGCTGGGGTTTTTCTACCTCAGTGTATGGTTATTCCAGTGTTTATT 

TACTTGTAACATGTTCCTGAAAACAATAATTCTCTATTATAAAAGCTAATTTCTCATGTAAGCTTAATAT 

TTAGTTGTACTCATCTTCATTAATTCCCTTATTAATATC7VTTATTTGTATATCAGATGTTACCCAGAACA 

TACAAGAGAAACAATTCTTTATTTTCTTTTTTTAAAGAAATCTAATGAAGTACTAAGCCATCCATTAGTG 

ATATTTAACCCAACAATGAAAAATACTTTCTGAAGGGTGTAGAATTGTGAGGTGAAATTTTACAGGAAAT ( 

AATTATTCCATACAAATGTTGGACAATTATATTTTCAGAGAAGACTGCAAATGTGTAGGTCAGAAGTCTA 

CCAGGTTATTTTCAAAATTAATTGCTCTTTTGCAGTTTTCAAGAGCTATAAACTGATCATCTATGAGCTT 

AACCTGTAGACAGGCTCAGAGGAGAAGCCAAAGAGAATTAAGAAAGCAAGAAAAGGATAGTGTCATTCAT 

CAAAATGTCTCATCATAGACATTTCATCATCGCATGCCCCTAGCACATCAGTGTTGGAAAGACCCTTAGA 

ATCTCCCTAACCCAGCTCCCCCATTTTGTCTGCTAAGAAACTGAAGCTGAGAGAGGTTGATTGAGCAAAG 

GATGCACAGCAGAGTCAAAACTGCAACTGTGTTATCTTGACTGTGAATACAGTTG 
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Characteristic 


Cases 


Controls 




N=352 


N=4!8 


Gender (% male) 


246 (70%) 


182(44%) 


' NIDDM (%) 


36(10%) 


10(2%) 


Hypertension (%) 


154 (44%) 


53 (13%) 


BMI (kg/m 2 ); mean ± SD 


29.4± 5.7 


26.8±6.2 


(range) 


(16-61) 


(15-58) 


Current age; mean ± SD 


48.1± 7.3 


43.0± 14.3 


(range) 


(29-74) 


(20-70) 


Age at diagnosis; mean ± SD 


39.3± 4.9 


N/A 


(range) 


(22-51) 




Qualifying event 






Angiography 


54(15%) 


N/A 


CABG 


53 (15%) 




Ml 


190(54%) 




PTCA 


42 (12%) 




Other 


13(4%) 





All variables differed significantly (P<.000l) between cases and controls 
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SEQUENCE LISTING 

<110> Vitivity, Inc., et al. 

<120> DIAGNOSIS AND TREATMENT FOR VASCULAR DISEASE 

<130> MMI-001PC 

<150> US 10/017,128 
<151> 2001-12-14 

<150> US 60/306,941 
<151> 2001-07-20 

<150> US 60/315,572 
<151> 2001-08-28 

<150> US 60/327/488 
<151> 2001-10-05 

<160> 6 

<170> FastSEQ for Windows Version 4.0 

<210> 1 
<211> 146547 
<212> DNA 

<213> Homo sapiens 
<400> 1 

gatcttcaaa ggttggggtt tgatagtgcc ttgaataatt tttaacttta tattgccagc 60 

ggaagaagca ttctcttttt agatttaaaa aatgtagata caaatattag gggttttatt 120 

tttagtgaaa catttcaaac atacaggaat agataattat gtaatgaaca ctcgtatgtc 180 

caccatctgg ctttgtaaaa tcttaaaatt atgtcttatg. tgctcaattg ttttatttca 240 

taaaagatac tgataaacat agctgaagtc acttgtatac cattcacctt cttccctgta 300 

gattactatg aactcggtct ttttattctc atacatattt tttgtatttt tgcagtatat 360 

ttatgtgttc ataaacaata tgtaatttta caatatgtaa cacactagta acatactaat 420 

ttaaaacttg tttttagttt acaatatgtt gtaaactatt gtaagctaaa gacatattgt 480 

acaacctatt gtaaaataaa aacaggtttt agttttaaat taggtatgtt actgggatca 540 

ttctgcaact tgtttattcc tctccagctt tgattttgtg gttttattat cttaacctac 600 

acttttaatt aatccatttt atttgttaca tggtattcta ttatatcata aaaacttatc 660 

tattctgttg gtttttgttg ttggtcattt gagaccatgt cttcgctctg tcacccaggc 720 

tggagtacag tggcgtgatc ttggctcact gtgacctctg cctcccggat tcaagtggtt 780 

ttggtgcctc agcctcctga gtagctggga ttataggcgt gtgccaccat gcccagctaa 840 

tttttgtatt tttaatagag acgggatttc accatgttgg ccaggctggt cttgaactga 900 

cctcaagtga tctgctcacc tcagctgcac aaagtgctgg gattacaggt gttagccacc 960 

ataccctgcc tctattctct tgttaagagg catttagcat ggttatacag tctcttgccc 1020 

tcataaacag tgctggaaga aacacatgtt tcttgtgtat atgaatgaaa atttgtttta 1080 

tacattagat atttccaaat tgttctctta agtacttcag tttacatcat tactctcctc 1140 

ctccctcccc tcccaccccc acccacaaca gtattcctct ttttccatat ccttgctaat 1200 

gtttctaaag ttttgctttt tacatttggg tcttagatcc actagaatgt atttttgcat 1260 

tgggatgaag ttgaaaccta atatattttc caaatgagta aactgttgtc acagaactat 1320 

ttagttgtat tacctcctct cttgtatatc agatatatct acatatatgt cagactgttt 1380 

ctgggctgtc tgtcctcttt aattagttcg tgtatctgtt tctgcatcag tagcatactg 14 40 

tcttaactac tgtagcttta taaagtctat tgagtaggac aagtttgttt cattcttcaa 1500 

aattgctttg gctattcttg gccctctgct gtttcatatt aactttcaga taaacttgtc 1560 

aaattctaat gaaaactgtt gataaacttg ttgattaaca aattctaata aaaactgttg 1620 

agatttttat tggaattgca atacatttat agattaacgg agaaagatat tgacaataca 1680 

attgagtttc caattcacga acatgttata cctctccatt aattcatgtc ttttgaatgt 1740 
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atccaccaat atggttttgt aattttcttc 
ttttaagtga tcttatagtt tttattgcta 
ctgttggtta ttcctgaagt ggtaatgctt 
cagcagatac aagaggtgct cagagttgtt 
gtctgtcatt tggggtttct atgtagataa 
ttcagttcat atatttcata tttctttaag 
cataaaaccc taaccctttc cctagtcaac 
ctatactcag tgtttcttgt atctcatacc 
ccctttaatg tttctttagt gaagacccaa 
aaaatttctt tattttcatc ttaattcata 
ttatagggaa gattctggtt tcactatgct 
agacttttaa tctgaggact aatgtatttt 
ccataacttc tagaccattc cttttgtact 
gacacttttc aatctagaca tcttttttaa 
gtctgatttt ttaagttcag gggaatattt 
aattcactaa ttctaattat atttaatcta 
taccactttt tgttttcaaa atttctaatt 
ataatttcat gttctttcta gattttacat 
aaagtctttg taagattgtt ctataaaatg 
tgttggcagt ttttctgagc cattttcctt 
ttttaactgg gaggtgtttt ttgcttatgt 
tctctgttca ttactttttg tcttggaggg 
taaggcccct gacttcaagt ccccccttct 
cagcctccca aagtgctggg taggcgtgag 
gctacatatt tggagcaaac ataattaaag 
cagatatgtt tttgtaatag aatgttgaag 
ggctttaggt cggctatatg ggaagctgcc 
ctcagcctcc agagatgtct cctattctaa 
ttttacttac ttaattccct cacataatag 
aagaaatgta gcacaagcat gatgtgaact 
gaatcattca ggggtaaaaa gcacaaagtt 
tatcctgtct ttgccccctt tctggaaact 
gttacactac ttctagcctc aaaggtcatt 
aacacttgct ctaggtactg aaaaggttgt 
tcccagtttg tttttgcttt tccccccagg 
atttccattc tttctctccc actctgtgcc 
aatgacagct agccttctgg aacctgcagt 
cccaggagtt tcttatcctg cataatctag 
cactgctaag tacaatccac tgccaagttt 
aaagtagccc ttagtaaaat tcaggttttt 
ttatcatcat gatttttctt tcaaatgcag 
cgtattgcgt ttagtcctgt taaaatactc 
tctctttaga gtctagaatt ctgtggggtt 
atgtaaccac ctagggatta aagggctaaa 
cttgggaagc tctcattttg gtgagttcta 
aatatatata tattctgagc ctggcatctt 
ttattagtaa gactaacata gacctaagtg 
atatcatggt tgaatatgac cttagagtag 
gaaacaattg actaaatgga cttcattaaa 
gctaaaataa atacagaatt tacagactaa 
agggcttata tccagactat acaaagaatt 
cccatccgca taataaaaag agcaaaagac 
ggaatggtca ataaataagc aaatgaaaga 
gaagatttaa ccacagggag atacgaattc 
taaaaacatt tatccatgaa aaaacttgta 
aagagtgcaa aactggaaac atcccagaat 
atactatatt tatcagcagt taagaaggga 
tcttaaaaac atggttaagg gccaggtgcg 
gggaggccaa ggcgggtgga tcacttcagg 



ataaaggttt tacatttaaa aaattcttat 1800 
atgtgaatga gatttttttc cattatgttt 1860 
ataattttgg ggtgttggtc ttgtatctgg 1920 
cagggttgct gaactcttag ttctaaaagt 1980 
tttaattatc tataaaaaca gttcttcatt 2040 
ttttaatttt tatttttaaa cacaattatc 2100 
agcagtcaca gccaaatgtt ttattaattg 2160 
ttctggggtt tcttgtcttg ttgaaataca 2220 
cagtggcact cactcacctt tgtttacctg 2280 
gtctgtcttt tctccagtca aggaagtgtc 2340 
gtatccaggg atatatatgt atttatagat 2400 
atcctacagt attaccaatc attatttctt 2460 
tcttttttag agtcctatta gatgagtgtt 2520 
actatatttt catactcttt gtctctttag 2580 
cattttgggt gagttgtagc actcacttcc 2640 
caagttattc catctataat ttatttcaat 2700 
ttatatctga ttttgtttca tttttgtttt 2760 
ctttttatgc atactaaaca tactcacttg 2820 
ttacctgaag tgaattcatg tgctaattac 2880 
gtgtcttttg aaatttctgt ttgtaagccc 2940 
actgttctct tttctttccc ttcttctcct 3000 
agtctcttag cccagctcag cccaagctaa 3060 
tgcatggagc aagaagtgat cctcctgtct 3120 
ccaccacatc cagcctagag cacttacatt 3180 
tatgacttac tgtgacccag cagtcaataa 3240 
ggtggtaact ggtggtttta cttcatggag 3300 
atcatgatgc ttttgttcta cacatttctg 3360 
gagtcgtctt tgtttactct tgtgtctata 3420 
tgtatcattg tatcccatct gtgctctatc 3480 
atgaattttc gacaatttaa aaaattaaag 3540 
gtagaacagc tgaagtgtgt tctttttatg 3600 
tggattggcc tacttgcagt cactgtcaca 3660 
gaaaggattg ggatttttga gaaccacaat 3720 
cctgaactca ttcatatctt tttatgttca 3780 
attttgatta cacagacatc ttgcaagcat 3840 
tggtgcccgt aggatctgaa atagcattgg 3900 
ttcaaccaaa gaaactctga ttccagataa 3960 
gagtttacaa aaaggctgct tatgggtact 4020 
ggaagcatta cctgctctca caacccaggg 4080 
tcaaaccagc cttaacctta caaacagaat 4140 
tacagcaaac tttaggatca atgttgacat 4200 
tcagtgccaa atacacactt ctgccttttt 4260 
ccaaaaatgt atgtgcttac aaccttttat 4 320 
tgtgaaggaa agtatcttta caatattcat 4380 
ttagagaaaa taagacacaa gctcattaaa 4440 
ggtataaaat tcaaaacgtt ttaaatctat 4500 
tgaagactaa aatattaaag cttgtaggtg 4560 
attccttagg acagaaaaac accaacaaga 4 620 
attaaaaatt tatgttcaac aaaagacact 4 680 
aagaaaatat ttgcaacatg tttatctgaa 4740 
cctgtagctc cataataaaa aaacagacat 4 800 
ttgaacatat actatacaaa agaagataca 4 860 
gtgctcgaca tcactaatta tcagtggagt 4920 
cagttctagg tatttttacc tcaagtgaaa 4 980 
caagaatgtt catagcagtg ctctattcat 5040 
agataacaca ttatggtata gtcatagaat 5100 
actacttatg tattcaacaa catggatgaa 5160 
gttggtgcat gcctgtaatc caagcactct 5220 
tcaggagttc gagaccagcc tggccaacat 5280 
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ggcgaaacac cgtctctaca aaaaaataca 
atctcagcta ttcaggaggc tgagacatgg 
cactgagccg agattgcatc actgtactcc 
gagggaaaaa aaaaagttaa aaaggcagac 
tataatctag actaggcaaa atttatccat 
gttgcttggt ggaaattgac tgagaaggga 
ctcttcccca ttacaaacgt ctgagaaagt 
cacccccaac tttgtaatct tgaatccaga 
ggatagcagc tatattagag agacaatata 
aagaatgtca tctacaatca gttaaattag 
ttagggaaag aggagaggtg gtcaaaggca 
agatggtttt gtgagacctt gcctggaaga 
gtcaagaaag cttgttcagg gcattgaaca 
agccatctcc tgctggatct aagcggggtg 
ttgagagaat cctagatcct tggtgcagaa 
tggtagtatc ctgtgaatga cgtgcgggtt 
ctaccttaca ttccagtggt gtgactaagg 
gagacaggct ttggtagtcc atgtgcacta 
gggtactcta ctgttgaagg tgagcctttt 
cagttgtcat ggagatttac tactgacttg 
cttattcacc ctgttaaatg tcaaaatgta 
aactactaaa tcacccaccc atgatagcag 
gtgcataaca ctggtacaca tgatgtgaga 
agcttttaat ttctgagtac ttttaggatt 
tctcatgctt ctgcacaccc agaaggctgg 
tttttttttt ttgatagggt catgctctgt 
cacaggtctt atgtctcaag gaccacgggt 
gggcagaaat cactaccact ttcctttgtt 
tggattctta aattccttct ctatgtttat 
taattccctg cttctggatt tcttgaattt 
cttgcttgtg agtctatttt cattcagctt 
gattcagttt tcacatggtt ttagtaaccc 
ttccaccaaa agctcttatt tttttaaagg 
atcaagaaat gcttttaaat gcagaagtta 
gaagtcattg tgtccttagt aattacatgt 
tccaccacac tgtaatttaa tggaattcac 
aaactgctat tgggtcacag agttggcagc 
tgattatgtg ctttgtgttg acagaagtta 
caggaacata aacattttag agaattagag 
agtcagttgt gcttggcagt gagatgggac 
aaactctctc ttcagtacta ttctttttta 
tgttcaaagt cttgctttgt cacccatggt 
caacctctgc ctcctgcgtt caagcaattc 
ggattatagg cttgcgccac cttgcctggc 
cccaaagtaa tctacatttg ggtttgggtc 
cgagactgct cggcggctga aaaaatgtgt 
ctggaagtcc aaagagatga aagtccggca 
ggtgagagca tcttcccatc ggcattgtct 
tctgccccag gccctgtgcc acatactgta 
gtaaaactga atcaaaagtt gcacaaaaca 
tgatcttttt ttaactctat ttcattcctt 
ttaaataaac catgcaggta tcaccattat 
tcaatttctt ggtactcacg agaagaaaaa 
tttaacataa gttctgaatt gtctcaaaat 
gagtagcagc actccctcat ttgctgcctt 
ctatttcaga ggacagaata gaaagaaaag 
tcatagtgag tgggggagga agtaacactg 
tgatgctgtg gcttcaaaca gaattgggag 
aagggtcaaa aggctgggcg cagtggctca 



aaaattagcc gagggtggcg cacacctgta 5340 
gaatcgcttg aacctgaggg gtagaggttg 5400 
agcctggtga cagagcgaga cgctgtctca 54 60 
agaggagtct atattgtatg attctattta 5520 
gatgatagta atcagattga aggatcagtg 5580 
aatagtcatg taagaatact ggcaaatgtc 5640 
tactagaaaa cagaatccaa tttgccttct 5700 
tcctgattcc acccaaccac tctgctgaat 5760 
gtgggcctac tagttttaaa aagtcatcca 5820 
atttttaccc attactgaag tgtgattgaa 5880 
gccttctcca gtggattcct tgtcttcttg 5940 
cctaggtgga tagtttattt tctaaaagta 6000 
ctgcagggac aagcatactt cttggaggcc 6060 
gcttctgcct ccacctccat ctcagcttat 6120 
gcccagccag cctgtgaaga aaagttggtc 6180 
gggtttttct aaatctcgtt tacctgactc 6240 
aactgagcaa acgtaaccct aggggacttt 6300 
gagtgagggg aaagaggcca ctccagagtt 6360 
gtgtccaatt tttccgtgca tgtgtaagaa 6420 
tgcatgagga cagcttatat ctcacctttt 6480 
ctaagactta ggtatttttt ctgtgtcacc 6540 
gtagttactg aaactcttgt agccaaacaa 6600 
gtgcagatga .ctccttagct taactgtgta 6660 
gagaagtgga agacattctt gctctaggta 6720 
ttgcgccccc accccacccc ccgccccctt 6780 
tgcccaggct gaaaggctgg ttatcttcac 6840 
ccacgtcata gtcaggaacc aggcatgtgt 6900 
gcgggtgggg aaattaagag cagagattct 6960 
gtcatctagt ctgttttatg ctgttttatg 7020 
ttttcccctt ctcacttgtc ataattggct 7080 
ggtagcagaa gtcttcttca ctattgttta 7140 
ttcattgggt ttagaatcaa cttttaaccc 7200 
cttcccagaa acatagtttc tctcaatctc 7260 
gaaaatggtg aataattatg gctgttcctg 7320 
tgtagtcttt ggttctgctt ctttgacagc 7380 
ttagatttaa tggaattcag tcctggtaga 7440 
aaggctgtga aattgatgtg ggaatggggg 7500 
gtttttggga catcccatgt gggtttttcc 7560 
ctagaaactt tcttctggga aagccttaga 7620 
aatgtgcatt cttaacaggt taaatgtgcc 7680 
cgtttgctta aggtcaagtt cctgctcttt 7740 
ggagtgcagt ggcgtgatct tggctcactg 7800 
ttgtgtctta gcctccctat tagctagctg 7860 
tatattcaaa gtctgtcttt actacactgt 7920 
tttacagggt gagaaggact ggcagaaata 7980 
ggacaagatc cggaaccagt atcgagaaga 804 0 
gagagctgta gccctgtact tcatcgacaa 8100 
agtgttgagc ttaacaaagg gagtttctgc 8160 
tatcacaact caacatacat atatttgtat 8220 
atgcttagcc ttactgtgag cagtagattc 8280 
tagaaagttg gttataactt ataaaattgt 8340 
atagttttaa agaccacgct ctagaggaga 8400 
aaagttcatg tttttccccc agtcttgtat 84 60 
tcacactagc tttttgagtt tgattgccca 8520 
atttaatttt ttttttcctt ttctccatcc 8580 
gagcatgaat atttaacatc cctatagatt 8640 
cagaatccag agttcccagg ccatgctgac 8700 
gcttctgttt tggatgccta gaaattgcat 8760 
cgcctgtaat cccagcactt tgggaggcca 8820 
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aggcaggtgg aacacgaggt caagagacca 
actaaaaata caaaaaaaaa aaaaaaaata 
cccagctact tcggaggctg aggcaggaga 
gtgagccaaa attgcgccat tgcactctag 
aaaaaaaaaa aaaaacacag aacgaaattg 
catcttttct ttctttcctg ggcagcttgc 
agaaacagcg gacactgtgg gctgctgctc 
agagttggat ggtcaggaat atgtggtaga 
atactataac aaggtccctg ttgagaaacg 
tgttttccat tattcaacaa gcatgggttg 
gggcaccagc aaaagtgact tgagacaggc 
tcagaaggct gagacaggag gatcactgga 
gatcacacct gtgaatagcc actgtactcc 
tcatattaaa ataaataaaa ataaatgact 
ttgtgtacct ccttttagtc actgttccgc 
ttctcctata gcagtattca atggagcatg 
catatgattt aactatatct tagtatcccc 
ctttgctcag cctttctcca actcctgact 
tctgagccca tcactgaaga gggtactata 
agtattgggc ttgaaccaga gacttacagt 
cagtcctctt cttataaaga cacctcttct 
ttgctggctg tggaagtact ctggacagat 
tgaagctgat actgtgtaaa tgtaagggaa 
gtttaggacc atattataag taagtactta 
agtacttata aatgtacttt aggaccatat 
caaacaatta tgtatatata tctgtaaata 
actgtgcaaa tgatgaatgg ggtaaaatgt 
gtgttccttg tgcctttttc tttgcaagtt 
ggattttttt caagagtaat aattaggatt 
acaactattt atggagaaca agcagcccga 
tagatgaagc acacaatgtt gaagggagtc 
agggttgctg gcagatgact tgggctctcc 
tacactctct cttcctccct ctgagtccac 
tgctgcagaa caactgctaa agcactcagg 
cttccctgct cctgcagagc tttcccttca 
caaaacctgt ccctgatatc ttaataggga 
cccaccaacc tgggccaggc ttggtggctt 
aagtagggca gatcccttga ggtcaggagt 
cattatccag gtgtggtagt ccacacctgt 
ttgcatgagc ccgggaggtg gaggcagcag 
ctgggtgtca gagtgagacc ctgtcataca 
aggcatcatg taaccctgta ttctggaatt 
agggccataa acttgacaag attgtgactg 
gaaggagcag gtagtatagc tttgacctaa 
ttctgaataa gcatcttcag gatctcatgg 
acaatgcctc catcacgcta cagcagcagc 
tggccagata gggcccacac ccctactaat 
tagagtcagt tctacttttt ttccctacca 
tctagtagcg agataatgct ttgttgtata 
caccccaact tcaagattaa tttcat.ggaa 
gcctgcattt gtgttttata catatattac 
tgatgttctg ttaaattgga gagagtaaag 
aagtcctttc cttgaggttt ctgtcatttt 
gctgattttt agaatattat caccaagatc 
actattgaat ttccactgcc ctctgtaaat 
aaagccagag gtaggtatgt tgagggtcag 
tatacaaata aaaacaattt ttttggatgg 
ctaccaggcc atgtgcagtg gctcacacct 
gagaatcact tgaacccagg agttccagac 



tcctggccaa tgtggtgaaa ccccatctct 8880 
aaaattggcg tggtggcggg cgcctgtagt 8940 
atggcatgaa cccgggagac ggagcttgca 9000 
cctggcgaca gagcgagact gtctcaaaaa 9060 
tgtaaggatc atgtctcttc cattcatgct 9120 
tctgagagca ggcaatgaaa aggaggaagg 9180 
acttcgtgtg gagcacatca atctacaccc 9240 
gtttgacttc ctcgggaagg actccatcag 9300 
agtaagttaa tgtacctgta ctgtctgact 9360 
actgcttttt tgtgtgcttt gcactttgct 9420 
aacatggcac atgcctgtag acccagctat 9480 
gaccaaaagt ttgaggctgt agtgtgctgt 9540 
agcctgggca aaatagtgag accttgcctc 9600 
tgaaagaggg gagaggtatt atttgatatc 9660 
cctgtgctac cttcctggta aggagtggcc 9720 
ctgtagaata ggcccttaga gcaaactcag 9780 
tggtcatgtg gtacatttgt cacttttcat 9840 
gagtgaaagg ttaatgttag tccccagatc 9900 
gctctgtagt cccaacctaa tcttttccat 9960 
gtgcaggatc ctaataatcc agcccaccag 10020 
cataaggaca ccataatcag taatcaggtt 10080 
tagataacag tatgtatcaa tgtaaatttt 10140 
tatctatttt tagaacatac acactgaaat 10200 
taaatgtact ttaggaccat attataagta 10260 
tataagtaag tgcttataaa tggctcagaa 10320 
tacacatgga gagagtgagc atacatgcac 10380 
taacagtgaa tctcggtgac ggatgtatgc 10440 
tctttaagtt tggggttatt tctaaagtta 10500 
cacttatatc ttttaggttt ttaagaacct 10560 
ggatgatctt tttgatagac tcaatgtgag 10620 
ccagccagag cctcacagta cctaaagggg 10680 
ctttagcctg gcctgctctg tggcatccca 10740 
ggtgaatctg tagtcaagag aagacacatc 10800 
gtggggggta gatgagccct accttttatc 10860 
ctgaatgccc agccacccct gctggagacc 10920 
aggaaaaatt tgctttattg gtttgttaag 10980 
acgcctgtta tcccagcact ttgagaggtc 11040 
ttgagaccag cctgggcaac atggcaaaac 11100 
agtcccagct gcttaggagc ctcagaagga 11160 
tgaaccgaga ttgtaccact gcactccagg 11220 
cacacacaaa gattgaaata cttcatagag 11280 
cttttcctct ttccctaact tcccacttgt 11340 
cactggcata aattactcct agggctgcca 11400 
atctgttgct ttgtctcctc cagactggta 11460 
agggcttgac agccaaggta ttccgtacat 11520 
taaaagaact gacagcccgt aagtattgct 11580 
ggtatccggt gaccttgctt atctaaggcc 11640 
ttgtggtcag acactttttc cctttagacc 11700 
aacataggat caatgctgtt tcccccttcc 11760 
tgctgacagc ttttcacctg ctacaaaaat 11820 
ttaaaagccc acagagtgaa gacagtgctg 11880 
ttgtcatggt taccagaaaa atacaggaac 11940 
tttcccataa gagagtagat actttctata 12000 
cacgggcttt ttttttcctg gagcccagtc 12060 
acatcagatg gccttagaat atgaaccaga 12120 
tattttaagg tggtataaag aatgccacac 12180 
catttttaat ttttcttttt aaataagata 12240 
gtaatcccaa cacttgggta gccgaggcag 12300 
cagcctgggc aatgtagtga gaccttgtct 12360 
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ctactaaaat 
tgggaggctg 
agcttgggtg 
accaactgtg 
acccaggttg 
cacgccattc 
cccggctaat 
tcgatctcct 
gtgagccacc 
tgttctggct 
gaatatgggc 
aggaagcaag 
ttttattata 
ttacatataa 
tccttggggg 
acgaggcact 
gctaccatgt 
accgtgccaa 
ttgagaagtc 
gtctgctgtg 
agtgctgggt 
gttaatctct 
tacgcataga 
tctaattgct 
ataattcctt 
aaagatgatg 
ttttacgcat 
actggccgtg 
ctattccttg 
accataaggc 
aattcatcct 
tacacagggt 
agtccgataa 
ggtagtaatt 
tgaagatgtc 
tgttccccat 
tggctcacac 
agtaattcaa 
ataaatataa 
ttcatggaat 
gcattttaag 
agtaatatag 
ggctttcttg 
ttccttggat 
acatttgctg 
tcattacaag 
acccctccca 
agcccaggct 
aaagcaaaca 
aatttgacat 
acatttctat 
cagtcccctc 
acatatttag 
ctaacaacaa 
ctccgtagag 
ctgagtagcg 
ctaagcagga 
caagaaaggc 
acatggggaa 



ttctaaaaat 
agcccaggag 
acagggtgag 
gcttaatttt 
gagtgcagtg 
tcctgcctca 
tttttgtatt 
gaccttgtga 
gcgcccggcc 
acattgggtg 
aacaaaccat 
gagatgaagg 
ttacctagac 
acttcctact 
caatttgaat 
gggggaagac 
tcctttcttt 
tcgagctgtt 
tatgatgaac 
ggcagattat 
ctgttgtaga 
gatcaagata 
agttctatac 
aattactgtc 
gctacagccc 
aaacaattat 
tccacatgaa 
tgccagacaa 
tccctgagcc 
acttaacatt 
aacatggtgg 
taaaaaggaa 
tagatgtgct 
aattaatatc 
taacatctat 
attcataact 
ctgtaatctc 
gaccaacctg 
ataagttcca 
tctatacttg 
gcccagaata 
ctggttcaaa 
aagagacgta 
catatgattg 
ccactctgtt 
ccagaaataa 
ggagcatgag 
gcctgccaga 
cacgcccctg 
agcctgccaa 
cctaaaaaga 
agtttggctt 
tgatcctctc 
acaattccag 
gttgtcttca 
tgagctcagt 
atctgagaag 
tgaaactgcc 
aaaagctcca 



taggcaggtg 
tttagggctg 
acgctatctc 
tttttttttt 
gcgcgatctc 
gcctcccgag 
tttagtagag 
tccgcccgcc 
aaaattttta 
gagaggtggg 
agtaatatca 
gtccctagcc 
tcagagttcc 
atcattttct 
taatcatctg 
atactgtgtg 
acagcggatg 
gcaattcttt 
ttgcaaacta 
ctgcgaatga 
aggtctatgc 
ctgaatatca 
tggccactcc 
cttattgtac 
agaaatacag 
atatttaaag 
tcatattttt 
cttgctgccc 
tctttcctcc 
tgatgatgaa 
tccacagtga 
acaaattata 
tccttattaa 
aatgatactt 
tgatgataaa 
gaagaagaaa 
agcattttgg 
ggcaacatag 
aaaagaggtt 
tacaactgga 
ttttccattt 
aggtacacac 
catgtccaca 
gcaggcaaag 
aaatgctggt 
aagcatgaat 
gaggtctttt 
tgagccctcc 
tttgccaagt 
tttagcattc 
atctggctag 
tggacaacat 
acaatggtgg 
gttcagtgag 
cctcacatag 
gacaggggct 
aacttagatt 
cttgtctctt 
cagctaaaag 



tggcggtgtg 
taatgagcta 
taaaataata 
tttttttttt 
ggctcactgc 
tagctgggac 
acagggttca 
tcggcctccc 
aacttttaac 
gaggtaggaa 
gcagcaccta 
aagttccctg 
tcttgtgata 
taagactgtt 
agtaagataa 
ttcacttttg 
agaacatccc 
gtaaccatca 
aggtatcttg 
gaggattcag 
taaagataaa 
gagtatccat 
ctattttgaa 
atgaggaaag 
ccatttccaa 
tctttcaaat 
atatagttca 
taaagggaaa 
tcctaactcc 
catttttgtg 
gaatttgcag 
ttgaaataca 
ggtcttgagg 
taagatttct 
gtcataagtg 
tactaaattt 
gaggttgagg 
tgagaccctg 
attgaaatta 
gtttaagaac 
gttgagattt 
aacttataat 
gtgaatgagt 
aactctatag 
catctggaat 
attcaggtgc 
gttgctctcg 
aaacccagga 
gaatcaatgg 
acagaaatgg 
tggtgtctgt 
agatgttgga 
cctctgtttc 
cagcccagtg 
atgaccatag 
ctagctccat 
caccaggggt 
cccttataga 
tgttttcaca 



cacctgtcat 
cgaccatacc 
ataataacca 
tgagacggag 
aagctccgcc 
tacaggtgcc 
ccgtgttagc 
aaagtgctgg 
gtcccttcaa 
gtggccagta 
tgatgagcat 
agtaaaaaga 
ggaatttacc 
gactcaaatt 
gagccagcaa 
gtgtacaaac 
agcgaagatc 
gagggcacca 
gataaaatga 
ggctgagata 
caaatggaaa 
tattcaagaa 
aaactaactt 
tggatttaaa 
attagattgt 
cctagcatag 
tcatcaaaca 
gactggtgtg 
gcctggtact 
ttagcagtga 
atatttcatt 
gttatcaaaa 
tggcctgtag 
gcagcaattc 
ctgctgctat 
cagctagaag 
tgggagaatc 
tctgtattaa 
tagatttttt 
tactactgtg 
ccttaagata 
ttatgctaca 
atacatccat 
acggcccatc 
tgtttattct 
tgtttaccta 
ctctggaacc 
ttcctctcct 
agtctttgat 
ttaaaagatc 
gatgcttttg 
agtaagccat 
caatcttggg 
tgtgtcagac 
gtatggggtt 
gttgttatcc 
gcttcaaaga 
tatggattcc 
tccattgagt 



cccagctacc 
accgcactcc 
taataatact 
tcttgctgtc 
tcctggggtt 
cgccatgtcg 
caggatggtc 
gattacaggt 
ttcctcgttc 
tagaacttat 
atgggtgggg 
aaggtgtaga 
caggccaagc 
ttgaccttag 
aatcatgggg 
tgaccctctt 
ctttcttata 
ccaaaaactt 
agggaactgt 
tcagcaggcc 
tatgatagta 
atctttattc 
tggtgtacat 
gagagtcttc 
ttcaaattga 
ctatttttat 
tctgttgaat 
caaataggtg 
gagcttttaa 
cttcataact 
atagaacaga 
tacattttaa 
taaatttcaa 
aaatatgaaa 
tactatggtt 
ctgggtgcag 
acttgagctg 
aaatttaaaa 
ctcatccaag 
gaatgagact 
agtacccatg 
gatgccatct 
agacctttga 
ctagcagctc 
cctcatgtta 
attcaggaaa 
gggtttgggc 
gtgtgcccac 
gctttgagag 
atggtttgct 
tatatagaat 
tcatagtaaa 
ctgtgtgtat 
atgttattta 
ctcctgccct 
actgctgtct 
ttctaacaag 
atgagagttc 
gacaactaag 



12420 
12480 
12540 
12600 
12660 
12720 
12780 
12840 
12900 
12960 
13020 
13080 
13140 
13200 
13260 
13320 
13380 
13440 
13500 
13560 
13620 
13680 
13740 
13800 
13860 
13920 
13980 
14040 
14100 
14160 
14220 
14280 
14340 
14400 
14460 
14520 
14580 
14640 
14700 
14760 
14820 
14880 
14940 
15000 
15060 
15120 
15180 
15240 
15300 
15360 
15420 
15480 
15540 
15600 
15660 
15720 
15780 
15840 
15900 
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gtccttccca cctcagactt ctctcctttt 
aggctggagt gcaggggcat gatctcggct 
cattctactg cctcagcctc ccgagtagct 
ctaatttttt gtatttttag tagagacggg 
tctcctgacc ttgtgatccg ccctcctcag 
agacaccgcg cctggtgacc gctctccttt 
catgtcctgg tttgggacag actggctgag 
ccagtttgta gccccttgag tactctcttc 
ccgccttccc agagtactgg tgggatctga 
agtatcctgc ttcagtttcc taaagaggag 
gaactggcac aggatctatt tgataaacag 
tgacagcaga gtgttctctg atggaaagat 
cctttccctg agcccctagg ttactgccct 
aagaacaaat agttgaattc actagtcctt 
cccttgtttt tttttatctg acaaaccact 
tggtttcacc ttctcaggtg gagccatttt 
atttccccta gattgatgcc aagaaggaac 
gtgctaaggc tgatgccaag gtcatgaagg 
ttgtgaaagt tggggctggt agagaaaagt 
tggcttttcg atggtttctg agaaatgtct 
gactcaaagt ggcaggatgg gtacagtgtg 
aggactttgc tattcttcta gggtagtaga 
ggaacagttg atgaagctgg aagttcaagc 
cctgggaacc tccaaactca attatctgga 
gagccctcct tgagctcctg ctgctagctt 
ggtggccttc acatgccatt cctaagctac 
ttcagctgtg tacaagttac tctggttgct 
ctggttgctc ctaaatggtc agtgctgtta 
caggtgccat ccctattcct aatggaactt 
gaagaatagg aaagagccca tccatctcta 
ttgcagttga aggtaggaac aagagataaa 
agagaggcag agggaccttt aacaaaagca 
cacagtgtca cataacatct gaaacaagtg 
tgttaagttc tgagcatagg tggagatatc 
aagtttccat ctaggtcttt tgtacctctt 
gatttggtta gctcttaaaa ggcaatatag 
cttgggttca aatttcaggt cacttaccag 
taacgtctct gcctcagttt catctgtacg 
actttagaga tcactgccaa gattaaatga 
tggtgcacta ttaatttgca tcctcactag 
accctgggcc tcagatatgg gccattgctg 
ttgtttgcag gtgcaagaag tggggtgtcc 
gggagaagtt tgcctgggcc attgacatgg 
caagaggcag agttctgtga agaggaacag 
ctcacttgcc ctcgtgcctg ggggagagag 
cgaaaagata aacctggaga tattataagg 
ttatttaaaa atatttcaga tatcaaaatt 
tttattttca agagggcaag tggatgggaa 
gtttcactga aatgtttgga ttctcttagc 
cgtttttaca gttagggttt tgcaataact 
ctcccttccc tctctcccat ttcaggaatt 
acctgttaga gtcgtcactc tctattgtca 
gtcgtggctt tggcagtgtt ttggttcaga 
aatatttcct gacttgagtg ttccttttta 
ttaaaatatt taaacctttt tcttgatctt 
atgaagggcg agtgaatcta aggataatga 
catcctttgt tctgagcatt cgctgtaccc 
ctaatctttc acttgaaaga ttttattgta 
ggaaaatgag tatttggtcc aaaaaaagga 



tttttgagac ggagtctcgc tctgttgccc 15960 
cactgcaagc tctgcctccc gggttcatgc 16020 
gggactacag gcacccacca ccacgcctgg 16080 
gtttcaccgt gttagccagg atggtcttga 16140 
cctccccaaa gtgctgggat tacaggcgtg 16200 
taaaaacaga atgccaaagc taagccctgc 16260 
ctgtttggct tcctgggtgt cttttaattg 16320 
agtgcatcca ttttccttga gaagctggca 16380 
ggaacgagct ggggttgccc agtagatgca 16440 
ctcctacagt gttcttagaa tgaaagctaa 16500 
ctgtcatttg tagccatcct cccagatgta 16560 
cagcacccag attcccagcc ccagcgggtt 16620 
gtaaaaccct tgtttctttc cagatcactg 16680 
gtgcatcttc tccctgcctt catgaagcca 16740 
gacagagaca gcctggtcca gataacatct 16800 
tcctctacag ctcataacct taccactatt 16860 
agctagcaga tgcccggaga gacctgaaaa 16920 
atgcaaagac gaagaagtat gtacctggta 16980 
gtgcagcatc tgtcagggcc cctggggccc 17040 
tttggaaatc tctatactag ggcttttatt 17100 
ctcttgtcta gagcccaggc ctggttcttg 17160 
gtcaaagaag aaggctgttc agagactgga 17220 
cacagaccga gaggaaaata aacagattgc 17280 
ccctaggatc acagtggctt ggtaagtgtt 17340 
aagaaaggtg gagggggttc cgagagcact 174 00 
acactttagt cctctgggga aacttctggc 174 60 
gaaccttgtc tgtaaatgca ttgcaacatt 17520 
cactgccttg tagtgtatat ttttaagagg 17580 
taggacagga atggaaactc ttagcttctg 17640 
cacttcaaca aaacttttcg ttgaattttt 17700 
gatgagaata cagatctgag caacttacac 17760 
gataaatact aggtttctct gtgtgtcaca 17820 
gctttgttat ggaagatgtt tagtttgagc 17880 
ctcccctatg gcacttgcta gtccgggcta 17940 
tctgctcgtt ttgccttgtt tggtgctaga 18000 
tatagtggtt aagaacatgg agaaaaactg 18060 
ctagctgtgt gagaaaatca gtaaattacc 18120 
tttttcactt gtacatctgc agaagcacct 18180 
gttgatcaca taaaaccttt agaacatgct 18240 
acagatgtga aagagaagat ggaacatctg 18300 
agtcacccta atccccccct tatttctcct 18360 
caattgagaa gatttacaac aaaacccagc 18420 
ctgatgaaga ctatgagttt tagccagtct 18480 
tgtggtttgg gaaagatgga taaactgagc 18540 
gcagcaagtc ttaacaaacc aacatctttg 18600 
gagagctgag ccagttgtcc tatggacaac 18660 
ctagctgtat gatttgtttt gaattttgtt 18720 
tttgtcagcg ttctaccagg caaattcact 18780 
tactgtatgc aaagtccgat tatattggtg 18840 
tctatatttt aatagaaata aattcctaaa 18900 
taaaattaag tagaacaaaa aacccagcgc 18960 
tggggatcaa ttttcattaa acttgaagca 19020 
cacctgttca cagaaaaagc atgatgggaa 19080 
aatgtgaatt tttatttctt tttaattatt 19140 
aaagatcgtg tagattgggg ttggggaggg 19200 
aataatcagt gactgaaacc attttcccat 19260 
tttaagatat ccatcttttt ctttttaacc 19320 
taaaaagttt cacaggtcaa taaacttaga 19380 
aaaataatca agattttagg gcttttattt 19440 
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tttcttttgt 
gacatttttt 
tccatttccc 
aactgtaggt 
ttgttacaaa 
ccactcaggt 
aaaggagtgt 
catatcctta 
tgtggtgcaa 
cagctgtatt 
gggagctgct 
gttccagatc 
ttaattgaaa 
agctggctat 
ggaattcaga 
gccagaaggg 
acgagcaggt 
aggcagggct 
tttattaacc 
tcactgcttt 
tgggccactg 
gtggctggta 
cctttggtcc 
gaacaggaag 
gctgggcaac 
gcctgggaga 
ggctgaacag 
tcaagaataa 
aacaggccag 
gagttcggtg 
ttggcttttc 
tcctgtctct 
acatgaaaag 
tttcccaaac 
actagcttct 
gactagataa 
ctggacactg 
gctgagtggt 
cccttatgct 
aatttgcatt 
ctctgatttt 
tgagtcacct 
catttgcacc 
ccagactcac 
cgtctctaga 
ctcagggaaa 
ttcactcctc 
aaatttattt 
aacttgtttt 
gtcaggccag 
caaagaaatt 
cctcttagaa 
tgtgtgtgtg 
agacggagtc 
aacctctgcc 
ctaatttttg 
ctcctgacct 
ccaccgtgtc 
ctcatgcctg 



aattgtgtaa 
gctataatca 
acatctttcc 
tatttaaaat 
gggcctcagg 
cagcaagagt 
tgtgtgcctg 
gataaaagac 
agacagcatc 
tgagtcaaaa 
ttaggttttt 
ccagaagccc 
aaggcagtgt 
ggtctctaca 
atgaaagtga 
tcaaaattgg 
aggtgtcttc 
ggtactaggc 
agtgaaagag 
ggagcagaga 
aatgtaggga 
ggtaagtagg 
aaaactagaa 
taatgcctac 
aagatgctgc 
ccaaagccag 
gtaagtgggg 
acttatccac 
atgggcaggg 
tgggcaaagg 
tcctctctta 
ccattctccc 
taaaaaacct 
aagcacctgc 
gtcccatgag 
ccaaaccaat 
ttgaccactc 
gcaactatta 
catttacagt 
ctgaacattt 
cacaatgcca 
tttctatcag 
taaaggtgat 
attatcaact 
actgagctca 
ggcaccagat 
tcgtttccac 
tctgaaaaaa 
gaaccaaaaa 
ttttggatgc 
taacacagac 
atcactaaat 
tgtgtgtgtg 
tagctctgtc 
gcctgggttc 
tatttttcgt 
catgatcttc 
tggcccacac 
taatcccagc 



aaaatggaaa 
ttagttttag 
tcaagtatct 
aaattcctac 
ccagagttgg 
agattcctcc 
tcctgctgct 
aggaaaggaa 
ggaggcctag 
gttttggaga 
tcacgtggct 
cttcccacat 
ggtgtggtct 
aaaattgttc 
ggtctctgtc 
taaattaatg 
ggggaggcga 
ccacaacaga 
gcagcattca 
gactccagcc 
atacaacaga 
ttggtgtaag 
gtcaggtaag 
ctctctggca 
tcaacacaac 
agaatgggaa 
gccagatgta 
ttgcctagtc 
tctgagaaac 
gcttccacgt 
cctcaccttc 
tgccaaaagc 
tcacaaccct 
aataagtcat 
cccacaattc 
acatgggctc 
cttccatcat 
accatgtcag 
taatccacat 
catgtaaatg 
ccctctcctg 
gtcctaagtg 
gacttctctt 
acacctctgc 
gtacccacca 
cctctgtccc 
acccagtaaa 
ttttactcct 
gcacttttta 
ttataagtag 
ttagtaattt 
agcaaagact 
tgtgtgtgta 
acccaggctg 
aaaccattct 
agagatgggg 
ccgcctcagc 
aaatgttttt 
agtttgggag 



aaaacataaa 
aggcattgtt 
tctattttta 
aacttaatgg 
ggctgggact 
caggagcaga 
gtgggtgtgg 
ggaagggtgc 
cgtaggtaaa' 
gctttccatg 
aagcttacaa 
gggatgcaaa 
ctgaccactt 
ctttgctcat 
taggtcaaat 
gaagggccct 
acccatagtc 
gaatcctgga 
ccccagggaa 
aggtgttttt 
gaggctcttt 
tggacctcag 
gaggccttgc 
aggacctctc 
taagaagggc 
gctgacctgg 
aaggaccttg 
cagtaggttt 
tccctcccat 
gctacccaag 
atctcccatc 
tgtcaaattt 
cagccctttc 
caccatccag 
cttctcttca 
tccattctgc 
tttgagggta 
ttttagaaca 
tcccactccc 
gaatcattca 
gttttactcc 
ccatgattct 
tctctctagc 
agggcatgtc 
ccccaagcct 
ccaacccaga 
ttactccaaa 
tagaaattct 
gagaaaacac 
tcccctgaca 
tcacaatccc 
tttttagatt 
tacacacaca 
gagtgcagtg 
cctgtctcag 
tttcaccatg 
ctcccaaagt 
aaaggagtct 
accaaggcag 



aagcagaatt 
agtttagtgt 
tcatgaattc 
aaacttaagt 
tagtgtggga 
tgaggcaggg 
gttaaagagg 
aaaaaatcca 
gtatattgag 
tgtactggcc 
tcaggatggg 
cttctccctg 
tctggtgctc 
cctaaattat 
ggactgcagg 
gggccctcta 
tctgttctcc 
ggtccttggc 
taagggaggt 
gaattctgtg 
tggtacccat 
atgccacagc 
aggcagaaga 
ttgcaagtct 
atcccagaca 
ccactgggga 
aaggatgctt 
tacttccagc 
caggcctttc 
ccagatatct 
ccccaaatct 
cagacctctg 
cagccactac 
tcattccccc 
ctctgaccaa 
gtcttagagt 
cgatgatttt 
ttttcatctc 
ggcctccact 
ataggtgacc 
tgtccctatc 
tacttcagca 
ctagagccct 
tacgggcacc 
gttgggcctg 
aactagggta 
atcatctcct 
tcaaataatg 
attaccctga 
aaaatcagta 
aagaattcca 
ttataattgt 
attttttttt 
gcgaaatcct 
cctcctgcca 
ttggccaggc 
gctgggatta 
tttaggccag 
aaagatcact 



ttaatgtgaa 
gtgtgcagag 
ccttttaatc 
gtctgcctct 
tgaggtctca 
cctggcctgg 
atccaaagtc 
cagtaagagg 
caggatgttg 
agaagcagaa 
gagaattaag 
cattgactgc 
cagttaccct 
aggtaagtct 
gagcaggaag 
gcttgttagc 
ctgaggctgg 
agcctgtatt 
tatgtagcca 
ttgaggtagc 
ttgatacact 
taggggacaa 
ccttgctgat 
gagggcagat 
gtggcagcag 
tgaaagaaga 
aacccaggag 
cacgtccaag 
tatgatgccc 
ctgtgctgac 
ggccagcaag 
ctacattaaa 
ctttcccttt 
acccactgca 
tgtcgccaat 
ctttgtggca 
tagcaacttt 
cctgtaagat 
aacctttcta 
actaccttct 
aggctttttc 
tagctgattt 
tttctaagct 
tcaatctcag 
ggcttcacat 
gccaccatcc 
caataccata 
agacactatc 
aatgacctca 
aacaaggaga 
ttcagacaag 
actgtgtgtg 
tttttttttg 
ggctcactgc 
ccacgcccag 
tggtctcgaa 
caggcgtgag 
gagcagttag 
tgagcctcgg 



19500 
19560 
19620 
19680 
19740 
19800 
19860 
19920 
19980 
20040 
20100 
20160 
20220 
20280 
20340 
20400 
20460 
20520 
20580 
20640 
20700 
20760 
20820 
20880 
20940 
21000 
21060 
21120 
21180 
21240 
21300 
21360 
21420 
21480 
21540 
21600 
21660 
21720 
21780 
21840 
21900 
21960 
22020 
22080 
22140 
22200 
22260 
22320 
22380 
22440 
22500 
22560 
22620 
22680 
22740 
22800 
22860 
22920 
22980 
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agcccaaggc tgcagtgagc tatgactgta 
tctatctata cacacacaca ccacacagtc 
taagagttga ggtttgggtc aaaataatat 
aaacaaaagt ggccaccaat tcattattga 
atactataca cgtagacaca tttgagattt 
ctttaagttt tagggtacat gtgcacaatg 
catgctggtg tgctgcaccc attaactcgt 
atccctcccc cctcccccca ccccacaaca 
gtccatgtgt tctcattgtt caattcccac 
tttgttcttg cgatagttta ctgagaatga 
aggacatgaa ctcatcattt tttatggctg 
ttttcttaat ccagtctatc attgttggac 
tgaatagtgc cacaataaac aaacgtgtgc 
cctttgggta tatacccagt aatgggatgg 
ccctgaggaa tcaccacact gacttccaca 
agtgtaaaag tgttcctatt tctccacatc 
taatgattgc cattctaact ggtgtgagat 
ctccgatggt cagtgatggt gagcattttt 
cttttgagaa gtgtctgttc atgtcctttg 
tcttgtaaat ttgtttaagt gctttgtaga 
aggttgtgaa aattgtctcc cattttgtag 
ttgctgtgca gaagctcttt agtttaatta 
ccattgcttt tggtgtttta gacatgaagt 
gcctaggacc tcttcaagga gaactacaaa 
aacaaatgga agaacattcc atcfctcatgg 
atactgccca aggtaattta tagattcaac 
ttcacagaat tggaaaaaac tactttaaag 
gccaagtcaa tcctaagcca aaagaacaaa 
ctatactaca aggctacagt aaccaaaaca 
gatcaatgga acagaacaga gccctcagaa 
tttgacaaac ctgagaaaaa caagcaatgg 
tgggaaaact ggctagccat atgtagaaag 
acaaaaatta attcaagatg gattaaagac 
ctttttttga gatggagtct tgctctgttg 
gctcactgca acctctgcct cccaggttta 
gctgggatta caggcatgtg ccacttgtaa 
cgggtttcgc catgttggcc aggctggtct 
ctcagcttcc caaagtgctg ggattacagg 
tacctggcca agatttttct ttaaaaatgt 
tgttgcccag gctggagtac actggtgtga 
gctcaaacaa tcctccgact tcaacttcct 
atgcctggct aattttttta tttttatatt 
ggctggtctc caactcttgg ggtcaagcaa 
tattataggt gtgagctacc atgcccagca 
cagtaactgg ttattttgaa gattattagt 
agcaacatct taatgttata ctaaaaggta 
acatcacata ctaattcaga aagtattccc 
attatgctga acgcagacac aagagtacat 
gaataggcaa cactaatccg tagtgacaga 
gaggagactg actgcgaagg cgcaccagga 
tcttgattgg gtggaggtta catgagggta 
aaaaatggat gtattttata tgtaaattat 
aaaaaatcta agtaaaaaaa gttggccggg 
tctgggaggc caaggtgggt ggatcacctg 
ggtgaaaccc catctctact aaaaatataa 
gtaatcccag ctactcggga ggctgaggca 
ctgcagtaag ccgagatcac accattgcac 
tctcaaaaaa aaaaaaaagt tgtttgctct 
tgatatgctt tgagagattc tattagatga 



actgcattcc agcttaggtg acagtgagat 23040 
ttttagaaaa attgagatag taatggataa 23100 
gggaggggtt agtgggtaga atttggcatg 23160 
agctagatga tgggtatgtc ggcattcact 23220 
ttcttttttt ttaattttat tattattata 23280 
tgcaggttag ttacatatgt atacatgtgc 23340 
catttagcat taggtatatc tcctaaagct 23400 
gtccccagag tgtgatgttc cccttcctgt 234 60 
ctatgagtga gaatatgcgg tgtttggttt 23520 
tgatttccag tttcatccat gtccctacaa 23580 
catagtattc catggtgtat atgtgccaca 23640 
atttggcttg gttccaagtc tttgctattg 23700 
atgtgtcttt atagcagcat gatttatagt 23760 
ctgggtcaaa tggtatttct agctctagat 23820 
atggttgaac tagtttacag tcccaccaac 23880 
ctctccagca cctgttgttt cctgactttt 23940 
ggtatctcat tgtggttttg atttacattt 24000 
tcatgtgttt tttggctgca taaatgtctt 24060 
cccacttttt gatggggttg tttgtttttt 24120 
ttctggatat tagccctttg tcagatgagt 24180 
gttgcctgtt cactctgatg gtagtttctt 24240 
gatcccattt gtcagttgtg gcttttgttg 24300 
cctgcccatg cctatgtcct gaatggtaat 24360 
ccactgctca atgaaataaa agaggataca 24420 
gtaggaagaa tcaatatcat gaaaatggcc 24480 
gccatcccca tcaagctacc aatgactttc 24540 
ttcatatgga accaaaaaag agcccgcatc 24600 
gctggatgca tcacgctacc tgacttcaaa 24660 
gcatggtact ggtaccaaaa cagagatgta 24720 
ataacgccgc atatctacaa ctatctgatc 24780 
ggaaaggatt ccctatttaa taaatggtgc 24840 
ctgaaactgg atcccttcct tacaccttat 24 900 
ttaaacgtta gacctaaaac cattcttttt 24960 
cccaggctgg agtgcagtgg tacaacctcg 25020 
aacaattctc ctgccttagc ctcctgagta 25080 
tgctaatttt tttgtagttt tagtagagac 25140 
cgaactcctg acctcaggtg atctgcccac 25200 
tgtgagccgc tgcacccggc ccagccaccg 25260 
cttttttatt tagacacagg gtctcacctc 25320 
tcatagctca ctatagcctt gaactcctgg 25380 
gaagagctga gactacaggt gcatgctacc 25440 
tttagagaca aggcctcact atgttgccca 25500 
tcttcctgtc tcagcctccc cagatact'ga 25560 
gagatttttc ataacatgtt taaagcaata 25620 
atatatccat agaggaattg aggggggaaa 25680 
attatgctta ggttacaatt ttcagtgata 25740 
tttgcagcaa catggatgaa tctaaataac 25800 
actgtatgat tccatttatg tgaaattcca 25860 
aagtcaatca gtggttgctg gatggggaca 25920 
aacattttgg ggtggtggaa atattctcta 25980 
tacatttgtc aaagcacaaa ttttacactt 26040 
tcctcaacaa aaattatttt ttaagtaaaa 26100 
cacggtggct cacacctgta atcccagcac 26160 
aggtcaggag ttcaagacca ccctggccac 26220 
aaaattagct gggcgtggtg gtgcgggcct 26280 
ggagaatcgc ttcaacccgg gaggcggagg 26340 
tccagcctgg gcaacaagag cgaaactccg 26400 
ctctctcaac ttagaaggga gggaaagtga 264 60 
ctcaaaaagc gactcatggt gaaaatacag 26520 
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aaatccaaga ttcatgtgaa gagttgaata tagtttactg aaaatgtgag tgtggggaaa 26580 
atcaatgttc gtgaatcaat atattgtttt aaatatgtga tttaaagtat gtacctgtag 26640 
ctaaataaac tattatatgt ggacatttgc atctctaaaa agtttatatt ttagttgcaa 26700 
aaaaaaaaca acccacaaaa caacttggag tgaccctatg atgaaaatga gtgtttgcct 26760 
tgtatctgga gtggccatct ctttcaggca tatacagtct ctcactttgc tctatctcca 26820 
cagacactaa caggtttcag taaagccaag tgtcccttct cagtgctcca atggccccca 26880 
tcacactgaa ttgtcatggt ctgttggcat ttctgtaccc actgctggag tgggaacttg 26940 
ttctgactca gctgtgctgt cttagtgctc tagaggatgc atccgtgaag cgtgttgcaa 27000 
ggaggagaga gaaaaacaga aaagtgcagg tctgccctgg cctgggcttt ccccttctct 27060 
tcctttattg ccatatgttg cctcagtgat gcagtcacag tgtccctgcc acctttcaga 27120 
agaagataca tctgcagccc agctggagaa cctcaacatc tgggtcccac tatgggggcc 27180 
aatcagcaga gatacaccaa ggtcaatgga gacagcagtc cctgggagca gccgagccag 27240 
gtgtgatttt gccttgagag agaacacgag gctcttgagg gacagataac acaacccagg 27300 
tgaggaggaa agcaggtgga catgacctaa gaagtgtgag gcctgatgac taagttggag 27360 
ccacagatag atttgggggc caggggtcag gagcctaaac agcaggttgt gggtggagtt 27420 
caaggtgcac tgaggttagt tcttagcaag tagtactggc tgtgtgctga ggtgcaggct 27480 
ggctcacaaa cccagaggag gggctgttca gatgtctaac acgagaaact gagtaaaaat 27540 
taaagaatgg tttaggccag gtgcagtggc tcacgcctgt aatccctgca ctttgggagg 27600 
ctgcagtggg tggatcccct gaggtcagga gttcgagacc aacctggcca tcatgatgaa 27660 
acccccgtct ctactaaaaa tacaaacaat tagctgggca tggtggcacg cgcctgtaat 27720 
cccagctact caggaggctg aggcaggaga cttgcttgaa cccgggaggc agaggttgca 27780 
gtgaaccgag attgcgccac tgcacttcag ccaggacgac aagagtaaaa aaaaaaaaaa 27840 
aaaaaaatgg tttaaagaaa aaggacaatg ttttacacat ggatcaaatt agacactgca 27900 
agactataaa tctgcaccct tctaatgtga aaagggcttc actgagctat acttgtatat 27960 
tatgccctcg atattcactc aaggccatta caaggaacaa atgaaaacgg catcagcatt 28020 
tgctattaac cagttgagaa cattctccac tatttcaact aaataagtat ccaggtgaga 28080 
aacttctttt ataatttaac cccagaaatt ttttttactc caaagaacca gttaacagaa 28140 
tagaaagtgt tattgttttg gctatcagga agctcagcca tgtttaattc tcaatcacat 28200 
cagctacatt aacccataaa ccatattatc gtcctcctcc ttataatctc atctcctatt 28260 
tctatatttt attctctatt tttaagtact caaaacattt ttaaagggct gaaaaagaat 28320 
acacttgtgg tagacatagc aacgtgccac ccagatcccc ttcaaagaag gacttgttga 28380 
cccaactatt gggagagctg tcagcagaaa atcttcagct gtcagcccct cgaagatcat 28440 
cttggctgca gagtgccatc tggcccaggc taggctcttc ccaggacatt acaactcctt 28500 
tccaggctag tgccagacaa cagagatcct gggagttggc tgagactgtc atcaggcctg 28560 
catctcagtt tagttttccc tgtgcccact cctgtttctt tccagtacct cccagagtgt 28620 
tgatcccagg gccactcccc aataaacata ctgcacacta acctgtcaca gagtccacat 28680 
ccaaagaacc caacctgtga cagcaccaaa tcaaaagaga ctcaggaggc tgaggcagga 28740 
ctgcttgaac tcgggaggcg gagattgcag tgagccaaga ttgtgccatt gcacgccagc 28800 
ctgggcgacg agagagaaac tctgtctcaa aaaaaaaaaa aaaaaaagag agaaaacata 28860 
tcaggtaggg gtattttaca aaggagagag gatatacaat aaagtgttca tacatacatg 28920 
ggaagcaaaa cagcactgac tctggggcca gactacctgg gtttgaatcc tgcctt^ttag 28980 
ctctgtgcct cagttttttc atctggaaaa tggggataat aagagcactt atagggctgt 29040 
aatgaggaag aaatgagaca atgtggataa agcagttcca tagtgtttac tatatgtcaa 29100 
ccactgttct aagtggtcat ttaataaaca gctgtgaggc caaacccaca ggtcccgagg 29160 
ggcagttggg ctgggactct ccccagactc tgggcatggg cacaggtaca gtgtaggcca 29220 
gggcatgctg aagcatgcat gttcacagaa ataggcctga gcagggctag catgggtgac 29280 
gtcacaggcg tgtgcttgtg tgggtgctgg gctgctcctc ccagacagcg cagctgcacg 29340 
tattgccatt cacacccacg cacccatata tatgctgagc tgggggaagc ccacacagac 29400 
cacaccctct gcatgccctg tttttcctgc acctcctttg gtggaaggag gcacctgagg 294 60 
cctgggatgc tggcccagaa gtcccaggag gaaatgggtc ctgttccctg attacaggcc 29520 
tggcaacggg ctgaaaactc aagctcttgt tggcagggat ttcttgagcc cctagaggtc 29580 
cagacccaga ggcaaaagta aaagcaagga agccttaccc tgcatgttag gaagctccca 29640 
aaaaaatgga gaaacggatg taaaaagtgc atcagagccc acaggctgcc ggagtcagca 29700 
cagtaagctc aatgagggct gcagcactta agagggtgcc tcctgtacaa aacaggatca 29760 
gacagccaga gaggggcccc attcagcccc cgtctgcctt cctggtctca tcactccctg 29820 
tcccctcctc agtcaggaaa ctctagcttt gtaaccctaa attcaacaac ctcttcctgg 29880 
cctcagggcc tttgtacatg ctgttacctc tacttggaat gtacttttct ccaacccacc 29940 
tttaataatt cacctcgcca tcgactcact tcctttagac ctctgctgag gtctgaagag 30000 
atctcgaccc aatgtttttc cttctagccc tcatcataat tgtctttatg taacagagtg 30060 
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tttatttaat gtctgaactc ccagagagct 
tgtcaatgcc caacacagag aagagcaggg 
agccacactc tgtgagcact cacgttctgc 
gcatgcctcc cctcacccat gctgattaac 
ccaccaggac ttacctaagc cagtggatct 
ccgacttggg ttctagttcc cacctagtca 
cttctctgaa tctctgtttc ctcatcagta 
taattatgag gatcaggtgt gaccacaggt 
tccgtcccgc ccacgtaaag acctgccact 
ctccttactc cacagaggct ggctaggaca 
cttcttaggg gacgcacttg aggaaatcaa 
acaaagtcag aagcagcagc cccaggtcac 
gctcttacaa actctagtct agtcctacta 
ctctggcatc agctggaagc tctgttgggc 
tgctgtgcct ggcagccgac ccactgcctg 
ccgtgggtgt cctcaatttt ggcggtgctg 
tcaagaatgg cttcagaaag acaaagagta 
ttgtggctgg agaatggaga gtgaaggatc 
caggtcatat agaacctgct aggccaagca 
tcacggaggg ttttagcctg gatgtagggg 
aagcatgata aatccaggca aaaccaaact 
gtagtctggg tgacaggaga tggggccttc 
ggattggagg tgaggcaaag ggaggaatca 
cttagagaag tttagcgccg cgttctgaga 
gagggaaggc gagctgtcta aggggggggg 
tggaacgtag gggagatgca ggtttggagt 
ggggaaaggt caggtcgcct tgggatctgg 
tctgagatcg agaggcagcg gctacaggag 
gttcaggaga gcatttgcag gagggcgctg 
cggactcgag tcctgtcgcg tggggacgga 
caaaggccct gggagctgca ggtcagacca 
ctgtaagggg tgctcacgct tggggggaac 
cctggcagca ggggcggaac agacagacgt 
accagccccg cgctgccggg ggggcgggac 
atccgcaggc agccccgccc ccgcccctcc 
gccggtgtga ggcggcccgt cctggctccc 
tttggccggg cattcccgga ggacgcgcca 
gggcggtgtt cgggacgcgg gggctgcgtc 
tgcgagtacg cctgactgac gcgccggccg 
gtgcgtgaca gggccgctcg tggccgccgg 
gcgggactga gggctgggtg ggtcgaccgg 
ctccgtcccc gcctgcggcc tgtctggggg 
gcgggggtcc tccccacggg tgcgcgggcg 
gcctcagggc agccccgccc cgccgcgctg 
cgccgccggg tcccgctcgt ctgccgcctc 
tgcgcttgct cccgggcggt cctggcctgt 
gcgggcgccg cgtccccttg cgccaacggc 
gtgctgcacc tctgccgcag cctcgaggtg 
aagtcgcagc gacccgagcg gaagaccttc 
tggagccggg gcgccgacaa gatcgagggg 
cccgccccgc gcgggggtcg tgggagcccg 
ccagcgactt gggcaaactt tcgggccctc 
cgtctcgggt ggtcactggg ggcggggggc 
cccccctccc ccagctgggg ggagtgttcc 
cgcgggctgg agacctgcgg tgcaggcatc 
cgtcggcgag gggagctaag gcagtggccc 
agacggtccc cgcccactct ttatccagaa 
aggctgggct cttatttgca aaggaatctt 
ttgggtaggg ctggtcttgg agcagagctg 



ggcgctgtgt ctctcttgtg ctcctcatgt 30120 
tccacagaac ttcaagccta agccagttca 30180 
tggattccct gtgcccaagg ccagcggtga 3024 0 
cagatagcct ccatgcccac tgactactga 30300 
cctgtgaggc agaaaactca tggagtcagg 30360 
tgttatgtgg ctttggggca aattgtagaa 30420 
aattgtggac catcattcct gattagaaga 30480 
gcacaccttc agcacagggt ctacgctagc 30540 
aggtggcagt ccatctcagc taccccaccg 30600 
aagggtctca atgtcatgct gaattctgag 30660 
cgttaacaca caagtttcca ctacagcaag 30720 
tatccagctg agtgggttgc ctgagcacac 30780 
tctcacaatt cccaggaagc ctggctcttt 30840 
ttctcacctc tgaaatgcag taagttgtcc 30900 
gctcaacatg tcagacaggc tccaccgcga 30960 
acaagggtag atagattgca ggggtgagtt 31020 
tgaattatat tccataacca gaaaaaggcc 31080 
acttgtgaga gatgaaactg gtgagatggg 31140 
gggagtgtgg attttaggtg caatgggaat 31200 
atcatgattt aatttcattt taaagattta 31260 
gatagatcca ggcaaaacca aacaaggtga 31320 
agcttgtggg ctgagtgaca aggtcttgat 31380 
aagttagctg caaggttttt gaccttccaa 31440 
aagtgaagac tgtggaagga atcgtttggg 31500 
atgtggaaca tgcagtggga tgctggggcc 31560 
caccggtgcc tgtgttgttg ggcaaagcca 31620 
cctagcactg agtgcagagg aagagaagct 31680 
gaggaagaaa gcaaggcggg gaaaaccaaa 31740 
cggggtaggg tctgagtcgg agccccgaat 31800 
gcgtgcagag gcccatgcga gggacagaca 31860 
ctggacagcg cggccgcgga cctaacgccc 31920 
tctccgaaag agaggaccac tgaaagccac 31980 
gggtctggcc gtcgccagaa ctgcctgcgg 32040 
atgtcggctg tccatcagtg cccgcgacca 32100 
cgggagaggg cgcgcggagg acccgccgcc 32160 
ttgtccggga agcccgccca ggtaactgag 32220 
tcccctcacg tcccgtcccg gtcgctgcat 32280 
tgtgcgggac cgcggggtag cggccgcccg 32340 
ccgggcctgc ggcctgtggg cggggctgcc 32400 
gctgtgtccg gggccgcgtg agaaagctct 324 60 
gaacggcgcg cgctcccgcc gccatcgcgc 32520 
tcgcggggcg caggcgcggc gggccgacgg 32580 
cctttgttcc cggcgccgaa gcggggtggg 32640 
aggccccgcc ccgtgtccgc ctgcaggagc 32700 
agcctcagcc ccaacctcag ccgccgccgt 327 60 
gccgccgccg cccccagcgt cggagccatg 32820 
tgcgggcccg gcgcgccctc ggacgccgag 32880 
ggcaccgtca tgactttgtt ctactccaag 32940 
caggtcaagc tggagacgcg ccagatcacg 33000 
gccagtaagt gcgcccactt cctgcctggg .33060 
gcccgactgc ttgcaccccg gccggccgcc 33120 
ccagactccc tccgggcccc gcccccgctt 33180 
atccgggtcc tcggtcacct gacaggacac 33240 
aggcgctttg ccctgaggcc taaaaatcct 33300 
gggcccccca gaccctggga gtggtggcgg 33360 
ccaccctgca cgggaacctg gggcctgacc 33420 
agagcagtct gtgaaactct ccgggccccc 33480 
tgggttccct aagtagaact taggcagatg 33540 
ggcctactca tctccctctg ggggagaggg 33600 



WO 03/007801 



11 



PCT/US02/23041 



aggaaggtgg tcttgtttgg tttggagaag 
tttttttttt tctgctactt ttgtcccaaa 
agacactcaa tgccagggca gggactcccc 
ggccccataa aggcctgccc cagcgccttg 
agtttgtgag tctagccctt tgtcctctgt 
tcttagtttc ctgccttttc gccttcccag 
ctagtgggag gagggagttg ggggattttg 
cttagcgcgt gcctgtgctg tggtcggatg 
ctctcagtgt gaagagatgg tgtgtctgca 
ccccggagac tagggttaga gagacccagg 
atcaggaagt gacaccccaa gggggggtcc 
gtgtagatag ttgaggagat tgggaggaag 
ctcagctaca aactccagat ctgacacaga 
agcccccttc ctcagtgccc ccactgaccc 
ttgagagcct gtggattcca aagtaaagga 
cctgggaaca tcactcaggc atcaggctcc 
tgtgttgagt tggtggcact ggctggaagt 
ttttaaacca cgcatattag caggcaataa 
atttgaagcc catatattca ttgtgtgttt 
tgatttcctc atgtgtaaaa tgggggtaat 
atcaaatgag acaattcata taaaacatct 
atatgagctg ttattagcaa taacattaac 
aactgggaat ggtgaggggg tgaggtgtgg 
aggaggacgg tgaccaaatt cacatttcac 
cagttttgtt ttgccccaac ccatgtgccc 
tctgtagaga aagtgtttgc agttgtgcac 
tgtaagttgg ggcctgaaca gaaaagaggg 
atgtatttgg gggatggagg caggcataca 
agcaggtggg tcagccagag gtgtacaaat 
acaggcctgg agagtaggca gaggatgtag 
cagattgaaa agagcctgga tgaaaagtct 
atggaggctt ccactgaagc cgtgccctgc 
tgggttctga tccctgcggc ctctgaggag 
tggactcttg cccaagcacc tcaggtatct 
agcagtgcct gaagcctggc ctaagagaga 
acctgaggga gagacagtgt ggtttaagga 
tgccctgact ctgtgccctc tcttgtcagc 
ttctagggtg gtcatttggc tcaaaagcgg 
tggttgtcct ggtggtatga caggaaccag 
ctgacataaa tgaataaaat gcagttatgt 
tcgtcccatt ttacagatga gcaaatggaa 
gtcagtgtgt gccagggcct cagctggggc 
cccaagccca tgttccctgt ggtccacgtg 
ccatgcatta cagggcaaag accactttgg 
ctaggctctg gctccacact ttttcttctg 
gtgtttaatg aggttgtcca tttgagggtc 
actgtggagg tactctgaat actggctgag 
cttctgtctt tggctgatcc ttcactagat 
aaggagtatg ggtgcttgct tttagggaaa 
acctttgatg aagagggtga gggtggcgga 
gcgggctcag aagggaggta gtagtggaac 
gggagcagac cacaccagga ggcctgctcc 
aaggcccagg ccggtgtcat caagggtttt 
aggggcagga gcacatgtcc ggatctccag 
tctgatgtag ttttttccaa gggaagtcag 
ttgccccgat gtgtgggttt ccaggccccc 
aacctaggaa aagggcctgc ttcacagata 
gacccacaac acctccagct tctctccaga 
ggattcagtt ggagtttaga gatcttggct 



cctgagagaa gccagtggct ggaatttttt 33660 
gctgggtttt ggaggcctat gtgggtgggc 33720 
ttgccctggg aagcacgttc ccaggagatg 33780 
gagtcaggta ttcttctcag gagtgcagct 3384 0 
ccggtggctt cagggagcgg gagcggcttc 33900 
gcctgagctt ggctgctttt gcgctggtct 33960 
aaaaacccca gatctttgag agttgttcca 34020 
ggcactctgc tctgccctcc attcccccgc 34080 
actctagact gggttgcttc ttgcagggac 34140 
ctcagaacca ggtctgtgtg aaggagggag 34200 
cacaaacctt cttgggtatg gtgtgcatgt 34260 
gaaggtcttg tggtgaggca gccaaccatc 34320 
tctaatgcag ctgctcaact tagaaatggc 34380 
tgtcagccat tgggagaaca ttttagtgac 34440 
agaatcgaca ctgcaaagag ctgagataac 34500 
aggcatggtc cccttcctta ctccctatgc 34560 
tctcagagat ctcctgggta acagactgca 34 620 
atgtagcaca gtggttgatg gcaagtctgg 34 680 
cccggccagt tacttacctt ctctgagcct 34740 
aatatatcca gtatatatgg ttgctccagg 34800 
agcattgtct gacacataaa tgtttaataa 34860 
aatagaccgt ggctgccctt caagaccctg 34920 
ctataggtga ggatgaaggt gcaggaaggg 34980 
ttagattgct actcagaaaa aggcaggaaa 35040 
actcacccac ccaccatgta gaacagtgtt 35100 
atttgactcc tgggtgtgac ctttcttgtt 35160 
gtgcagagag gggatgattt atcatgcctc 35220 
gaggacctga taacccccta cccaggggtg 35280 
tcagtgatct catcagttag ctgggattta 35340 
gaggaccctg gcttttggat tttgggggct 35400 
ggtcgatgct tgtgtgttca gacttaacta 354 60 
ttctacccat tcgtgggctc tccttgttgg 35520 
gttggactgc cagccgggtt ttctgccacc 35580 
ggcctttcct gctgacccta ccagggtacc 35640 
gacactgtgc taccttcagg gtgttggtag 35700 
gcactcatac tgatatgtaa gaccttcttc 35760 
agttgtgaaa tggagctgac acctcctgat 35820 
ggtggggaag tgcttaggtg ttgacaagtt 35880 
gttggtgttt ggccttttat gttgcagata 35940 
agagttccag ctgagtgcta ttgagacctt 36000 
atggagaatc gtttgtgccc aaggtgttgt 36060 
cagctcacta gtcagaggct gactagcaac 36120 
gctcctctgt gagacacctt tgtgctcaga 36180 
cttttgtatc ccaagacagc ctcagcctct 36240 
gtgttttctg agttgagatg gttcagactc 36300 
tttgtgggcc cagtaaacac tggtgtagac 36360 
catgtccatg gggacttctg aggccccagg 36420 
acttttctag atgccaggcc ctctgaggtg 36480, 
tgaaaacagg caatgacaat tgtgagcagt 36540 
agaaaacagc taactgcctt gatgaggcag 36600 
cagctggctg gggcttgacc cctgtggctg 36660 
gagggctagg cccacagcac gggagagggc 367 20 
ctttgtactg gctgttactc ccagtgggag 36780 
agctagccat ccctgcctgt gtatttcctg 36840 
accttttagt gtttcctcag caccccaggc 36900 
ccgcccagct gggatcctct gtttcctgtg 36960 
actggaggag ctgagcacac ccagtcctgg 37020 
ctcttgtgtg tgtgtgtaca cagatgcaca 37080 
accagctttg ctctgggtag cttcttggaa 37140 
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tgaggcacat ttattaatat ttgcaataag 
taggcaccaa ggattcaaaa gtttattgag 
aaaagacaga tgtagaggca tatgattata 
gcctctacca agaactgtga ggagctctgc 
gaggtaggcc ttgaattact gaggcacctg 
ctctgtgcag gggtagggaa cagatatggt 
gacagctata gccctagtgt gccatgtcca 
gagtcagcgg aggctgttgt gggactgact 
ggtttgtcag gcaggtgttg gggagggagg 
caggagagag ctgctgaggg cccagacaag 
atggtggtag atgggagaag ggctgggtct 
catttgggcc ctagactctg cttgaattaa 
accttaaagc atatgactac ctctctgggc 
ggcatttatt ttataaggtt tttgtgagga 
acctgtataa agtgcttagc atggagtgtg 
cctgacagga cagagatgag gattaagttc 
tgcacctgct gtcctaaggg gctggtgcct 
gaggcccgcc catcctctct tgcagctctc 
cactgctggt tttgcaggga gacagggcag 
ccccttctgt agagtgaagg tatgatattg 
tatctggaga gatcttgtct ttgaggaagt 
gcctgcctct gctgtcactg ttctgtgtca 
ctctgtgcct tttcctgtgg gatgtggctt 
agggagtgag gcctgagatt gcaaaggtgt 
cacttgcttt gttagaacta gagaagtcac 
tgggtgtggg ataggaggat gggaatgttc 
ggagcatggg aacagtgcgt ccttggaggg 
caagactcaa ggtggagcca cgggtgagga 
cccaccttgc tggtaattga gctgaagtgc 
ttgggttcag gtctcagctc ttactgtgac 
ttgatcttta gctgtaaaag taatttctcc 
attatatata agagtaagag attttatgtg 
gtggccactt aacagtattc atttccttta 
tcttttccac cactaagctc ggccacaagt 
gtttcctact tgctttctgt gttccttccc 
aaaaactctg gaattggaat agcatattgg 
attgtttgaa cttcacagca gctccatgaa 
cttacagagg agaaaaccaa gccctaaggg 
ctaggatttc agattcctgc tatagtattc 
aataggatgg accgttctat aggaacagag 
ctctggccac atgtgtttga ccagcctaga 
cctcaatttc aaaacccgtc ctgcactcat 
ggcccaccca gacctttccc acactcctac 
tgggacacag aagagcctca ccctcttgac 
gcttctacag aacatgggaa cctggggctc 
ccaggattct ctatgacaac tcaagagcat 
tacatttgtt gtgggccttg ctactgtgtg 
cagcctctga cttgttcatg gtggcagtag 
catacctact ctccttaaaa aaaaacaaaa 
tgaataagtg agagacgact tgtgcttccc 
gccaagcact gtggagacca gtagtggaca 
gataaatagg cagacagata aaattcttat 
ggcaagaggc tgctctgtca gggtaggtga 
atatcaatgg ctggcaacaa ggaaggttaa 
caccaccgtc cctggagagt ggcctcagtg 
gaacaccctg ggcaaactag gctggagagg 
aatttctatg acttaggatg catgtggtga 
tgctgcctgt gtgggtcaag agactgtctt 
gtggcccttg cctaattgtc atctctgcca 



tattattata cctccccatt tgcccagtgc 37200 
acatggtttg tgccattgat gaactcttgg 37260 
accctgtgtg ttacatacca taatataaag 37320 
caggaaggca ttaaaggaga ggtgaccttt 37380 
tctgtgccga ggctaaggaa ctgggaatca 37440 
gtggtagaga ggaagctggg actggttgga 37500 
gcagattaca ctcagtcctg gaggcgacgg 37560 
tgcctctgcc tgggagacca cagtggcagt 37 620 
ccagtgagct cctacggttt gcacagtttg 37680 
accttcttgc tgaggcaggg tggggatgcc 37740 
tgaggggtga gacagagctt agtagttaag 37800 
aatcctgttg tgcagcttac ttgctctgtg 37860 
tgcttatctg taaaaaggat agtattaaat 37920 
tttgatgaga acctgtataa agtgcttagc 37980 
gcacagtgta agtgcttact acgtaggatc 38040 
tcaggaggac ctggtgggga ggagttcgaa 38100 
ggccaccaag ccctttgatt cagaggcaag 38160 
agcagtccct ctattgtcag ggctctttcc 38220 
ttggctggaa gcagctgctt tgggtggtaa 38280 
tcctatttct aagtgcctag cccaggacgc 38340 
gctctaatgc cacagcctcg atgtggtagg 38400 
gtctccgtta actcacagca tctcttctta 384 60 
caaggagacc acagatgata agttggagga 38520 
gatattagga gactgatttt tccccctttc 38580 
tgcagactgt gaggagagtc ctaggagaga 38640 
tggtgcccct tgtagagtgc cttgttgaga 38700 
aatctctgag agcagcatgt ttacaggtgg 38760 
gtggcttcag gctaccattg accagatagt 38820 
ctggagattt gtggctagag ctggtcagat 38880 
cttgggcaga ttacttttcc ctgtctgaaa 38940 
tcacagagct gtatattaat aataagggag 39000 
aaaactaccc agcacaacat ttgtcactta 39060 
ctctcacctt tgttaaccac agagctccaa 39120 
ggctgctcca acaacctggg ctaggagtct 39180 
tgagtctgta cacagaggac tggggcatca 392 4 0 
gagttcatgg aacattttct cacctgttgt 39300 
tccatggagg gcaggagtta ctatccctct 39360 
taaggtcaca tagcaagttc atggcagatc 39420 
agtttattct cccattctgg ggaaaatgat 39480 
ggttattttg ttttgttttg tttttcttcc 39540 
cttccatctg tggacaagct ggactcattg 39600 
ccttgccaca acaccggtgt cgagatgctt 39660 
atgggggtga atgtagccgc tgattggggg 39720 
tttctggttt gtggtgacac ttccgcctaa 39780 
catgccccaa atatcctgag aagggctttt 39840 
gcattcattc atgtgctctt taatttgtca 39900 
ttgggcacac tgagctggat gtgattactc 39960 
atctctagcg tggtttgtgt tccatctcac 40020 
aactagcttt cttgggcctc agtggctcat 40080 
tggctttaga ctctggcatt tgctaactgt 40140 
taaggttagg gtagatacag ccagaaagga 40200 
aggatttggt gagttctatg aaggaaataa 40260 
gggtgtgctg tgataacaaa tgatgcccac 40320 
tttcccctgt ttgctatgtg tgctaaccta 40380 
gttctgggtg aggcctctag tacagaacct 40440 
gatttggagt atggaggttt agaaggaatt 40500 
gtgtggcttt gctgttgtgg tagagtagag 40560 
ggctgacatc tttgaaatag gtatatttgt 40620 
tagctgcccc cgccttcccc accaacccat 40680 



WO 03/007801 



13 



PCTAJS02/23041 



ggccctactt gagctgcctg ctgagcctac 
ccagagtttg agtttctcgc tacttctgcc 
tgggtgtgct gaagtctcca gagaaagtgg 
gtgttttcag cccctagaga gtagagaagt 
tagttttggg gaagaagcaa tggggacagt 
cccaagagat gggacttgga gagtctctac 
cgcacccctc cttgcaagac tagttccttt 
ctgcagtggc tgtgtgccca ggcttaagtc 
gaaccgggcc catcctgggg gaggcaggga 
tttgtgtata ggctctgctg cttccttccg 
ccctggcttc agcaagactc aggatgcaga 
gactggcatc cctttttact gagcccaggc 
aagaaaacga ggtgacccag tccttgatcc 
aaccgctaat gcccagggct ggcaggagac 
tgagggccaa gatggaatcg cttttctccc 
ctccacctgc cagctggcac acaggtgttg 
gcctgggcgc aaggcagcaa ggcttgggta 
ctgggccctg acagtgaaca gctggccaaa 
gccacttgtt tgtgtgtgtt tagttcttcc 
tggcttcctg ttttcttgga cacctgggga 
tgattgttga gggcatgggc ttgggtcata 
gagtcgggta ttgaccacac tgggttctgg 
ttccaacccc accttgactt cagcctaagg 
tgactaaccc taggaaggag tgaaggagag 
tcagcttact tgggggcagg aggtgagcta 
ggttgggcag cgatgggggc aggggtgatg 
tatggtcacc ctattctgcc tgatagtcca 
tgccctagtc acttcctcca ccttcaacag 
gtccatccta actgggactg tggccttttc 
gttggaaaag gtaacatatg tcactttgtt 
gcagtgaaac acagagcatt ccctccagtg 
caagaggatg gcctggttct ggcctgagaa 
acaatcatgt gtgctagtaa agtttgggca 
gttattcaac ttcaacttca gagaaagaaa 
ggtgagttca aagaatttaa gctgggctgg 
ctttgggagg ccaaggtagg gggatcacga 
atggtgaaat cccatctcta ctaaaaatac 
tgtaacccag ctactcagga agctgaggca 
ttgcagtgag ccaagatcgc gccattgcac 
ctctttaaaa aaaaaaaaaa atttaagctg 
atccctggca ccttggagtg agatcagagt 
ggaagcaaaa agggaacagg agagtggctt 
cagccagatg ctgtggcggc tgggtcaagt 
tgctgaagca ggatgtctca gcaagcaggc 
agaacgtctc cagccccaca gatttactct 
actgtccaag aggtggcagt aacacagaaa 
tgagatgtca tggggttcag ggagtggcag 
ttgtctccct acctcagccc ctgttgctct 
cccctgttgt ttccttgtag gagggagacc 
ccatttcctc tcccttgtga gagggctctg 
gatatgctgg gctgtggtca ggagggcctc 
agcagtgatg ctttcatagt atttttcttg 
tggtaggcat ggagcattga agatggcaga 
ctagtggaga aaacaatcag acagccttaa 
gtgaagcagg agtgcaccac gaaacctgga 
tggccctgct tggccacttc caacaaggat 
tacaggcagt cttggctttg aagtattgtt 
gtaagttaat taacctcttt gtgctcaatt 
ttacttcata gtgttatttg caagtataaa 



tctgttgtgg ccacagtatc ctcctgctgc 40740 
actcatcaca cttgcttccc agagctttgc 40800 
ggaatatggg tgcctagaga cttctagggg 4 0860 
gtgagaaggg gttggtcccc gaatattctg 40920 
ggagttggtt gccttaagag aggctatggt 40980 
ttgcattcct ggctaagccc ttaatattct 41040 
tgaggtggtt cttggctagc ttttgagagg 41100 
ctagctttct ccccactctt tacctcctag 41160 
ggagctcctt tttatagtcc acatgtaggc 41220 
gccctggccc ttcctggtgt tggccggtgg 41280 
gtaaacgggg cagggcgttc tcctacagaa 41340 
ctggcacaga ggaggctgga gttaggaagc 41400 
tgagaagctt gtgatctgga ccatgcagaa 414 60 
agctgtgcct aaagtgctgt aggctgggcc 41520 
tgtagcagcc catcctaccc cctggggtcc 41580 
ggtaaagcat ctgtacaaag gctgtgaggg 41640 
cggaggagag tgggtggtct tactgatgtt 41700 
ctggtgagga gttgggccat ggcgagtttg 41760 
tgggcacagg tggggagttc actttggggt 41820 
tatggttgag ttaaaatgtt ctgagggaaa 41880 
gtgtccttgg cttggccttg cccatggtag 41940 
ctgtgtaggt gtggatgtgt ggtgggagaa 42000 
cccagagagt gtgggcctga gttcacaggg 42060 
ctccagttgg ccataggtcc cacaggtttc 42120 
aggaatacaa ctccattccc tcagttggga 42180 
gtccttctct gaggcactga agacccactt 42240 
ccacctgttt ggaggcagct cccctcttcc 42300 
taattgagta taatgtgcct gtgttagctt 42360 
ttgggcgttc ttagcatatc taccaaggag 42420 
aaggattttg ctgagggcct tttgaggcca 42480 
agaacagaat gtctgttgcc agactgatca 42540 
ctggtctaca ccggaagcat gaagctccat 42600 
agcagctgtc ctaagcaggt aaaacgatag 42660 
tccaaggtag ccatctctct cagtagggga 42720 
gcacggtggc tcacgcctgt aatcccagca 42780 
ggtcaggagt tcaagaccag cctggctaag 42840 
aaaaattaac caggcgtggt gtcaggcgcc 42900 
ggataattgc ttgaacccgg gaggcagagg 42960 
tccagcctgg gtgacagagc aagactctgt 43020 
ggctttctgg gcaggcagtg agtgaatgag 43080 
ctagatcact cactggggcc ctgtttccca 43140 
ggcttgggct ggcatggcgc aaagggagtg 43200 
agctctaaaa caggagagcc tagtgggttc 43260 
ctctgacctg acgacttccg gtcattattt 43320 
gttggaggct taaggactaa accaacattt 43380 
ccaaagaggc aggaaccaag gttggggtgg 43440 
aggggaaggc ctctattctc cctttcccac 43500 
gacgcttccc ccaccactat gagtcctagg 43560 
ccagattttt atttcttctc ccaacccatt 43620 
cagagacagg gcagcagaga gagacttgga 4 3680 
atttatctag tgagcaggaa caggttatat 43740 
aataaggtcc ccaaaacctt attaagttcc 43800 
catggtgcag tctctcaagg agtttacgct 43860 
aatacatgta tggctactat aataaatact 43920 
gtcctctcca tcctcccctt ctgtctgtgc 43980 
tctgaggcat tacagagcac acgtctaggg 44040 
ggctttgcca ctcaccaact gccaccttag 44100 
tcctcactcg ggaattgggg accctaatac 44160 
atataaggca gtttttatcg ttgtaaggca 44220 
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gtcttatcaa gagctttatg caatgtctat 
ggatgccaga tgctgctgtt gctcatcgtc 
tcatcctcta cttctcagct tcttatagta 
agcataatac tcatatctaa tttttccttc 
ccaagtatct agtttaatgt ctctcatgta 
aataaagcca gtgggacttc tcagagggct 
gcgaaggatc attctgaagt ttggagtttg 
tgacccaggg ggtatggcaa gaggccttgg 
ttttgaggag ttgtctttga gacgttttga 
tgaattgaag gatctgaagc ttaagaggag 
atctgtacat aggaggtaat taagggtgtg 
agagcaccgg aagagaggac cttgacctga 
taggcctgta gcgcacaaag aagcatgaaa 
ggcagagctt caaggagaga gggcgtgatc 
aggaggacca tagataagtg atttatgggt 
gctctttggg aggccaagac tggcgagtca 
gcaacatggc aaaacaccat ctctgcaaaa 
tgtagtccca gctacctgaa aggccaaggt 
ggctacagtg agccctgttg gtgccactgc 
ggccaggcat ggtggctcac acctgtaatc 
tcacttgagg ccaggagttt gagacaagct 
aaatataaag aaaaatttta aaagtgactt 
tgagtgtact atgtggggga gcattttatg 
gacatggccc tggtgggtcc ccagtctctc 
ccatctagaa agaacttagg cagcatcagt 
agactcctga cacagaggct gacccatggc 
aaagttgggg aaagccacct ttccctactg 
ccctcccttc tcatccatga tactctgaat 
. cacctctgtc ttggtttcca tgaacccctc 
cctggctttt acagagcact ccaagacatt 
tccctgttgt tctactcgtt gcatgacctc 
catcaggcag gggttttctc aaaggcagga 
taggacccag cccagggcct gacatggagt 
tgatggaatg aatgactgca taagccgaat 
atttctctgg gtgggacctc ctttcccttc 
ataggtgaga ttaatttaga gtcctaggga 
ctggctgtgg ctgctctgtg tttctctgta 
gggacactgc agagtgtccc agttctgcca 
ttggaccctc tgtttcctca ttgtttcaaa 
tccaactcgc tgcccgcggg tctggtttga 
agtaagcccc accatcgcct tccctttgcc 
acccagatcc ttgtttgtaa aatggaaagg 
cctttggtgg cagccagatg tgctcaggga 
agaggcagga ggaggaatat tatagtctca 
actctcaccc tttccacagg ctttgggcat 
tgtgacctgg ctactattgc atcaggcttc 
tctcttcttt ggctacctcc atccttttcc 
tatggtcctg atgggtgcag agcccctgtg 
gtgcagtgcc tgccgtaccc cacagggagt 
ggtagggggc cagaagtggc ccagatgata 
tctttcagca tcctctggtg gagaaggctt 
tgtgtatttt ctttggtatg ggagtgggga 
ctacatgtgg agagggtgat tggtgagagg 
cccctgggac cactctcctg aatctcctca 
ggtgctcggc atcctgctgc ttttactgtt 
tcccactggc tataggaatc tttatgtaag 
ccccaggggt cacattcccc ccaactatgc 
cctcactgac cactgcattt tcagtatttg 
tgccacctct tccaggaagc catccttgat 
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gcaaagtaaa tatgcaagaa attagtgtta 44280 
tcttcccacc cagcagaggt agtaactact 44340 
tttgtctgtg gactctaacg taagctatct 44400 
cacattcaag ctccttgagg tacttgtatt 444 60 
ggtgctcaga acgtatggtt aattttgaat 44520 
ggattggggg ctggtgagag aaaaggagat 4 4580 
ggtacctgtt tgaatggtga tgctcttagc 44640 
ttctggtgag agagagaaga cagtgtttgg 4 4700 
gatgaagagt ggggatagca agtaggcagc 4 4760 
aggactaggc tagagacctg tttgtgaatt 4 4820 
ggcatggctg acactgatga ggaagaaggc 44880 
gccttgacca aggccattgc taaatgcagg 4 4 940 
accaggcaag gttgtgcagg agaaatcaag 45000 
aaccatgttg attgctctga ggtgtcagga 45060 
caggcacggt gattcatgcc tgtaatccca 45120 
tttgagccca ggagttcaag aacagcctgg 45180 
aatataatca gcctggcgtt gtggtttgcc 45240 
gggaggatca cctgcacctg gggaggtaga 45300 
actccagcct ggacaacaga gtgacttatg 45360 
ccagcacttt gggaggccga agtgagagga 45420 
tgggcaacat agtgagaccc catctctata 45480 
atacccattg ctctggttct ccaagtagcc 45540 
agggactttt gaggtcctgg gcatccctga 45600 
tcctgtagct aggagcctgg catacacagg 45660 
ctgcaaggga ggcagagttt ggagcacact 4 5720 
tgcctggaga atcttctggg cttgtgcaga 45780 
tggcagtcaa ggcttggtat aggccatctt 45840 
gccctgtttg tggaacttag tggactcctg 45900 
tgcccaatgt gtgcttgtca gccctccaga 45960 
gctctacaca cactcagctc cacagacacc 4 6020 
atagttatct gcttccccat ctgtttcctc 46080 
actcaaatgc cttattgatc tctgtttccc 46140 
agatagatgc ccgataaatg tttgatcaga 46200 
agatcactgc tgagtgctct tccagcttta 46260 
cttcctttgg attctgttct tacctctgaa 46320 
agagggctgc ctgcctggat ggtacaaagg 46380 
tacccagtgt cagggatagc agctgctgtg 4 6440 
tgactcacca tatgaccatg acaagaccct 46500 
gagatttgtc tagaatctag accaagcttg 46560 
aggcagctgc tgcacagtaa tgggaaggac 4 6620 
atataaccct gtgacctcag aagtccctga 4 6680 
gatagctacc cacccctcca ctttgacctt 46740 
aacctcagat ttgtgagtat gtttctactg 46800 
ggaagaggga ggaatgagag ggagaggaga 4 6860 
atgcagccag cttggaaatg ctgaccatcc 46920 
cttcccacct gtgtccaggt cctatctttg 4 6980 
ttcagagctg caaaaacctt gccaaagccg 47040 
cctctggctg cctgtgaagg gggatctgca 47100 
tgtataggaa cctggggatg gggtgactga 47160 
ctcacttctg ctggaacttt tctttgtcca 47220 
agctccatta atgctctcct aggtcctggc 47280 
actgggaggg actcatctgt ttgccacaga 47340 
tcattttgga gatctacaca cctcttctga 47400 
tggtcttggc ttcgggccca gcagggcgtg 47460 
tttcccaaag ctctgttagc ttcccgtggt 47520 
gacttcccag tgtttccaga ctgtatttgc 47580 
ctgctgctgc tttttctgtt cccgttgtta 47640 
ttgtagcccc tcagcctctg tggcccactg 47700 
accatctttc tggtaccatt tttgagcatc 47760 



WO 03/007801 



PCT/US02/23041 



tgtggccttt gctgcctgtt agataattag 
ctgctcttaa gtactctgaa cattttgagg 
ggtagggaat ggagagaaga gtcaaatgtg 
tggcctaaga caccagggaa gcaccagcag 
gggggcacct agtgtgcccc tggcctgggc 
tggcttgtgc aaaggctgag gcaggaagga 
tgtgttaatt ggacttggac ccttttgagg 
gccctctgca gagtggggca cacaggcctt 
gggggtagta aaaaccccca gaagggaagg 
ttcaagctct ttagatttta aagagacctt 
agttacaaaa tttctttact ccatgcatgt 
tcaattagct tacacacttt gggttttgtg 
tcgctttgtt ggccaggctg gagtacagta 
catctgcagc ctcaaaccct tgggctcaag 
ggactacagg catgtgctac catgtctagc 
ggtggggtct tcctctgtta cccagatggg 
tgcctcagcc ttctaaagtg agcgtatgca 
aaatatttca gacagggcat ggttgctcat 
ggcaggcgaa tcactggagg tcaggagttt 
gtctctacta aaaatacaaa aatcagctgg 
acttgggaga ctgaggtatg agaatcactt 
gagattgcac cactgcactc cagcctgggc 
tatttcagtg aaagcatgtt tcatgttcag 
ttggccatat cttcatcatt tggtgggttt 
gattaaatca cttctgtatc tcttacctca 
gtgccaggag tggtgattct attttgcaga 
caggcctcct gcccaccttg ccagtgcttt 
cctgctgagc ggttaacagg cttataaatt 
aagtggcttt tttgagcaca ggggatacta 
taatttaggg tcttggattt gatgattggg 
tgtctgcccc ctagggcagg attggctggc 
ctttgctctt ctctttctct tccctagggt 
caggaatact gcccttatgc acatcctcgt 
actggacagg aagagagcta gtggcaggcc 
ggggtgggag caagagtcaa agacaggaag 
agatgggtcc tttgtggtta ttgtcttctc 
catatagctt gtcccttcga cagcaccctc 
cagggtgggg gcttactctc ctgcagaggc 
gcttcacagc tcccagagtg cttgggcata 
ttttaaaggg aaagcaactg ccattactgg 
tgcatggccc agaagctccg ctctgagtaa 
ccaggagtct gtccctgggc tgagaaggga 
cattgctctt cccagtctcc ctggcctcgt 
ttgtggcatt ttgctttaat gcttagagct 
ccttctgccc aaaaaacaaa acacacatga 
aaggctgacc gtcctatgtg gatatctgtg 
gtgggtctac tcccacgaaa gccttcatct 
ccaaggccta gctatatgct tggagccagg 
gcctcagact attggtgagt gtgctggtgg 
gcatatgctt atctgtacac aagtctgtaa 
atccctgcca ggcttctttt tgagctggcg 
atcatcttta tttcacccaa gtttgggttt 
atttgtctcc actactgcca gcttttgtag 
tagacaggtg ggctgtctcc agacttctct 
agcaaccatg tgaggtaaga ggaatttcca 
agtgagggac tgccaaggcc tcatagctag 
agctgggaag gggatggtca gggaaagctt 
tcagggcagg gagcagagca aggccccagg 
tatgagaagg ttctcagtcc tcagagctga 
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ctctggaatc taactcccat gtgtttactc 47820 
cctccccagg ccctgggttt gtgttggact 47880 
gtttcttcct tggaggagct cataggccag 47940 
gtgtgacaag tggtgacaca caagagagga 4 8000 
ctggtggggg cttaagtgag gaggtaggag 48060 
gtatggggag acatgggctg gtgtctgtgt 48120 
agggctgggc tttccctgcc ttcctccagt 48180 
gaggggttct ggggtccaca ggccacaggt 48240 
aacctgtcca ggaaatcttc gcttacctct 48300 
tcatatttac tatgagttgc agttttttta 48360 
ttaaatggat agtttttgct accatttaca 48420 
tttttgtttt gtgtttttag agaaaggatc 48480 
ctgtgatcat agctcataga gcttcctact 48540 
tgatctttcc caccgcctcc caagtagctg 48600 
taagtttttt taatttttat tttttgcaga 48660 
tcttgaactc ctggcctcaa gcagtcctct 48720 
ctttataaag ggaaaaccct ctctgaagag 48780 
gcttctaatc ccagcacttt gggaggccga 48840 
gagagcagct ggccaacatg gtgaaacccc 48900 
gcatggtggt gtgcatctgt aatcccagct 48960 
gaaccccgga ggcagaggtt gcagtgaacc 4 9020 
aacagagcga gacacccaga cccagagaaa 4 9080 
aaatttgggg tacttttggt tatggttttc 49140 
agttttcaat atgtcctcct gtccctttct 49200 
ttggcatctc actgtagtcc aatgaaggag 49260 
tgaagaaaat gaggctcaga gagatgggtc 49320 
tgttcataat acctctctac accctttttg 49380 
tgggggacct ctgtctgttg ggctatttgg 49440 
ggacacaggt tccaacaaga aacttaggtc 49500 
ctccctctcc cccttctagg gcctgccatg 4 9560 
tctcactggc tgtgctctga ggagccctgc 4 9620 
tcctgctgtc cttgaactct gccggggcaa 49680 
ggtggccaga cagggtggtt atcccacttt 4 974 0 
tgtgacttgg cctgatgtct cgggggagtc 49800 
cagccctacc ttcagaagag ccaggcacac 49860 
cctttcccag gttccagact ggctgcccgc 4 9920 
tctccccact cagtggattg ggtgctgtcc 4 9980 
aggttctcag ctggccctga gggttgtata 50040 
gggtggctca gatgaggaaa caggctcctc 50100 
catgtccaaa agggggatgc tgtccaggac 50160 
ctgctggtct ctaatctctg tggtctcagg 50220 
ggggagaaga gggaagagat ggaaaaggaa 50280 
catataacct tttattttac aaattcagtc 50340 
ggccccaggt gccaggcagc aggcacattt 50400 
atctgaggtt gggcgtggta agggcaggcc 504 60 
aggtagtgtg cctacatgta agggtctgtt 50520 
tacgatgaac cagagaggac tgcagacttg 50580 
atttgaaact tgatctttgg ggatgcacgt 50640 
ggcactgcag gctcaggaag cagcgtgtct 50700 
gagtccccct tctccccata caatgccccc 50760 
aaatagctgc ttgtattctt ctcttcatgg 50820 
gcacctagtg gagccttggc aagtggcctt 50880 
gctccatgtc aatggcacta ggcacacagg 50940 
attaccagca cttcccagca tggccctcac 51000 
gtttcctgat ggggaaactg agaccaaaag 51060 
aatttaagag ctgtgtggtt ctcctcacta 51120 
cttgaaagag caggagaagg cagatctcca 51180 
attctgcctg gggcaccagg aagcctggct 51240 
catgtgatat acagtccagg cacaggtgtg 51300 * 
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tgtggtccct cattacttca gagcccctta 
tttgtgagcg attcaatata agggactaaa 
gtcactgtct accatagcca catttggaat 
gcagcattca ctgtgggctt ggggacatgg 
catgggcctg gggacgtggt gctgggcaga 
ctggctgggc tttgccttct tgggtcaagg 
gctatacatc aggcttctgg gctgctactt 
cctccttctc actgccccat cttcttcata 
ttttccccag agttcccctg aatgttgtcc 
aggtcatgga tttttgggta taacgtgtga 
tctcaagctc ctaagttctg ggaaggtctc 
ggtctgaccc agactgtgcc agactggatc 
ggccattcct ctctggggag tctccttgtg 
agaaagagga tgctgccata tttgttctgg 
ggtagcacag gatgtggctt tcaagaacct 
aggctggtgc cttcttacgg aagacagtac 
ggagcattgg atgcctggcg tggagctgcg 
ctgttctgcc ttcaactgat ctcaatggaa 
tgtgtgtgtg tgtgtgtgtg tgtgtgtgtg 
aaggtgtggg agggggatga cagcagctcc 
aaaaggcaga gtttgtggtt gttctgcagt 
ctcctccttc tgtcattgga agccctgtgt 
ccctgcccct gtttctaccc gagtataact 
tttccctcct tctgcctgtg tacctgcctt 
ggaggggccc tgcctggcct taggtatgtg 
gcatcaagtg tattagtacc acaggaagga 
agggagccgg ggaggtggac atttccagac 
caacagctat tcttgcccta ggtgtggctt 
caaaagctgg ggaggtaaat tcctgagccc 
gtgtttgttg tttgttctcc ttagactggc 
ggtctagggg ggtcagaata atgttttatg 
atgggtgaga accaggggtc agggaaaaca 
caggctggag gggtttgctg aggggacagg 
ggagctaggg ttagggccag aagcaatgcc 
ttgtgacagt tgctagaggg acaggacagg 
ggacattcca ggcaggttgg tgtgcagttc 
gccaggcaaa tgctggcact gcatctggct 
ggattttaag aggcttcaga gcttggggag 
gccaagcttt tttcctttga cctaatctac 
ctgccctcca gccagcaggc agcccctccc 
cctttgctga gggagcagag gagtccattg 
gctgggtgtt tctagctgtt acgacttttg 
gttactctta tgttactctc ttcacaggtg 
attgagatca catagctaat gtgaggtaga 
agagctcgtg catgtttttt ctaccaccct 
gctttacaca tggtaaaact gagactctga 
aagttttagt ggctgagggc aggtcatctg 
gccttgtgaa ggccacggga gcatgcaagg 
ccaggcaaaa tggtggtctg ggtccaggat 
gtcaggggat . ggggtgggga ttaggcccct 
agttaggcat ttcagggatg caccagtcct 
cctgaggccc atcttgacct acccagccct 
gtaccttgtg tcaggaagtg gtcctcatga 
agtctagctc ttttgcaggt caaaatgtct 
ccccacagaa ccacctttcc cccatatagc 
aaggcctatc cctagactca acccagccct 
ctctgcctct ggggttcctc cctgagagag 
cctttcggtg ttgactctgg gagaccccag 
gttgacattc gtgaaattaa ggagatccgc 
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agaaagactg aatctatttc ttcatcagag 51360 
tccccctcac tgccccaagc agcttatctt 51420 
ggtaatgccc aggccattcc tgaagcccag 51480 
tgccattcct gaagcctggg cagccatcac 51540 
atgaatatgc tgcagccctg atgggctgtg 51600 
cgagcctggg cattaggcct ttgtcattat 51660 
gtgggatcct gcccttgttc tcaaagagtt 51720 
gtgacggcct cttcgtaccc ctggcttttc 51780 
tctcatggtt ctgagttggg gaggagtgct 51840 
ctttcctact cccctaagta gttctcccct 51900 
ttttcctgcc ctcctgacta atggcagaga 51960 
attcgctctg tcacctgcca ccagggcaga 52020 
aatttctggg gaccagctct ggctctctca 52080 
gaggcaggaa gatgaagggt gaggttggga 52140 
agtagagcat ctcactgtgc tgccagggcc 52200 
aagggatcag gtgtggccaa caggaacttg 52260 
ctatgcttac ctggttccta tctcaggcac 52320 
atatgtgcag gagtgcaggc ctgttgactc 52380 
tgtgtgtaca gtcacactca cctttgcaag 52440 
acaccggaag agcagactgg tttctgtttc 52500 
ttctgatcta gccatttccc ctgatggaag 52560 
tctcggttag gtcttttatg gcccagttct 52620 
gttcattttt gttccccatc cctatttggt 52680 
tttcatttct tcagtcatta agcaagccct 52740 
agcatgtatg tacgtgtttg tatgcacgag 52800 
gcttctcagt tgggcccttg gtggaagaga 52860 
taggaatcaa gatgaaatag ggatgggaag 52920 
agtgtggatg gagcagagag ggtgagaggg 52980 
tgtcacaaag agccttcaag gccatagaag 53040 
agtgggcagc ctcgggaggg gcttgaatga 53100 
aagagccaga agactgggga aggatggctg 53160 
gcagaaaagg caggactctc agctggagga 53220 
tggttccagg tagaaccaga aatgtgtcgg 53280 
cactgttcca ggtgggatag atgtggagtt 53340 
aagagagcat ctgggggagt tgggccgtta 53400 
gggctggaag ggctcctggg gtgggggctg 534 60 
ccgaagttac caggccagtc tgggtttaga 53520 
tactcaaaga aagtcatagc tgttggctaa 53580 
cttaaatcgg tgatttctgg gctggaatgt 53640 
tgtgctggag agtgtgtcag agcctgtgca 53700 
gatgggcccc ctccatgtcc cacatatagt 53760 
atcttaccaa catctttctg atgctattgt 53820 
tagcagtgag gtcagagtgg ctgtcacttt 53880 
gctaggattt tagttcagcc agtctcaccc 53940 
gccttctaga gaaactcagt caagcccttt 54000 
gaagttaaat aaattattca tcattgcctc 54060 
ctattcaagc ccgtgtacct ctctgactat 54120 
gccttggata gctaagataa ggaaatggtc 54180 
ggttgctgct cttggacagc cagtgccttg 54240 
tgctgagact tgtgtgggga tggctttagc 54300 
ctgggccaga gcctactttc tcccagggat 54360 
gcctctggga ctttatgatt tgatttgtgt 54420 
acagccttgg gtccctattt cttcttctgg 54480 
cagtgaggga acaaagatag ggaagggaca 54540 
cctctctgac atctcagccc ttacttagca 54 600 
cttattacca gagtgactga gtggtcttgg 54660 
agtgtaagaa tgaggaaacc aggctgccct 54720 
cttgatcttg gcctctttgc taccttccta 54780 
ccagggaaga cctcacggga ctttgatcgc 54840 
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tatcaagagg acccagcttt ccggccggac 
atggaatttc gcctgaaaac gctgagcctg 
agaggatagt taggggaatg cctgctggct 
gcagctattg ataccttgct cacagccaca 
ggcttaactt ggctgatgga ggatacattg 
taagaaccac tcctgaaggg gttagggctg 
gcagaccttt gtgtgcccag acatctccca 
acctcaggct tctctctcca ggtggctccg 
tgaggatcgg taagtactga gctgtggctg 
aaccttagcc aggcctctaa gtagctgccc 
tggggccagg agggtgggca gaaggttctg 
ggtggccttg gtgtgagctg gtgagaggag 
gggcagagac tggatgtgta gaactggctt 
gcgtgtgaag ggtgccctga aactctggct 
aaggagagaa gggggagcaa agaccagata 
tgacctgaaa gaaatgggaa gccatggaag 
cttgggttac tcaagatcac tctgcctgct 
acactccagg tgaaaaatga gagggcttgg 
attttggcca tgttgtattt tgaagatagc 
ttggggtgtg agaggcattg aggataatag 
agagtcacca ttgactgaga tgagaagatc 
ggttcagttc gaggcatgtt aagttttctg 
gagtaggcag gtggttagag tgagtttagg 
cttgggagta tgtagataac actgaaagcc 
agcagaccaa gaaaagggca gggtccagtg 
ttggaggggt cagggacaac tagtgcggta 
gcagcccaag gaagaagaca gtggtgaaat 
gagaagagcg gtgtcaccct agcggtgagg 
ctcttgcaag gagttttgct atggagggga 
agcaggggca agacaggtgt ttttggtgga 
gaaagagacc acagagggca agatcggtga 
ttcctcactg gaaaacaagg accctgatag 
ggagggggcg cctatataga gccagccctc 
cgctcagccc cctcggggaa ttttggtgcc 
tggtcccacc ctcccctccc ctccttgaca 
cccccttctt gtccatcctg ttgccaggtc 
aggacacccc tggagagcag gggcgcttgt 
tgtctagccc caggaggtgc ccagttgcca 
tccttcctcc ctctcatggg ttagtgggtt 
gcagcaggta gggacctgct gccatgctgc 
ccttctgtct tggataggct gactgccacc 
ggggaggcct ggagtgtggt ttttcttcct 
tcacatcttc cttgccagaa ttacaggttt 
tttttttttt tgctcagatg aggaactgag 
ccatgggttc tgatccagtc ttgccctcag 
cctgtccagc cccaggtggg ctcgacccac 
ccactgggga tgtccctgtt ttctcagtat 
ccaggtcaac taccgggtcc ccaacatgcg 
cacccagggc tgtctgtaga tgggggcagg 
gactgcctga ctggcactcc tgctctatac 
catcacctac gggcagtttg ctcagctgta 
ggtgcatgag ccacctgccc tccctcaacc 
gctctgcctg cctcagccct gctgccctgc 
tcttctcctc ttgaggcctg cccccatctg 
ttcccacatg gcctcccagg ggtcttgccc 
tccccttctt ggaagccagt actctgaggt 
ctgggccccc ttcatctctc cactgggcga 
agggaaccat gctggaccat tctgggaagc 
cgtggggcac cttgttgtct gttgaccata 



cagtcacatt gctttgtcat tctctatgga 54900 
caaggtggga gttaaggggg tagaggaggt 54 960 
cctgcccagt gggaggtatg tgccctcggg 55020 
tctgaggatg aagtgaacat gtggatcaag 55080 
caggcaccca cacccctgca gattgagagg 55140 
ggagcattag ggaccagggg gacagggaca 55200 
ggcctgactg tagatggaga agtggccctc 55260 
gaagcagttt tactcagtgg atcggaatcg 55320 
tagcccagca gggtggggat gggcatccag 55380 
ggagagccag aggacccagg ggaccttaag 55440 
ccacgtgtag ctttctgcac aaagtcctct 55500 
ccagccacat gctgtgtgcc ctgccactat 55560 
tgggtgtcct ggaggtgagg gtggccagta 55620 
ctgagacctg gtatggcagc cagaggggcc 55680 
gtgtgggtgc tgcaccatgg tgaggtcctt 55740 
ggttctgagg agaggagtga tgtgacctga 55800 
gtgtggagag ctcagttagg agctgtttcc 55860 
atcatgatgg taatggtagg aagtggctgg 55920 
gccagaaaga atgtccttaa cagattgatt 55980 
tatgctgttt ggcttgagca actggaaaac 56040 
atgggactag cccatttgga gggaagcttg 56100 
atgcctatta gctgtccagg gagagatgtt 56160 
tacatacaca gtaggggcta cagattttaa 56220 
acagggctgg gtgagatcac ctagggggca 56280 
gctgatccca gaccaccccc atattagaga 5634 0 
agaggagaac ccccagagtg ttgagttctg 56400 
ctgaccgttg acccttggat ttaacatggt 564 60 
ggctcaaggg aatgagaggg agcaagatga 56520 
gcaaagaaga gggcagtagc tggagagcta 56580 
agaagtaaca agctgttcgt atgctgatgg 56640 
tgcaggcagt tgcaaccaga aggcctctgt 56700 
cacctacctc ctgggtgact gaggatcaga 567 60 
cctccgcagt gcttgatcca ctcagtgtgg 56820 
tcctcccagg ctcttggggc ccagaggagg 56880 
ccaccttcca ggagagaaag cccccccctt 56940 
cagcagtgtc cccagcctca catcctgggc 57000 
tctctcagtt tctttcctgg agccaggccc 57060 
gtcattgtat ttggtggagc atgcacctcc 57120 
ctgaggacca aactcccagc atcccagtgg 57180 
ccccaacagg gaagttgtga gtgagccctg 57240 
ttggcacagg cctcagcagt gccggtagga 57300 
cccatgcctg acccacttta ctgaatctgt 57360 
tttttgtttg ttttgttttt gttttttttt 57420 
gtccaaagaa aggaagggac taacctcacc 57480 
gcctccaggt tcccagaata gtgttgttta 57540 
aggtcagagg tcatgagaag ctggatgaga 57600 
atcagccaag gacctgaaga acatgctgtc 57660 
cttcctccga gagcggctga cggtaagtgc 57720 
ggaagccaag agcccttcag ctgggggcct 57780 
catgcaggac ctggagcagc gcagcgggga 5784 0 
ccgcagcctc atgtacagcg cccagaagac 57900 
cctgcccctg ctcttccacc ccacacccca 57960 
ttaggggctt ttgggtgcca tttctccagt 58020 
ctgctctagc ctgccttctt actagcccat 58080 
tgaccaggtt ctgtttcctg cagatggacc 58140 
ttggtttgga gtggggaggt ggggttttcc 58200 
ttcttgatcc aggtgggagg cagtgggagt 58260 
tgtgctggct gggagttggg ttctgccttc 58320 
ctagctagct taccttctct ccctgcaggg 58380 
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ctggggagcg gccggagctt tgccgagtgt 
actaccaggg ggtatggctg ggctgacatt 
gctcatccct gactggaggc ttctctcatc 
gggctgttga tcgcctccag gtgcaggagt 
gagagatcga ggagccatac ttcttcctgg 
ttgtcaagag aatgagtagg ggtgaccagg 
ccttagggat gccaccttgt ttctacctac 
gagcactctc tctcctaccc ccaacctacc 
gtctcttccc ttccacatgt ttctggacag 
agtgtgtgga actcgcagct ggatgcagta 
cactactgga tctcctcctc gcacaacacg 
tcttccccag gagggcccat ctgaccatac 
ctgaccgggg accagttctc cagtgagtcc 
atgggctgtc gctgcattga gtgtgcgtgg 
gcctgcccgc ttgaccatgg tgatgttgct 
ggatgccagt tatttaccat gggcacaccc 
tgcacaccat caaggagcat gcctttgtgg 
aggggttaac ttggctccag gtctctcgtt 
aaatgccctg tcccctctcc ctcagccttt 
gtcacctgct ccctgcttga gctgttgctt 
tgggcccact ctcttcttca tgggtccttt 
cagaaaacat gccctggttt ctttaggcca 
ccagaagatt gtctctgttc cctgtgtccc 
gtggtcactg gtctccctta gctcaccagg 
tctctcctgg cctctttggt gtgaaacatt 
tgggccagct cgggactgca tcagttgcca 
agaacccctc tctgccccac cagtggctat 
agacaagaag cccccaggcc cttggcttcc 
cagagaattg cagaatctgt ttcactgtgc 
cctgtccatt gaggaccact gcagcattgc 
gaaggtgctg ggggacacac tcctcaccaa 
ctcacccaac cagcttaaga ggaagatcct 
aagccccaca cttctcagtg ccttgcccagv 
gggtgaggag gtggggtgag gactggggtc 
cacaagaagc tggctgaggg cagtgcctac 
gagaacgaca tcagcaactc tatcaagaat 
cacgtgagga ctgggccagg ctgggggtgg 
caagtccctc tttggtctgt tccaggaatg 
caagatctac tactctgagg agaccagcag 
caaggaggtg aggaaccagc tcaggtctgg 
tcacagtatc tttgctgttg ccttcccctg 
caatgagaag tggttccatg ggaagctagg 
gcgcctgctt actgagtact gcatcgagac 
agagagtgag accttcgtgg gcgactacac 
atgcgtatgt tcagtcagcg tgtgtacaca 
acatttgagc ctttgatcca ggacaataat 
catacacaca cacactctct gtctcacccc 
tgaagcccac acctttggtt catgtgactg 
tccctccttg aggctccctc cttgagttcc 
gggccctggc ctgttttccc cagcctccct 
aagtccagca ctgccgtatc cactcccggc 
cagacaacct cgtctttgac tccctctatg 
tgcgctgtaa tgagtttgag atgcgacttt 
agagcaaaga gtgagggaag ggcctggggg 
gctggccggg cctgactctg cctgttctca 
aggctgagca catgctaatg cgcgtccctc 
atgaacccaa ctcatatgcc atctctttcc 
cttgcttggg tctgagctgc cctgaccctg 
gggcaagatc aagcattgcc gtgtccagca 



cccttcctga gttccagcag ttccttcttg 58440 
ggcccaggct ggtaggttgt ggggggctgg 58500 
ccctgccctc cctaccccat caggagctgt 58560 
tcatgctcag cttcctccga gaccccttac 58620 
atgaggtgag cccgatgttt cacccatttt 58680 
accccacccg. ggctccagga gctagacgct 5874 0 
tgtgcacctt gcccaccccc agttgggaca 58800 
atcttgggtt ggacagggca gggactcact 58860 
tttgtcacct tcctgttctc caaagagaac 58920 
tgcccggaca ccatgaacaa ccctctttcc 58980 
tgagtgtggc tccttcaggc ccacccagct 59040 
ctacctgcct ctccttgcct atccaggtac 59100 
tccttggaag cctatgctcg ctgcctgcgg 59160 
ggtccagggc tgggggaggg aagatgggag 59220 
ccccagtgga ctgctgggac ggcccggatg 59280 
ttaccaccaa gatcaagttc tcagatgtcc 59340 
cctcagagtg agtcggaggc tggatgaccc 59400 
ctagagggac agagggcaga aagactcctc 59460 
catctttgtc cttcctcttg gcctctcctc 59520 
cccaagttac actttctgtt tcctacgtgt 59580 
agactgtaga acacatgctc ttctcatctt 59640 
gtgtcctgcc aactcctttg ccctcacagc 59700 
attccttcaa ttctgtttac tgcttaaact 59760 
gctctaacag ctaactttgg aggcttctcc 59820 
tttcttgcac tgctgagcag cctccataat 59880 
ccctttggtt tccactgctg ccacagctgt 59940 
ggcctgcctc ttttctggga tagtttttac 60000 
aacagctcac tgtgaggggc tacttagacc 60060 
ttgtccccca tcccgcaggt acccagtcat 60120 
ccagcagaga aacatggccc aatacttcaa 60180 
gcccgtggag atctctgccg acgggctccc 60240 
catcaaggtg gggtggcggg cttattgcgg 60300 
gccatggctt cagctgttgg gcctaaacct 60360 
tgcattgccc tgttctggtt gcccctacag 604 20 
gaggaggtgc ctacatccat gatgtactct 604 80 
ggcatcctct acctggagga ccctgtgaac 60540 
taggccagtg ggtgtgagga ccctggctca 60600 
gtatccccac tactttgttc tgaccagcag 60660 
tgaccagggc aacgaggatg aggaggagcc 607 20 
gggctgggcc aggtcaggcc tgggccaggg 60780 
acaggtcagc agcagcacag agctgcactc 60840 
ggcagggcgt gacgggcgtc acatcgctga 60900 
cggagcccct gacggctcct tcctcgtgcg 60960 
gctctctttc tggtaacact tcccatgcag 61020 
gacatcacat cacccagaga taatcagtta 61080 
taggctttac atggaacata atttcaccta 61140 
ccccccatac ccctcccttt tcggttcatt 61200 
cccacacctg agctcctcag gagattggcc 61260 
accctcattt ggggtggaac ttggtctttg 61320 
cactctgtgt cttccacagg cggaacggga 61380 
aagatgctgg gacccccaag ttcttcttga 614 40 
acctcatcac gcactaccag caggtgcccc 61500 
cagagcctgt cccacagacc aacgcccacg 61560 
cggacaaggc agggcagggc catgggtggt 61620 
ggtggtacca cgcgagcctg accagagcac 61680 
gtgatggggc cttcctggtg cggaagcgga 61740 
ggtgaggggt gtggcactgg gttgtggggc 61800 
tgtgactgtt ttgtccttgt gaagggctga 61860 
agagggccag acagtgatgc tagggaactc 61920 
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ggagttcgac agccttgttg acctcatcag 
gatgaagctg cgctatccca tcaacgagga 
ggggctgtgg tagacggggc atggcagggg 
tctggatgtg tgtaacagca agacctggtg 
ctccagctgg gagccacagt gtgggtacca 
cagcatcttt aaggatgggg acaggcacat 
ggagtgagga ggttctgggg ctcacactgg 
ctgggcttgg cctggactct gtcctagggc 
tggagcctcc gcctggtgga tggtatggag 
ggaaaaagtc aggacccatg gcagcacagc 
ggtctaggac cagaagatca gttgagagac 
gagagagagg cctgttgtcc actggcacct 
aggaatgtgg ggagtgggaa ggcttttcct 
cactgaacta aagcactgaa tatgggtagt 
aaatacttgg gagtttgggc atttaggacc 
tacatgtaag aatgtgaaga aaggaaaggg 
gccgtctcta ctgaggtcga aggatccctg 
gaaagggaag ctgctccaga aaccagtagc 
acatatccca ttgtgtcctg tttccaggag 
aaccctggct tctatgtaga ggcaaaccct 
ctgggcatag gaagctgggg agggtcccca 
gccatctgtg gtctttgtgg agaagtggtg 
gagagatgtg tggttggtga gcgaccgcag 
ctacccctta agtcagcagt gaccctttaa 
cctgggcagc agcggggtag gagctgggag 
ggagccctgt tacacaggtt cttttttgtt 
tatttctcac cccctcccct ccacagccag 
tcacagatga gtggtagggt cccatccagg 
ctcagggcca ctgcagaccc tgccttcttg 
tcaaggttct ccctgtggcc cagggtgggg 
tcactggcag aggccctgcc tctctgatca 
taacaagaac tataactagg gcctgttgat 
aggcagggaa gcccaagcac atgtgtgtgt 
ggagagcctt tctgctctga ctggtgcttc 
tttgactaca aggcccagag ggaggacgag 
aatgtggaga agcaagaggg aggctggtaa 
ggccccagtg gagctggggc cccaaagaca 
caccagcagt gcctgcctca ccctggctta 
cctcatggga gttcggggtg gttgctggag 
aggggactac ggagggaaga agcagctgtg 
caaccccgtg gccctggagc cggagaggga 
ttccctattc ccagattctc cttggcatgc 
catgcacaga cacctgtcac atgggctggt 
tcccatatac ctgtgctaca tttggcagtc 
atgcacacgg atatcccctc acacacatat 
tgcttcccac agcacttgga cgagaacagc 
gatgtgccgg cttgtcagat tggtgagctc 
gggtgagatt cttctttgta tctctttcct 
ccaaagtctg ccctcactcc aagctctccc 
gctccctttg tcactgtcag ctttgacccc 
acccgtcaga atcagcagaa caaagttgat 
atgggttgta ccacagggat gtgacagagg 
cctgaggaag aagcatgagt cagagctgag 
tgacttgttt gagttgtagc gtcgtcatct 
ctcatggggt gtgggaagga ggaaatggga 
cggtgtggag tggggtggag ggggtgagat 
ctcccagcca tccgtcctga gggcaagaac 
gcgtcggtgg cccactggtc cctggatgtt 
tgggtgaaaa agatccgtga agtggcccag 



ctactatgag aaacacccgc tataccgcaa 61980 
ggcactggag aagattggca cagctgtgag 62040 
aggcaggaga gacccagaat cttaccagtc 62100 
tgttgtagaa gttcgtggga gggcccctga 62160 
ggagggtgtc tgcaggaggg gacatctgag 62220 
aagcagaggg ttcctcatga gtcaagatgt 62280 
gagaggtgca cacagtggaa actcatccac 62340 
agatgagatg aggctaccca agagtggttg 62400 
ggcagagcca caggaggtga gaccagtgag 62 4 60 
tggtgataag ggccctggac agaaggaagg 62520 
tgctgtcgtc agtagacagg gctggctggg 62580 
gggactcaag tgatggagag gagcggcagg 62640 
gactttgggc tcagcagtga accaacaagc 62700 
ctgtgaaggg cccacctgca catagctcag 62760 
tgagagattt tagaatcctg ggctgggcct 62820 
aacagtgagg ccgggcctga ggcctctgaa 62880 
tggatcaggt gcaagtttgc tgcactgggg 62940 
tgctttctac ctctgggctc tggggcatta 63000 
cctgactacg gggccctgta tgagggacgc 63060 
atgccaactt tcaaggtaca gctcaggcct 63120 
gctgcttggg gcttcatttc tgtgttctgg 63180 
gttgtggttt tccgaggccc aagaggttgt 63240 
gtctcccagg gccgacccac tccctagccc 63300 
actgctcctg tgggtgaccc ctgtttcctt 63360 
gcacactggc cactcattcc ccggcctcat 63420 
ttgccttttt ctctaaaaag gcctgggccc 63480 
gggacctgga aggaagtttt tctttccact 63540 
ccccatatgc ttccaggtcc cggggaggca 63600 
gcctgccagc cctgactcct gggagcggat 63660 
cttaaggttc cacctgggtc ccgaggtatt 63720 
tatctgtcct ggagcttccc tgcagggcag 63780 
ggcagtgtca tctcccactg gcctgacccc 63840 
gcacatgaag ccccaggttg gcagtggcag 63900 
tcacctctgc agtgtgcagt caaagccctc 63960 
ctgaccttca tcaagagcgc catcatccag 64020 
gccagtggtg tggtaggccc agagtccaag 64080 
tgcatttgtg atgtgcttgt ctcctgtgtg 64140 
ggcatgggaa cccctaccaa aggataccct 64200 
gtcagcaccc tgtggctccc acaggtggcg 64260 
gttcccatca aactacgtgg aagagatggt 64320 
ggtaagacca gaaccacctg agtaacagca 64380 
ccccatcaca cagtcccaag cacgcacgtg 64 44 0 
cgcacagccc atgtggccat gcacgtagtc 64500 
acaggtacac ccacaagatg tatttgtccc 64560 
gcagtagcca tgctgaccat tggtgggctt 64 620 
cccctagggg acttgctgcg gggggtcttg 64 680 
ccatctgttt ctcttgccca ctgttcccta 64740 
gctcctaggg aggaagctga tggctgaacc 64800 
catgctctgg acatcccctt gacaccctgg 64860 
tgcatgttta cctatgccag gcactgggga 64920 
gctgctggtt ggctgacatc cccaggccta 64 980 
cttggagatg gggtggagag ggagacacgg 6504 0 
ttggaacact ggctccacca caaccagcag 65100 
gtcaaatggg ccagcagagt agtccttccc 65160 
tgagatagaa ctcatttgag ccagtgcctg 65220 
gtctattccc agctgttatc tgctctcgcc 65280 
aaccggctct tcgtcttctc catcagcatg 65340 
gctgccgact cacaggagga gctgcaggac 654 00 
acagcagacg ccagggtgag attctgctgg 654 60 
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aaccttctgg ggggcagtgt gtgggcccgt 
aggccccctc agagcagtgg ggcagccgat 
cttagctagg gattgagaag aaacagacac 
gttgagtttg agatactgat gggtcgttga 
acaagaccag aggtaagagg agaagtcctg 
ggcatagaag ggatgaggtg gtgtcgcata 
ccatatgaga aggcatgggc gaggaaagga 
ggccactggt gagggagagg gtctgctgtg 
ataagaactt gcaagtgccc tttggattca 
gagctgcatc agcagcatgg ctggcattag 
gcaaaagcag agcctttgta gggcctgtcc 
agcaggctct catgcagatg gctgaaagga 
aagcttagct ggtaggacca gccttctgga 
aacagagaag tattctcaag ggttagggaa 
atttggtaga tgggtctgta gctgctttgg 
gatagggtgc ttgccaggct gtcccctaga 
aaggactgga tctgggggtc taggctgaaa 
ggccgggcgt ggtggctcac gcctgtaatc 
tcacttgagg tcaggacttc gagaccagcc 
gaaaatacaa aaattagccg ggcatgttgg 
gctgaggcag gagaatcgct tgaacccgtg 
ccactgaact ccagcctggg cgacagagca 
aaaaagccac tgaaagaaag tcctccagga 
ttctgtagag atttggcatg gagatttgcc 
gggcgctgag gcagtgagga tcatccttag 
tatccccagt gcagtcacag gtaacacaga 
.gtaataaatg gtcagaaagt gtcatttggg 
tcactgggaa catgggtggt gatgaggagt 
gagggcaaat gtgtcctctg ggacagaaaa 
gacagagctc cctcatttac tgttgggtgt 
gaggggccca gagcacctgc agtgtgggca 
tgggcagggc tgtagcctgg ggctacaggg 
aagataatgg aacggaggaa gaagattgcc 
cggcctgttc cctttgatga agagagtaag 
ctggagggcc tggtgggtgc aaaaagagta 
ggcgggctct gtaagtgttt tccctgtttg 
accgggacat gtcatccttc ccggaaacca 
gcaagaagtt ccttcagtac aatcgactgc 
gactggattc ctccaactac gatcctttgc 
ccctcaactt ccagacccct ggtgaggaag 
gtggggcagc tggactggaa tacaccataa 
gaaccaggcc ctcttcatga cgggcaggca 
gcgggatgag gccttcgacc cctttgacaa 
catctctatt gaggtgggtg ctgctcatct 
cgttggagtc tgtttatgtt gagttctcca 
cagggtgggt ggggcctgag ctgagtcttt 
atgcatctag gacgtgcaga gccatggtgt 
tgagatcttt tttttcccta aggggaggtc 
tggatttaac atgaagtaga ttgcaaaact 
tcagataaac tacaggcagc agctgctctg 
actccatggg cagtgtcccg ggggcccagc 
ctgactgagc ctccgcagtg gggaattgga 
tttgtctgcc tacaggtgct gggggcccga 
tgtccttttg tggagattga ggtggctgga 
gagtttgtgg gtcagtctgt cttcccagtc 
cctctcccca ccagtcatcc catcctctcc 
ttcacagtgg acaatggact caaccctgta 
agtaaccctg aatttgcctt tctgcgcttc 
cagaatttcc tggctcaggc tactttccca 



caggcagctg aggcctccag ctcccagcac 65520 
ggcctatgct agataggcca cagcccctgc 65580 
ataagatgca atgtggtgtg tttaggttgt 65640 
agtgggtctg cttagtgggc aattggatac 65700 
ggctggaagc aggagtggag tgggggctga 65760 
ggaagagaac ttgggatgga ttgagaagct 65820 
gcccaggaaa ggcaggtcag acagactgca 65880 
ttgagagcta cagaggtaaa gacaggaacg 65940 
gcagcagcta atagcccttg tgagactttt 66000 
atggcagtgg gcagcaggga gtctggaatg 66060 
ttgagggaga gaacaggtga ctggggtttg 66120 
gcgagcagcg tgtgggagga gatggagccc 66180 
gaaggtggcc tcttcccctg agcctggggg 66240 
ttcctacttg gtggcccttt caccaagtgc 66300 
agagggcacc cgcaagccaa atagagaagg 66360 
aggaaaaggt gctggcatac caggtggttg 66420 
agggaagagt ctgaatgtaa gagccactga 66480 
ccagcacttt gggaggccga gatgggcaga 66540 
tggccaatat ggtgaaaccc tgtctctact 66600 
ccggcacctg taatcccagc tactcgggag 66660 
aggtggagat tgcagtgagc cgagatcacg 66720 
agactctgtc tcaaaaaaaa aaaaaaaaaa 66780 
gaggatgggt tggggtgctt gtaagtgggc 66840 
atgaagagtg ggtggttata tttgagttgg 66900 
gacacagatg gaaaccaagc caggggcctg 66960 
agaatcattt ttaccccagc atgaggctgg 67020 
agtgtggcca attccaggat ccctggaagg 67080 
ctgtatcccc caccccccct aagagggttg 67140 
gaggaaagat gatttcagga tgaggctgag 67200 
ggtgtctgga aggtacaggg gaaggtggga 67260 
tgcccaaggt tggcaggggc ttccttctcc 67320 
ccttgtgtgt gtcaccagct cactgaaggg 67380 
ctggagctct ctgaacttgt cgtctactgc 67440 
ggccagggcc caggcggggt gtgcatgtgc 67500 
tttaggtatc cccccaacac ttcctgggtg 67560 
gcccagagat tggcacagaa cgtgcttgct 67620 
aggctgagaa atacgtgaac aaggccaaag 67680 
agctctcccg catctacccc aagggccagc 67740 
ccatgtggat ctgtggcagt cagcttgtgg 67800 
tcccctgtga ggagggtgag gaggggcact 67860 
tctgcctctt ccagacaagc ctatgcagat 67920 
ctgtggctac gtgctgcagc caagcaccat 67980 
gagcagcctc cgcgggctgg agccatgtgc 68040 
gggcttcagg gtaggaaagg ggctgcttgc 68100 
aaagtaggta ttttcaggca tcaaggtggt 68160 
gaaggggtga agatagcatg cagtcactgt 68220 
gacttgttct gatgacttgt tttgttctga 68280 
atttaaaaga tttctgtgtt aaaatagtaa 68340 
cacatggaaa ttttggctaa agctcagact 68400 
gacagcttag ggtccctgat gtcgtgaggg 684 60 
agagggcgcg ctgcctccac tccacagatg 68520 
gggagcagga aggacaatcc caggcccttc 68580 
catctgccaa agaatggccg aggcattgtg 68640 
gctgagtatg acagcaccaa gcagaagaca 68700 
atcctcctca tcctgctggg gcactgcaag 68760 
cacggtgacc tgaagccttt tgtcgttgcc 68820 
tggccagcca agcccttcca cttccagatc 68880 
gtggtgtatg aggaagacat gtttagtgac 68940 
gtaaaaggcc tgaagacagg tgaggaccat 69000 
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tcctggaggc agtgcccctg caatcttgct ggcagggtgg ggctgggccc cttgctctgt 69060 
ccctcgtggg ctgagggcca ggcttttcct cctcctagga tacagagcag tgcctttgaa 69120 
gaacaactac agtgaggacc tggagttggc ctccctgctg atcaagattg acattttccc 69180 
tgccaaggta tctgcagcag gggtgggctg gcctggggta ggtgggagga gagccaggca 69240 
gcagcctcta gaagtgcaga ggagtcattg accctcttgt gcacctggct tcgttgaagc 69300 
aggagaatgg tgacctcagt cccttcagtg gtacgtccct gcgggagcgg ggctcagatg 69360 
cctcaggcca gctgtttcat ggccgagccc gggaaggctc ctttgaatcc cgctaccagc 69420 
agccgtttga ggacttccgc atctcccagg agcatctcgc agaccatttt gacagtcgag 69480 
aacgaaggtg aggaagatgg aggggtgcta gagccaggaa ggcagtggct aggtcctcct 69540 
tcttcagtgt ttctttctcc tgggtagaaa agttgtaata ttgtctggca ttgggctgca 69600 
aggccctgcc tgccagtaag gacactcttc ccttctgtcc agggccccaa gaaggactcg 69660 
ggtcaatgga gacaaccgcc tctagttgta ccccagcctc gttggagagc agcaggtgct 69720 
gtgcgccttg tagaatgccg cgaactgggt tctttggaag cagccccctg tggcggcctt 69780 
ccgggtctcg cagcctgaag cctggattcc agcagtgaat gctagacaga aaccaagcca 69840 
ttaatgagat gttattactg ttttgggcct ccatgcccca gctctggatg aaggcaaaaa 69900 
ctgtactgtg tttcgcatta agcacacaca tctggccctg acttctggag atggatcctt 69960 
ccatcttgtg gggccaggac catggccgaa gccccttgga gagagaggct gcctcagcca 70020 
gtggcacagg agactccaag gagctactga cattcctaag agtggaggag gaggaggagc 70080 
cttgctgggc cagggaaaca aagtttacat tgtcctgtag ctttaaaacc acagctgggc 70140 
agggtgagaa gctagatgcc cctgcagttt ggccctggag ccagggcaga ggaatgtagg 70200 
gcctgcatgg agaagggttc tgccctgcct gaggaggagg acacagcaca agggcacatt 70260 
gcccatggct gggaacatga cccagcctga aagatacagg ggatcatgtt aaaaatagca 70320 
gtattatttt tcgtctcaat ggtattgtaa ctaagttatt tactcctcct gctcctcacc 70380 
cctgtaggga aaccttggag aggagagtgg caggtgggct gcctgctgtg ttaagaggac 70440 
ttagtttgtg atgtaaggca ctgtcaggaa tggggggcgg gccagggtgg gaagagaaga 70500 
aatagcagag cctattttgg tgaggttttt tgtttttaag tcaaagaaga ctcagtatgc 70560 
tttccctgag gaatgaaaaa gggattgagg agttgcctga ctcctgggtg ggtggggtac 70620 
aggcagttag gtgctgaatg aagctgccat ccttgctgca gcttctaact ggtaaaaaga 70680 
tccagggatg gagatgggaa ggttagaaag gcagccctca cctctgagga cagaggccgg 7074 0 
ggtccaggcc cgtgggcgca aaggtgcctc atagcatagc cagcattcag cacacacaaa 70800 
cctactgccc acatttgggc tcagggttgg ccatttgcta gttctgctgc cctcttaaga 70860 
tctgactgcc aaataaatca tcctcatgtc ctttttcctt tgacttgtat gctctttcgg 70920 
gggctcagga aagcctgttg catgggacat gctcactaga aacagtcgcc agatgattat 70980 
tctgcagtag aagcaggtag gaaatttctg gaaatttctc aggttaagca gcaagagctg 71040 
taacccctcc tctgggctaa caggagttgt gggtccactc tctcctgccc accctctgag 71100 
ggtgtgtctg agcagagtac atcctgcctg ggttctttgt ggccagccag ttttggtggt 71160 
gagctggaaa caaccagagc ccctttccag ttccacagaa acctctcctt tcaaaaatgt 71220 
tgcattcagt tcgttaacac tgccaggtgc cattctgatt gcctctagga cttggcagct 71280 
gaaatctctg ggccctttca acacagttga aaggcccttc tcttcctgaa gctctgtttc 71340 
catagttggc tgtgctggga tggaacaaaa atgacgccac acaaaaaatt taagatagat 71400 
ccggttccgt ggatgacatg aactgatgat agccagtatc aaacagcgat agtgctcagg 71460 
ttcttgtgtg actttctttt acagcttcac agtcccagtt catagagagg agggtggctt 71520 
tttcccatac acaagaaggt ggtgggtggg aattcacctg ggccctcatg atccatgttt 71580 
cctctctagg tttttatggc ctggagagaa aggtttccta tcagagaagg aagaggactg 71640 
tgtaggccct tctgttaggg cccatccacg ttggttagga cgtccttggc gtgtttgtta 71700 
gtgttgaccc ttttagtttt catcaatacg tatctctatt tgctgaacaa gtgtctttct 71760 
ggaacacaac ctggggaaca gacagctctg cctttcttaa ggcagctttg tagacctgag 71820 
gctcacctct cttgggctct gtaagacatt gcctttgcct cactgcaaat gttttgattg 71880 
ttcttcctag tggaaaacgt gccaactctc aagcaaattt aaagatcatt ttcacttcaa 71940 
gattcctcca gacctgacaa atgttgattg acccagaagg cagagtgttt gttggtgggg 72000 
aagaccctta cttggggccg aatgctttgg catcaggagt tgtttgcccc atcccatgca 72060 
tgcaggccgt gtccctacag tgcgacagct cagggttatg acctgtggag tctcaaccct 72120 
aacagcacat tagcaccact tggggagctt ctgaaaaata ctggtacccg gggccttagc 72180 
ataggtattg ttcaaaacct ctcaaggtga tttaaatgag taacaagggt tgaaaaaccc 72240 
tgattttggc agcacaaacc aaaagagcag gcagggccgg gagagggaag tcagtggtac 72300 
cagaaggtag atgggctccc ttgcaggctc cttgttctcc tgccatcacc agtagaacct 72360 
tctggctgac agaccaggga caagtagact gggttcaaag tgacagacct ttcactttca 72420 
acagctttgg ctcagcagac atgtacacat acaaagtaga gcctacaagg tcaggggcat 72480 
tctgcccccg ccacaggact aaagactgcc ctgcgggaag atggcaggag cagtttctga 72540 



WO 03/007801 



22 



PCT/US02/23041 



cctcagttga gtatctgtgg ccatgagcag 
acatcttgaa catcacctga gagcttgaac 
ttcaacttga gcccatcact caccatgtga 
ggttcaggtt atcccaccag actaactcgg 
ttaattaaat ggatcaagca cagtctcaga 
gtaattccca ggggacttgt gcttaggggt 
gaaccccaca gcaacccccc tggctggccg 
gtgagtcact gcctgagtct acccactaca 
tgccagtttg gtctagtttc caaggacctg 
ccccatgaca taagctggac tcctattctg 
aggtgatttc atttcaaagg accctttttc 
acaaaattca aatgctttgg gtcttagaag 
cccctgggtc cttatgcata ttccctaacc 
tgcttttcag cactctcaca ggaaacagaa 
ataccaggtt tgactgtttg cctttgtcta 
tctcatgtag aagccagtgt ggtgatctca 
tctggtgagc tgagggaaac tgccccactc 
ggcaagaaca agtgaaatgt ttttggcttt 
agatgtgaaa tatatttatg tttttattta 
aggcccattt caaattgtac aagcaatttg 
agatacaaaa tctaggaaat gtgcaatttg 
gacctcgtga ggcctggaga ttcagcccca 
accacagtcc aaaccgaagt taagttccat 
gaattcccat tctacccaag gcttaagtga 
tcacacctgg ccatggcagg agatgggacc 
tgcctcaaaa caaacaaaaa cagggcagtt 
accttttcag ccatctctcc tgacagcaga 
cccagaagtc cggccacagg gaacaaggct 
ctagaaaacc aggaatcaag accttgtcag 
tgacttccac aaaggctgcc ctcagtaaaa 
ggaaggtggg cgtgttttct ctttaataac 
ttctgaacaa agcaactgct cagaagcaca 
tctcccctgg ccccgaccca gtctaaccga 
ctgaggagta gggactggcg ctcctcactc 
ctgttccaag caaactgcaa gaacgagacc 
gacaagatct ccctaaacaa attacaggat 
atgtatttct actcaggttt gattcttggg 
gtgactaaac aacctgacat ttcactttta 
tttgagacgg agtttcgctc tgtcgcccag 
ctgcaacctc cacctcccgg gttcaagtga 
gattacaggc gcgcaccacc acgcccggct 
tcaccatgcc gatcaggctg gtctcgaact 
ctcccaaagt gctgggatta caggtgtgag 
tgaatcatcc acttacggaa aggaacagaa 
cattaacaca tacaggtgct catgtgtgtg 
gccagtctcc tgaaggaaga ggcactaatg 
cctggggctc accgcctatc caagtggaca 
gcggctgcct tcctcccttc gctcagctgc 
gctgtggaag ctttggacca gcaacaacaa 
aaagtcctgc gaacccaaag atagaacttt 
gtccttgtcc atatggtaac cagggtctgc 
cccctgctct agacttcagg gcagttagaa 
agaaacttct ttgccataga aacttctctg 
cagatttgtg ggcaggcaag agctcaggaa 
tctccaaggc cagacgctct ctgtactccc 
gtgagttcag agaccacttg gttagccctg 
ggaacacaca gattgcagca gaaacctgtt 
agcaccttga ttgccacttt tcctccagcc 
ccagccctgg tgtggcatgg cccaaccatg 



aaaaggcagg ggtctgcctc ctgaccaagc 72600 
atcactaagg acctagacac tcacttgtct 72660 
gttctgttga gggtgggtag aaagcaaata 72720 
tgaatgaaag gatcatgcct tcttcacatt 72780 
ctgcaactcc tgtcttctct gggtacttta 72840 
taatctaggc attctgttcc ctgcctggag 72900 
ctcctgcgaa ttccacccat agtatcccaa 72960 
gcattcagct gattggcttt gccagttgca 73020 
gtttttggga ttcaacacac acagctgctt 73080 
gtgtccagaa tcactgcctg gctccactgt 73140 
cttctgtccc aggccttcag ggccacccca 73200 
ctggggcttt agtctttttc ctccagaaag 73260 
cccgacaccg ccccagcaaa tgacaggcta 73320 
aagaacttgc cagtgtcctc tcaccagatg 73380 
tttagcataa tttctaaaat atcatagttt 73440 
gcaatgcaga agacagtgag ttggaacttc 73500 
atccactgga gtttaagatc cacagaagtg 73560 
tttcctgact cccccacaaa ataagtcagc 73620 
ggaataatca aaaggtttga agtaccattg 73680 
tccgtgttcc cctcccttat ccaaatccac 73740 
catcttagaa atagcagcat ccccacaggg 73800 
agagggcaac cccactcctg cctcagcacg 73860 
ttttttgtta aaacgtttac ccagggtaaa 73920 
tagagtatgc tgttttctcg gtttggtctc 73980 
ctcttgcaga gtttggctaa agtttcattg 74040 
gcctcttact tgtttagcac caagatgatc 74100 
ctgctcaaca gtcactcccc agtcttattg 74160 
ttgtgctgaa gaccaaaatg caaatgggtg 74220 
gaggcatcta caggcctttg gcaacctccc 74280 
ctcaatgaac aatggccagc aggggagaaa 74340 
aattatggca caatctgacc ctcctaacac 74400 
gcgggaaccc tctacacagg ggtgactgct 74460 
gaacaaccgg attgctgtgc tgggtccctg 74520 
ctgctgacaa tctcatgtgg ggctctggcc 74580 
aaacagtatg ggcaggaacc agggatgagt 74 640 
tcataggtac catgtagatt tttcttttaa 74700 
aaagaccaag cacttgtagc tctctattca 74760 
actccagtca cattaagttt tttttttttt 74820 
gctggagtgc agtggcacga tctcagctca 74880 
ttctccttcc tcagcctcct gagtagctgg 74940 
aatttttgta tttttagtag aaacggggtt 75000 
cctgacctca ggtgatccgc ctcccttggc 75060 
ccactgcgcc cagccaagtc acgttaattt 75120 
gttaaaaagc attaaccaag. aaaaactatt 75180 
tgtgcacgcg cacatgaaca cacgtttcaa 75240 
gcaggtaaat gctcaggctc ctctcagtac 75300 
. gcagggaagg tgcctagagt ccccaccaga 75360 
cagagcagcc acgaaagcca aattctcagg 75420 
gctagtacct atatgttctt tatcatcctc 75480 
cagaaattga ggaagggggt gctttcccct 75540 
ctagtctcat ccccagcctc tgggttccct 75600 
tggatgactc tgctggatct agagctaaat 75660 
ttgaaggact gcgtccccat tcaaagaggt 75720 
tgaagaacca aaaaggaggc tctcaacccc 7 5780 
attaacttca caaccaagtg cagacgctcg 75840 
ccccacccct cctggtgtga cctggcactg 7 5900 
ggttccattt gcactcagag caaaccaagc 75960 
actctgtcaa aatcaaaact ggttgcctca 76020 
tccctgccgc cccacttaaa tggccagaga 76080 
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aaactacatg gtgggtagat gaggttgaag 
agaaaggctt gagctccaca actgcccatt 
agtgctcccc aaactacatg ggagtagccc 
gtctgtgctc tcaggtaaaa ggagagaagg 
gtccgtgtct ggagtgaggg gaactgagcc 
ggctttgccc tggaagactt gactatgtgg 
ccagcatata actaccttga gaatggatgt 
gcacatctgc aaatggtgag tcaaactggt 
aaaagagaag atgactttag gaaaatccta 
ggctggctct cctctcctgc aagttgcctt 
aaaagctgca ccaatctgag gatattggtc 
gcagagagca tccacacagc atccaaccag 
agccagggac agatgtccca gagccaggag 
aggccactga ctgagcagga taaaacccac 
gatttcctgg tgggacggcc tcccaaggct 
gagcccgcaa ggcactaccc aatgttctgt 
cagtgtggag tccttgtgtc aaggtgcttt 
ccaagagaaa ggagctttaa gttgtacaat 
atccaactag ggcgttcttt ttcaggaacc 
cccaaaataa aaaagctcct ttatagtcaa 
gcatatgtat caaatttaaa tttcctttat 
actcgatcta caaccccatg taaaaaacaa 
actaaaagat gattttacta tctctgacga 
attagccact ttttataggc tttttcttca 
ctgcagccca caaatgcctt ctactgaagg 
gcaaaaccac agtgagctgt cctgtgacag 
tcccccactg ccactgggct agtgtgggtg 
gttttgcccc caaacccttg agtacctcct 
ctgcctccct catcatcgct tttgatcatc 
tcactctcat ccaacagcag aggaagaagg 
ggcattcttg ccttttgtag tgtagccctg 
aaacatacca gggcaggcag cactgtactt 
gctgggtcac tgtaggtcct gcatgaactt 
gtaaattaac cgtgaataca agtaaccaag 
cagtgcatgc agggctctgg aggtgatgcc 
tttctcagac acccggagat ggcttcagcc 
gtccctccaa cacaggctac tcccccaaca 
acgccagatg cgcgttttac gagaatcaaa 
atatatatat atataaatta atctgcacgt 
gtctgttctc tgaaggaaag caatcactcg 
agaccaaaca tctttactcc ccaaattaag 
gtactcacaa gtccctgttt gagacaaata 
agaagatgac actttagaag aacatgattt 
gcagaagggg ccaccgccat gcttgtcctt 
tccagttccc tgggtagggg agaaggacgg 
aaagcccttg ccctctctct ggggtcttct 
gtctgtgccc acgaagcctg gtacttgtgg 
agaaatgagc ggagctacag gtggacaggt 
tcagagcaac cggtcttggg gaaattgagg 
gttttctaat tttcaaaggc accatttcct 
gggttaggct aaagtagagt tcttgtttcc 
aagcatcctc acaaggacca gtgatgccca 
ccagaccctg gggtgggagc cacgggcact 
aagtctttgt gctaaagacc accctacctc 
cagccttcac ccttactaat gggccagtgt 
gaaatgagtg tggagaaagg gctctgaaaa 
atagatttcc acttacgtcc ctaccccatg 
atgtctagat taaaaaaaaa atgcaggcac 
tgtttcttta gttgatctga taactgaaaa 
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ccttgcttgg ggaagggact tgagcacagg 76140 
tgctcagaca atggagcttt tctgagatca 76200 
cccgtggtct gggcaggctg gctgagagag 76260 
aagctgggtc aagagaccct gaagaggagg 76320 
ctgctggcta cctgacctgg gtgggctgct 7 6380 
gccttcatgt gtctagagga tttttcttct 76440 
gatatgtgaa aatttaaatt taatacaaaa 76500 
gaaatctccc aggtaaactc tgagcaagaa 76560 
aacgaggttt ggttttaaaa ttttcttctt 76620 
tatccacttg gggtgtgata tctgaactga 76680 
caaaaagaga caagagacca cgaggctcaa 76740 
aaaggccagt gtccttcctc catgaaaggc 76800 
agagagggag agaacacagg acctgcccct 76860 
aagggcacat ctcaggctac ggaatagaga 76920 
agctggagat gagaccacta gtacatgtgt 76980 
ccaacttcct ccttgtgcta ctagagagca 77040 
ggtccacctg aacagccacc tgtcactcag 77100 
cactaccaaa ccccaaggcc ctggcaagcc 77160 
caagattctc aaaaatgaca ctcctcccct 77220 
aaacgaaaac aagtaatcaa aatatacaaa 77280 
cagaatgatc atctggtttc acctttgaga 77340 
atgggtacaa gacatcagca acaaaaaaac 77400 
gtccaactgc atacagagaa aagggataag 77460 
ggagagacta acctcaccca actctcaact 77520 
caacaacaca atttaaccct taggcagtgt 77580 
ggctacatac ctggctgctg ccatcccaca 77640 
tgtctctgtg cacgactggc tggattcagg 77700 
acaatgtccc tttaagcacc tgcgtgatga 77760 
tttcaaggat aaggtccaga gcatactcac 77820 
atctgtccag actgctgggc tccttacatg 77880 
gctgttgggc agggctaaca tctataagaa 77940 
ttccacctga aagatgagct agtgcccatg 78000 
gtccaccaac tgtgttttgc tgtttgggtt 78060 
aaaatcctct ccacagacca actcttcagc 78120 
agcaggatct ggaggtgagg cactgggtgg 78180 
tgggccgccc cagctgccta gtgcactggt 78240 
cccatgtgcc accaagtttc tcaactgcac 78300 
tgagtattta tactgtatat gtgtgtgtgt 78360 
atataaacac taaaaggaga aattccaagt 78420 
ccattcttgg caattcctca aaggtttttg 78480 
aatacaaaaa taggctgcaa aacttgccaa 78540 
agatgtggtc cctattggga cagggagggc 78600 
tggtttcaaa agcaagacct ctcctggaag 78660 
ggagccacat gagcacggtg ccctgccagg 78720 
tccctaaaac accaccagtg cttcttgccc 78780 
agcactgtca ctctgcccag cccaggaggt 78840 
cttggcactc tgggaagcag gtggtttcta 78900 
ctttagttcg cccctcttta ccagctactc 78960 
atttaccatt tagaacagct ctgtaagcaa 79020 
gtaattttct caattcaaaa aaggacatga 79080 
aagtttgggg acataaatat aaaactttaa 79140 
gcacccttgg gcatgcatcc agcacaccgg 79200 
ctgggtgttc tgccagggat ctctgcatgc 79260 
tgataattcc aagaagtcaa caaatccctc 79320 
gttattcctt cccaaaccat aggaggctct 79380 
ccgcagtggt caaagcttca ggctgtggct 79440 
tcttttttcc atctttctct cactccaaac 79500 
ataggtcagc acattaggct taacaacaaa 79560 
gttatggtcc atgattcaaa ctcccatgaa 79620 
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aaagcagaat tacggtaaca actaaagaga 
ccagtccatt ttttgaactg agggttacag 
aagcaagcct gacatgaaac gtagccggtc 
ggtactgctt ccttgaggaa cacaaagggg 
cctataactt ccctgcctga ctgtggaagg 
gagaacagac acaggtcatt tttagagatg 
caaagtttct acgtaatgac agtgttgata 
gatgtatatg ttaaaagctt gattctgtgt 
tttatccatt ggaaggtaaa ggaaaggtcc 
cccatcttgc ttgctgcttg cttggtggtg 
ctgtctgcga ggattctgga agctctccca 
tgtggcagca gagagtcggg tttggctctt 
agtccttcac attaatcaga tcaaattcag 
cactctacgg cagctgccac cacctgcccc 
tggcatcact ggctttgagg acctcttaat 
cactccccca ccctccagcc tgagggaatg 
tgtaaggcca tcagactctc tgagagaccc 
gtggtttggc ctctccaggc ccactaaatc 
gtctctggag tcctgtccta aaatgcttca 
catactgttc caatataata gcagctgggt 
tcacttcatt tgtaacttgc aaccctaaca 
ggttcatcat ctgtgattca taaagaaatg 
tgagaaacca ggtacagata aacagattgg 
gacagaagag aacaatgcca atggcaatgg 
aaaggacagc aacatgtcac tttgtgttgg 
cattcaaatc cactcatcac atttccatgt 
taaataacat aaaattcacc attacgacaa 
acatttacaa tgttataaaa ccatcactct 
gaaattatat atccattaaa caacaactcc 
cctctatttt accttctatc gctatgcctt 
atggtacaat atttgtcttt ttgtgtcttg 
tccatccatg ttgtaggata tatcagaatt 
ctgtatgtac acacacattt tctttattta 
ggctactgtg aataatgcca ctaagaacac 
tcagtccttg gggcgtatac ctaggagtga 
ttcaccttct tgaagaacca caaagtcgtt 
accagcaatg cacaagggat ccagtttctc 
gtgtgtgttt gtaacagcca tcttaagtgt 
catttcccta atgccaaagg ttcgtctttt 
ctatgagaaa tgtctaaatc atttgcccgt 
gagttctata catattctga atataaatct 
ctcccattct gtgggttctt tcattctttt 
gattttgacg taatccaaat tattattttc 
taagaaatca ttgcctggcc agatggggtg 
ggttggggag gaatgcttga agtcaggagt 
cctgtctaca cacacaccca cacacaaaat 
cttgtaatcc tagctactca ggaggctaag 
aaactgcagt aggtttgatt gtaccactgc 
aaaaaaaaaa aaaaaaaaaa aaagtaataa 
ttttcttcta agtattttat agctttagct 
atttctgtat atagtacaag gtaagagtat 
tttcccagca ccttttggtg aaaagactgt 
gtcaaaaatc aattgaccat tacgtgggga 
tttgtatgtc tctccttatg ccagtaccac 
aatttgaaat caagtgagtg tgactccttc 
gggtcccctg agattctata taaactttag 
acatatttat ggggtacatg tgaatatttt 
cagcatattt agggtatcca tcaccttagt 
caagtcctct attctagcta ctttgaaata 



atggtaaagc atccaacgct aatcacattg 79680 
caggttctgc actgagtagc ccacaaggca 7974 0 
atcacttaat gcagcagaga tctcttcaaa 79800 
gcacaaaggg gttccagacg tagctttgtg 79860 
tgaggggcac ctgtgaccca gcaatcccca 79920 
acgtaactga caatgcactg cttggctaac 79980 
atctgatgtt ttatttaaca tatagaggtg 80040 
ctatgaatat gactatgaac tctgaactat 80100 
tacattgtgg gaggaagaac tgatgagaac 80160 
ggcaggccga gggtagcggc aggctctggg 80220 
ggtgcccagc agccgggcat gggaacggca 80280 
ccacgtggca ggcggtttcc cagactggcc 80340 
tctgtttctg agaagaaaac acatgcctgt 80400 
ccaggcagcc tggtccttgc tataccaggg 804 60 
tccatgagca atgaatggcc ttctgccacc 80520 
tgggttaagg acaggatgct ggctcaacct 80580 
tgctaaaccc taggcctagc agcaggagca 80640 
cccctagctc cccaggcttc cgccaccacc 80700 
tcctgccctc tccttccagg ctctccagaa 80760 
ctagttctga tatgtattct actgatgtct 80820 
tcaaagtcaa agtaaggctg atatcagaga 80880 
gtccttaatt gcagctggct gagaaagcca 80940 
cccttcctgt acccacagtt acctgtctca 81000 
ccaccccctg ccattcctgc tctgtcccac 81060 
atttagtagc tgaggggagc caatgcttgt 81120 
tgactttaag aaaaaaacca tggtaaaata 81180 
ttttaagtgt acaattcagt agcattaagt 81240 
atttccagca atttttcatc atcctaaaca 81300 
ccatgtcctc caccccttag gccctggtaa 81360 
tgcctatttt agatacctca tgtaagttga 81420 
acatctcact tagcaaaaat gttttcaagg 81480 
ttattccttt tttggctgaa taatatctta 81540 
tctggtggta agtacttgtt tccgcctttt 81600 
tgatgtacat gcatatgtga gtccctgttt 81660 
aattgctgga tcacatggta atattctata 81720 
tcccaaggag ctgtaccatt ttatattccc 81780 
cacatcctcc caacacgttg ttttctctgg 81840 
gaagtggtat cacgctgtgg ttttgatttg 81900 
catgtactta ttggccattt gtatattttc 81960 
ttttgaattg gttttgttgt tcagttttag 82020 
cttatcagat gtatgatttt cagctctttt 82080 
aacagtgttc tttgaaacac aaaagtttta 82140 
ttttgttgcc tatgctttga gtgtcataca 82200 
gcttgcacct gtaatctcag cactttggga 82260 
tcaagaccag cctgggcaac atagcaagat 82320 
agtaataata aaattagcca ggtgtgcaca 82380 
gtgggatgac tgcttgagcc caggagtttg 82440 
actccagcaa cagagcaaga acctgtctca 82500 
ttgcctaatc aaaaatctgg aaggattcta 82560 
ttttttagtt ctttgatcta ttttaagtaa 82620 
aatttcatac ttttgcatgt atatatccag 82680 
cttttcccat tgaatggtct ttgcacccct 82740 
tttctgggct ttttatttta ttccattggt 82800 
actgttttga ttactgtagc tttgtagtac 82860 
aactttgttt tttctcagtt tgtctatttg 82920 
gatggattat tcttttataa ttgatagttt 82980 
ttacatgcac agaatgtgta atgatcaagt 83040 
atttattatt tctgtgtgtt ggtaatattt 83100 
tacaatatgt tgttgctaac catagtcaca 83160 
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ctagtctgct atttaacatt agactttgtt 
taccaacctc ttttcatttc ccccttctac 
tcattctatt ctctatctcc atgaaatcaa 
gtgtatttgt ctttctgtgc ctgggatatt 
attttttgtc tttttaataa tagccattct 
tttgatttgt atttcccttt tgatttgtga 
catgtgtatg tcttcttttg tgaattgtct 
cacctttttt tttttttttt ggacacagga 
agtggcacaa ccacggctca ctgcagtctc 
tcagcctcct gagtagctgg gactacaggt 
gagatggggt ttcaccatgt tgcccaggct 
cctacctcgg cctcccaaag tgttgggatt 
gcccactttt taatatgatt ttttgttgaa 
gttggatgaa tagttttgca aatattttct 
atttcctttg ctatgcagaa gatttttaat 
tgtgtttttg aggtcttagc cataaaatcg 
cactgttttc ttctagtagt ttcataattc 
ttaacttttg tatatggtga gagatacagg 
taattttccc agcatcattt attgaagagg 
cctttgttga aaatcagctg gctgtaaata 
ttcctttggt ctgtgggtct atttttatac 
ttgtgatata ttttgaagtc aggtaatgtg 
attgctttga ctattttagc tctttcgtgg 
tcctgtgaaa aaatcacatt ggtattttga 
tggacagtgt ggccatttta atattaattt 
atttgtgtcc tcttcagttt ctttcatcag 
cacttccttg attaaattta ttcgtaagta 
tcagattacc ttcttgattt ctttttcagc 
tttttgtacg ttaactttat atcctgccac 
ttttggtgga gcatttttgg tttttctaag 
aatttttctc ttttccaatt tggatgcctt 
aacttccagt actatgctga ataggagcgg 
tttcagaaga aggattttca gcttttcccc 
tatggccttt actatcttct ttctatgcag 
caatgttgaa ttttatcaaa tgctttttct 
cttcattctg ttgatgtgat gtattgcatt 
cattataatt ttttgagaca gagtttcgct 
aatcttgtag cccaggtgga agcacagggg 
cctgggttca agcaattctc ctgcctcagc 
ccaccatgcc tggctaattt tgtattttta 
ggtctcaagc tcctgacctc aggtgatctg 
acaggcatga gccaccatgc ccagccaagg 
atactgttgt tttctagttg ttttatatat 
actctggtag ttttctgtag tggtagcatt 
tgccagtgag ttttatactt ttgtgtgttt 
ccatgtttag gactcttgtg agcatttctt 
tcagcttttg cctgtcttgg aaatacttta 
ctagacatag tatccttggc ttactttttt 
attttctcct gatctgtaag gtttctgctg 
ttatagttgc ttacacacat ttctcttgct 
tgactataat gtgccataga gaataccttt 
gcctcctata tctagatgtc taaatctctt 
attatttcat taaataggtt ttctcactct 
ataatttaga tatgtagttg ctttattgtg 
tttattcttt tttatttctg agttatgtca 
ttttctgctt gatctaatat attgttgaag 
gaagtcttct attccagcat ttgctttttt 
ttcatttccc aaattgtttt tctttttcac 
actcaataat ttgaattctt tttctgggat 



tcttctatct actataagtc tatacccatt 83220 
tctcacaccc ttcccaacct gtgctatcta 83280 
gatttttagc tgccacatat gagtaagaac 83340 
ccaatgaaca taatgacctc cagttctatt 83400 
aactgggata aaatgacatc tcattgtggt 83460 
tgttgagtgt tctttaatat acctattggc 83520 
attcatgtct tttgtccccc cacccacccc 83580 
tctcgctctg taacccaggc tctggaatgc 83640 
aacctcctgg gctcaactga tccccccact 83700 
atgtgccact acacccgact aatttttgta 83760 
ggtctcaaac tcctgggctc aagtgatcca 83820 
ataggtgtta gcctctgtgc cccacctttt 83880 
ttccttatat attctagata ttagtccttt 83940 
cccactcaac atattgtctc tgtgctgatt 84000 
atagttccct ttgtctattt ttgttttagt 84060 
ttgctcagac caatgtcctg aagtgttctg 84120 
aaggtcttat atttaaatct ttaatctgtc 84180 
tccagtttta ttcttttgct tatggatatc 84240 
gtgtcctttc ctcattgcat gttcttggca 84300 
tgtggcttta tttctgggtt ctattttctt 84360 
caataccatg ttgttttggt tactatagcc 84420 
atgcctacag ctttgttctt- tttgcttagg 84480 
ttctgtacaa attttagggt ttttttctac 84540 
tagcaattgc attgaatctg tagattgctt 84600 
ttccaatcca taagcttggg atgtctttcc 84660 
tgttttacag ttttccttgc agagatcttt 84720 
tcttttttta tttttggtag ctattgtaaa 84780 
tattttatta ttggtgtata gaaactctga 84840 
tgtgctgaat ttgcttacca gctttaagag 84900 
tatcagatca tgtcatctgc aaaaagggac 84960 
ttctttctct tgcctgattt ctctggctag 85020 
tgaaagtggg catccttgtc atgttccagt 85080 
attcagtatg atgctagctg tgggtttatt 85140 
ttttctgagt gttttttttt tatcatgaag 85200 
gtttattgag atgaccacac gatttttgct 85260 
aactgaatgg tgtatgttaa accatccttg 85320 
cttgtagccc aggcggaagc acaggggtgc 85380 
tgcaatctcg gctcactgca acctctgctt 854 4 0 
ctcctgagta gctaggatta caggcatgtg 85500 
gagatagggt ttcaccatgt tggccaggct 85560 
cccaccttga cctcccaaag tgctggaatt 85620 
attattgata tgtgaggttt tgttattgtt 85680 
ttttttcctt tttcttttgt ttggcattgt 85740 
tgagtctttt cctcatctgt gtgtttgctt 85800 
tacatagtgt taaatgtcat gttttcactt 85860 
gtagggccag tctagtggtg atcaattctc 85920 
tttctccttc atttatgaag gataattttg 85980 
tccccttcag ccctgtcaac atattatctc 86040 
aaatccactg ttagtctgat ggggcttcct 86100 
gtccttagaa ttatctgact ttagagagtc 86160 
ttgcactgta tccatttaga ggctatcagg 86220 
gtgagatttg ggaagttttc acctattaat 86280 
ttcattttct cttaaccctc tgggatccca 86340 
tcccatatgt cacaaaggct ttgctcattt 86400 
aaagacctgt gttctagctc taagactttt 864 60 
ctttcaattg tattctgtac tttgtttcat 86520 
atgacatata tctctttgat aaaattatca 86580 
attctcttac atctcattga gcttccttac 86640 
tttgtgagtt tattttttat tggaatctat 86700 
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tgcaggaaat ttattgtgtt ccttctgagg 
gtccttatgt tgatatctgc acatctggtg 
tgcatttgta agggaggact ttttcctaga 
tttggctttg attcttggta tgtgcagtag 
aatagcatca gtggtatctg tgatttcctc 
ggtaaaattt tgctaaggac tggaatgcca 
cagcagtgga cagagcatgc ctgtctttgg 
ttagtgggtt caagcaggct gattcttggg 
tggcagcagt tcccaggcat gtgatcaggt 
gggagatggc agtgacagtg ttgaaatgac 
ttggcagtgg ctgcaacagg ctgggcggcc 
ggtagtagtg gccaagtggg taagccccaa 
ccaatggtgg tggactaggc tggacaatcc 
ggaggtggtg gtgtaaagcc aggctgggca 
caggtgccaa ccaaggtggg caggtgcagg 
gatagggagt ggcagtgctg tactactacc 
gtggggaatg catgtgccac tcacacctca 
cctgctatgg tagctggcac catagttgta 
tgtagtgctt cagccccagc tgcagtaacc 
cagtctgcag ttctcttaca cctcagccct 
tcttttgggg ggtgggcttt aaatggcatc 
tgggggaccc agtgcgagct ccgttctgga 
cctatgttaa gtttcaggga ctgcaagggc 
aatcctttca tggtggaaat gtggaccact 
tggggggtct ctctcagttc ccagccaatc 
ccttccttac tttgtttcct gtctcttttc 
ctattcaaag tgtgattatc tactctctat 
aatgcctcta gtcagccatt ttggttgggt 
gcgactatgc ttttgataga ttttacattg 
atcttaatat caatccatga acatgggata 
tttttcagca acattttgtt gttttcaaga 
attcctaagc actttttctt tttgatgccc 
tttcagattg ttcattgcaa gtgtataaaa 
ctcactatgt tgcccaggct ggcctccttg 
actacagtta tgtcactgtg cccagctaaa 
gcagctttgc caagttcatt tattagctct 
tttttttttt gttgttgttg ttgtttttgt 
tcaccaggct ggagtgcagt ggcatgatct 
caagtgattc tcctgcctca gccctaaccc 
gctaattttg tatttttagt agagacgggg 
ctcttgacct tgtgatccac ctgccttggc 
ctaccacaac tggcctcaag tttctacata 
ttttacttct tcctttcgaa cttggatcct 
gctagaactt ccaatgctgt tttgaataga 
cctgatctca ggggaaaagt tttcggtctt 
ggcttttcat atatggtctt catcatattg 
catgaaagca agttgacttg ttagatgctc 
ttctctttat tcttgtaatg tggtgaatta 
cattgcaggg atagatccct cttgctcatg 
ttggcttgct attttgttgg ggatttttgt 
gatttctttt cttgtagtgc ccttgtcttg 
agttaagaag tgtttactcc tcttcaattt 
ttaattcttc tttcaatatt tggaagaatt 
aatgtttctg ataacaatct tcttaccagt 
gtcagttgat tttgggagag tgcgggtttc 
tggcacataa ctgttaatag tagtctctta 
attcatgtga aaatgtaaca tcccctcttt 
ctttcattct tatttaaagg tttgtcaatt 
attgattctc tatatctgct ctaaccttta 



tgtcatattt ccttgctttt tcatgtttgt 86760 
taacagttgt ttcttctaat tttttgcatt 86820 
cgtatctatg gtgttgtttg ggtaggacac 86880 
tgtagtctct gtatgatttc tttggctata 86940 
agtggctgag tagttactag tggaagctat 87000 
ggtgggccat tctccaggca ccagtggtag 87060 
acctcagagg agcatacaat ggcaccagtg 87120 
ctttcgggtg gcttactcag atgtcagtag 87180 
tctcaggccc ctgggcagct ggcgtggcat 87240 
cctctgggtc ccaagtgata tgtgcttgtg 87300 
cattctgcag gcccacaagt ggtacataca 87360 
cctcaggtac ccaagaggag tattcaagtg 87420 
cccagcccct agactgtgtg ctctggccac 87480 
gtctcatctt caggctccct atgatgtgtg 87540 
gcaatcccta ggccaccttc agaatgcttg 87600 
ttccattgga gagcacaggg ttgctggcca 87660 
ctcagctcca gtggcacttg tgcctcagcc 87720 
cctcagccac aacaacagga gcacatgcct 87780 
cagtcactta tgcctcagct ctggggaaaa 87840 
ggcactcagg gactccagga cagtgtacag 87900 
ttgctgtagc tgttttgttc tcaggaagtg 87960 
gcagttccat tgaacaatct cctggcacct 88020 
tgaggagctc tcccgtggct agaactgcag 88080 
gagggtctct cacttacctt ttccccatgc 88140 
ccagctgaac aggctgcctt gcttcttttt 88200 
cgtgaattcc agtgttctgt cttggataat 88260 
ttttgttctt aatggaagag gcgagtacaa 88320 
cttcctggat tttcttattt ctgtaaaaat 88380 
actctgtagt ttgctttggg tcacgtctac 88440 
tctttctatt tatttaggtt atctttaatg 88500 
tacacttctt tggcctcctt ggttaaatgt 88560 
ttgtaaatga taccattttt aaaattttct 88620 
atacgaccaa tttttttaga cagatagggt 88680 
aattcctgcc tcagcctccc aagtagtggg 88740 
tacaaatgat tttttttgtt tttatatcct 88800 
taactatttt tgtgtgtgtg tggattcaag 88860 
tttttttttt tgagaaggag tctcgctctg 88920 
cggctcactg caagctctgc ctgccaggct 88980 
tgagactaaa ggcacatgcc accatgccca 89040 
tttcatcatg ttggccaggg tggtctcgat 89100 
ctctcaaagt gctgggatta caggcgtgag 89160 
tatgatcatg tcatctgtga acaaagataa 89220 
tttatttatt ttttttgcct aactgctctg 89280 
tgtggcaaaa ctgggcatct ttattttatt 89340 
tccccattgt tgagtatgat gttaattgtg 89400 
tcatattcct agttactgag tgtttattgt 89460 
tttctgcttg aattaggatg atgtgtttta 89520 
cattgatatt catgtgccag gcaatccttg 89580 
aggtataatc cttttagtat gctgctgaat 89640 
atctatattc ataagagata ttagtctgta 89700 
ctctggtgtc agggtaatgg tgacctcatg 89760 
ttttggagga gtttgaggag aactggtgtg 89820 
caccaggggt cctagacttg tcactgttgg 89880 
tattgatata ttttggtttt ttatttattt 89940 
taggaatttc atctaggtta cccaatttat 90000 
taatatcata ttcatgtgaa aatatcttat 90060 
cctttctgat gttagtaatt taagtcttct 90120 
ttgttttttc aagaaccaac ttttggtttc 90180 
tttccttcct tctggtaact ttgggtttca 90240 
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tttgctcttt tctagttctt taaagtgtac 
aagttttttt aagacatggg gtcttacgct 
tatagctcac tataacctca aactcctggt 
agctggcact acaggaacat gccaccacac 
aggatcccac tttgttaccc aggcaggtct 
cttggcctcc caaagcactg ggattataga 
tattttttga gaaggagttt cgctcttgtt 
agttcactgc aacctctgcc tcctgggttc 
agctgggatt acaggtgcct gccaccatgt 
agggtttcac tatgttggcc aggctggtct 
cttagcctcc caaagtgtgg ggattacagg 
ttttaatgta tgcatttaca gctacagatt 
ataagttctg gtatgctgtg ttttcatttg 
tttctttgac ccattagttt ttaaatagtg 
cttttttatt ttcaatgtct agtttcattc 
tcagttttta aaaatgtatt aacacttgtt 
agtattccat gtgaatttga gaagactgtg 
tatgtctatt tggtctaatt tgcttagagt 
cttctgtctg gtttctatat ccattatcgg 
tgtctttctc cctttaattc tgtcatttct 
tatatatata tataatatat ataaataaat 
tatattttta tttcatatat aaatatatat 
atatatattt atatatatta tatattatat 
atatataata tatttatata taatatatat 
taaatatata ttatatatta tatattatat 
atatatataa aaatatatat atttatatat 
ctcttgtaac ctttcttgat ttaacattta 
ggaggtgaag aaggaagctc ttgactctcc 
ggccaagaag gcagtgctga aaggcatcca 
tcacacatca cccaccttcc tgtggcccaa 
tcctcagaag agcactacca ggagaaataa 
aataaccagt gaccactgag tctgatgtga 
tcactgtgga tgttaaaagc caaaaagtac 
ctgatgtggt caaagtcaac acattgatca 
aactggctcc tgattacaat gcttctgagg 
agtcttgctg gctaattcta aattatatat 
taattgtata tatttaaaat acatatatat 
atatatattt tatatataat tgtatatatt 
tatatattta aaatatatat tttatatata 
taattgtata tatttaaaat atatatattt 
ctggtgataa tatagccacc tcagctgtca 
tctatccttt tactttcaac ctccttgtgt 
gcatataaac actatttgtt taactccaat 
taatcccttt acatttaatg tgattacaga 
tgtttttaat atgtcttata tgtttttgat 
tttatttgat tgttcacaat gtactgtttt 
agttttacta tttagacaga ttacatctta 
ttttttaatg aatttgtctt ttaaattata 
agtacaatag tactggctct tatatttacc 
tttttttttt ttttttgtga tggagtcttg 
tgcgatctcg gctcactgca agctctgcct 
ctcccaagta gctgggatta gcaccaccag 
atgggttttc accatgttgg ccaggctggt 
ctcggcctcc caaagtgctg ggattacagg 
ttatggcttc aagtttctgt tcagtatcct 
atttctggta gggcatgtct actaataatg 
gatttctctt tcatttttga agaatagttt 
tttttttttt tctttttttc acgactttag 
agatttttga tgaggaatcg gctgttaatc 
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atttagttta ctgatttgag atcttaaaaa 90300 
gtcacccagg ctggaatgca gtggtgcaag 90360 
aaacaatcct cccaccccag acacctgagt 90420 
ctggcttatt ttttactttt ttgtagagac 90480 
caaactcctg gcctcaagtg atcctcctgc 90540 
tgcaagccac catgctcgac tgagattttt 90600 
gcccaggctg gagtgcaatg gtgcggtctc 90660 
aaattattct cctgcctcag cctcccaagt 90720 
ccacctaatt tttgtatttt tagtagagac 90780 
cgaactcctg acctcaggtg atccacccac 90840 
cataagccac tgcgcccagc gtaagttctc 90900 
tacctcttag gattgctttc actatgtgtc 90960 
tctcaaggta ttttttactt tcccttatga 91020 
tgttaatttc cacctatttg tgtatttcca 91080 
cactgtaact ggaatgtact ctgtataatc 91140 
tcatggctta acatacggtt tatcctggag 91200 
tattctgctg ttgttgggtg gtattctgct 91260 
gttgttgaaa tcctctattt cctgattgat 91320 
acatggaata ttaaagtctc caactatttt 91380 
gtttcatatg ttttggagct ctgttagggg 91440 
atataaaaat aaatatatat ttataataaa 91500 
cttataaata tatatattta tataacataa 91560 
ataatatata tttatataaa tatatatatt 91620 
ttatatatta taaatatata ttatatatta 91680 
aaatattata tataatatat attatatata 91740 
ataaatattt tatcaatata atatccttgt 91800 
ttttgtgtgc ctttttcaaa agaggacact 91860 
taaagctgat cccaaagtga aggctttgaa 91920 
cacagccacc aagaaaaaaa aaaaaaagat 91980 
gacattatga ctctgaagac agcctcaata 92040 
gcttgaccac tatgccatca tcaagttccc 92100 
attagataga agacaacaat acacctgtgt 92160 
caggtcaggc tgtgaagcag ctctatgaca 92220 
gggctgatgg agagaagaag gcgtatgttc 92280 
ttgccaacaa aactgggatc atcttggctg 92340 
atataacatg ttatacatat attttatata 92400 
tttatatata attgtatata tttaaaatac 92460 
taaaatacat atatatttta tatataattg 92520 
attgtatata ttttaaatat attttatata 92580 
tttttctcca gaaaaaacag attattttgt 92640 
tatggttact attttctagg tgtatctttt 92700 
ccttatatct aacatgagtc tcttaagaca 92760 
ctgccaatct ttgtttttaa tagaagagct 92820 
tcaaggattt acttctgcca tttggctatt 92880 
tcctcaattc cattactacc tccttttgta 92940 
gattctgttt ttacaatgca ctaatttgtt 93000 
cattctatgc ccattaatat agatttataa 93060 
aagcacaaag agaaaaagtt ataaaccaaa 93120 
tctaaagtta tcttaactag tgctcttttt 93180 
ctctgcccca cccaggctgg agtacagtgg 93240 
cccaggttca agcgattctc ctgcctcagc 93300 
gcccagctaa gttttgtatt ttttgtagag 93360 
ctcaaactcc tgacctcgtg atccacccgc 93420 
tgtgagccac ggcacctggc ctattttttc 93480 
ttcatttcag catgaaggac tccctttagc 93540 
atctccttca attttatttg gaaatgtctg 93600 
tgccatatac agaaatcttg gtttagaggt 93660 
atatgtcatc tcactgcctt tgggcttcca 93720 
ttgtcaaaaa ttctgtgtga cgagttgctt 93780 
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ctctcttgct gctttcaaaa tcctgtcttc 
tggtgtggat ctgagttcat cctgcttgga 
atgtctttca tcagatttgg gaaattttct 
ccttttcttt ttctgcgatt cctatatgag 
ataactatat gaatatatga gtacattagt 
gttttttttc ctaaatattt tttttctttc 
cttcaaattc actgttctct tcttttgcat 
gttttccatt tcagggatta tactttttag 
tttctatctc tttattgata ttctcatttt 
gttcttcgtc catgttttcc tttagctcgc 
ctttgggtaa taattccaat gtctggactt 
cctgtgaatg gaccatggtt ttctatttct 
tggacattat gagtattaca ttgtggtaac 
ttgctgattt ttgcttattg agggctggag 
tgtgaagtgt gtattctttg cagtatgggg 
ggttaaccag tgacctaaga tttccttaaa 
aaaaaaaaaa taggtactgt ctctttaaat 
aagggcattg agacaatgat cagcctctgc 
tcagaaatca aaaaactctt tttttttttt 
ggctggaacg cagtggtgtc atcttggctc 
attctcctgc ctcagcctcc caaatagctg 
taatttttgt atttttaata gagacagggt 
tcctgacctc aagtgatcca cacctcagcc 
caccacacct ggccacaaaa acttgacttt 
gcaccaacag tctgcaccag gaacattttc 
ctgaaacaaa aaaaaaccat caaaatttgt 
ttgcaagtgt tcaactagac ttctgagtcc 
gctcaactgc tttggtggag gaaaagattc 
tcattctcca tgtcagcttt cgtaatcaac 
tgacaccctg gcctactggt atattacaag 
aacttacaaa cttggacaaa gacttgtagg 
ttaaactagc cataaaaacc tgttgttctg 
aagcaggctg tgagctgtgg gccccaaagg 
aacatggctg gagttggagg aggctgtaag 
agtgctgacc agggctttgg gctccaccag 
ctggattttg ccttagtatg ttaatatgag 
atggatgaca tggtactccc cgcccccaac 
ctttttcctt aattcagtaa agaaacaata 
aatgaattta aaatattcag agaaagaaaa 
tagaaagcaa ctggggtgga ggagctggga 
ggttggctat tgtatggaaa caatgcaaca 
ggataggcca ctatggttgg ccctggggat 
gcagctcatg ccaaagtcac cacggaacca 
cctgtacccc ctcccacatt gccaactcag 
tcccttcagc ttctacaata ctccgccctc 
ctgatggggt ctctaatgag aacacaaatg 
ggaactcagt gaccaggaac ctagaaaatc 
tcaaaactat gtcttaaata aaaataatct 
ccagagaaac tgaggaacaa aattcaagct 
tgattttcca ttatactaaa catttcttct 
tttcatcatc agaaaaaagc acattatgta 
ttcatcaatt tgagctgaat ttcaactcat 
tggatctgcc cgactcagag gatgttttga 
aaaagcttgg acccctttag ggtcaccatg 
catgaaacaa aaaacagctc tcaaccgttt 
tagttgtcct ctgaagcagc caggcggtta 
agatgcccct gtgcagtaaa ttcagtgccc 
caggatagcc atggcccctg tggactcctt 
tgtgtcaaag ggctctgagc tggcctcagg 



aggttttgac aatcctaata taacatgtct 93840 
ttttattgag ctttttggat gtgtagattc 93900 
atcattattt ctttaaatat tctttctgtc 93960 
tatatgagta tgaatatact aatgaatata 94020 
atgcttgatg atgtctcaca gctctctcag 94080 
ttctcctttg gataatttca attattttct 94140 
gcccaaatct ttgttgaatc cctctagtgg 94200 
ctctagaatt tgtttggttc ctttttataa 94260 
gttcatgcat ggttttcctg atttccttta 94320 
tgaacatact taagatagtt gatttaatgt 94380 
cctcaaggat ggtgcctgtc aatttttttt 94440 
ttttatgttt tgtaattttt tgttgagaac 94500 
tgagaatcta attctgtcat gcctcagaga 94560 
ccaactattt gtgacttttc caactatttt 94 620 
tcagtgaagt ttctgttgtg atatctctgt 94 680 
tatctggctt gccaaaagga ggaataaaga 94740 
ccccttgtgg ctagaaagct ccctctgccc 94 800 
act;ggccccc tcagtgatta aatgcagtaa 94860 
ttttgcaatg gagcctcact ctgttgccca 94 920 
actgcaactt ctgcctccca ggttcaagtg 94 980 
ggattacagg cactcaccaa catgcctggc 95040 
tttaccatgt tggccaggct ggcctcaaac 95100 
tcccaaagtg ctgggattac aggtgtgagc 95160 
tggaggacaa agttgttatt gcctaccctg 95220 
cacagttgcc tgctgcagag cttgcggatg 95280 
aagcctctcc atcaagctct tccctggatg 95340 
caaaacagtt gcttgagaca attactgcca 95400 
ctggtgctgc tactgccatc ttccataaca 954 60 
ttgttcaaac atcctcatct ctcttgagca 95520 
aagcacagag ctgggtataa tataaggacc 95580 
agagactacc tgctctgcat tataaaaaag 95640 
actccagggt gtgccatcag ctactttata 95700 
aggggagtgt tttgttgttg ccgtattgaa 95760 
ggagccagtg gcccttgtac tcctacccta 95820 
gtgtttgctc tcactgtggg ctttgtggaa 95880 
aagaacaggc tttctgcaaa tgctaaacag 95940 
ccaccaaatt atgggccaaa aaggaagtct 96000 
gcataactat gtttcaaact gttgtgttca 96060 
agaattttgt cctttttaag acatcctaag 96120 
tttgccaggc caaaataaac aaacaacaat 96180 
ccatccagga aattctgtgg gatttctgag 96240 
gaggtaccaa acacaaggcc ccacactgag 96300 
tcacattgcc caacaccaca aatagtgtct 96360 
ctagcaatgc tgccattttg gaacccccaa 96420 
ctggctctca cctgagcttc tggctgccct 96480 
tcaaagggta aggagggaag ggagaggctg 9654 0 
aacacgtaat aacatgactt gtctgtggct 96600 
tctatgatac attttgcttt cgagtacaat 96660 
tttgattcca tgtatgtcaa agaaggaagg 96720 
acatcaggca taaccagaga aacacaagac 96780 
tctaaggaca attaaaggct ctctttcctt 96840 
gtcctgttgc tgtctcctac ccagtggctg 96900 
cctgttctcc tattgctaag aaatggctag 96960 
ttccttcccc tgcgcaggtt tttaaaaaca 97020 
atcatattat attcctatgg cttctgctgc 97080 
atgctgctgc caggcagcct tagagacagc 97140 
aaccataagt gcctcctccc cttacccaca 97200 
accgagctga cgtccagcct ggggactcga 97260 
gacacggggc tcccacgact cactgttctc 97320 
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agacacctct gaataggtgt cacccatccc 
agggccctgg tcctcactgc ctgtgtctgc 
agcaaaccac tgcttgacct gctgggagct 
gtcctcttca tacagcatct tgtgtgtcat 
aggggcaatg accagtagcc ctggtgggaa 
gagttggccg ttcttcagtg cgtacctgct 
tggcagaccc gtctgggcca tgatggagtc 
gacaaagagc tgccgcagca agtgccgctg 
tgggagctgc tctgccagtt tgtttgactc 
tggaatctcg ttcctgccat tggcttcagt 
ggggctgact ttgcgctctg ccaagatatg 
accagagacc cttagctcac tggccaaatc 
ctcttcctcc tgagaggcat tctcctcagc 
ccgtctctct gaaaaccagc tatcaatttc 
gcggtccagt tcctcatcaa gaggaagagg 
gagctgctca ggggctctct ccttgtattt 
agattgtcgt ttggcagaag ggtgggttgc 
ctcagggacc ttggacgatg gggagaagga 
actgtgatct ccaggtatca tcgctctgga 
atcactgaac catttccgca cctctctggt 
aacttcgctc tgccctggga actggttccg 
ttcatgagat ttcttatttt tgtagatgct 
ggggcaggcc gtgaggagcg actgggccgc 
tgaacacaca gtgttaatgg gtgccacacc 
ggggagaggg gaacttgttg cttgcaaccc 
tccccctcct gtaccctctg gctgccccac 
atgctggaca ttgccagcac tggcgacgag 
aggcacagac tggatgactg tattgaacat 
ggaccagctg atcccctgct tcagcctttg 
tggatacttg gtcaccacag tcaaatagca 
gtggaaggag ttcttcagga agctgttaga 
gctcaggggg atcatcactt tgggaagggc 
gtgttgggca tgcactgggg gctgctgctg 
caaaactggc actgttccta tcaggggccc 
ggcagatgcc tggctgactg gaactgcccc 
ctccatttct ccagtcgaca gctttggtaa 
ctccttgagt gtatgaattt ttttggcttc 
agttttggta atgatgattt ctgcctgtcc 
taggtcagga gtgctggtgc tctcagggat 
cttggccacg ttccacacaa agctggcttc 
aagcccctca ggggtttttg ccagaaaact 
attaaagtct gtgtgctctg agttcatatg 
gaaatcgcag tatttacagg aatataaata 
cagtgtagag ccatcagtac tgctggggtt 
ttctgggggc agatcctgct ggggtccttc 
gctggcatct tgcaacacca cagtcttcac 
cttgctggcc atggtgacaa tcactgggtg 
gcctaacaat acaagttcca gcttctcgat 
ctttttcagt tgtttgcaga aagcaggttt 
aaatgattaa gttctcttaa gtgctttctg 
ctgcttgcct tctaccatct aggtcttttc 
aagtctaagt taggaacccc ctaatgacaa 
ggtccaatac caactgatag acttaagcaa 
acatatccct gcattaagta attcagatta 
aaattaattc tgaccatgtc agagtgagaa 
ttttggacca acacgcggtt ttcttttcat 
cctctgtctg tcccaagcca ggcccaggga 
ggtggggtgg gcgggggtgg ctaggaagac 
ctttccttgc ctgccgcact tattccaggc 



tttgtgaact gctgtgagct caccagtacc 97380 
cacggctctg gtctcctccc ccattttctc 97440 
catctgggtc ttgtcacaga ggttctgcag 97500 
gtaatagtcc tgcaggagct • cccggttgcc 97 560 
gttgcctcgc ttatagtctt cgtaccattt 97620 
atctccaaac cagcgcacca cctctggccg 97680 
atagtcctgg ttgcttggcc actgtgtctg 97740 
ctgggcagtc tttttgcagc tcactttgcc 97800 
atcatcctca gggtcacagg cacccagccc 97860 
gaccctcagg ttcttcaggt tgattttaat 97920 
gctgctgggc atttccagag agccattttc 97980 
ctcttctcca ccctcatcct cagcagcctc 98040 
cttcttggtc tcctcagcat tcactttttt 98100 
tcgtcgggtc attttggttt cacttctcag 98160 
gttttgtgca aaactgctct ccagggctct 98220 
ggttggtgtg aagtcaggag tctggtgcca 98280 
tagtgtggct gttgtcggaa tgcaggttac 98340 
cacctctggc acagagtcaa tgatgatgga 98400 
gcccttcaag ttccggcagt ggtatctacg 984 60 
actgaggccc gtcacttttg tgagatgttc 98520 
acagaagctc cctttcagag ctgacagctg 98580 
agcatcaagg aaggcttggg aggttatgct 98640 
attgaccacc ttcacagctg acgttgtatt 98700 
tggctgcttg gggacggatg tcaccgtgag 98760 
attggccatc aatggctgag tgaccagaag 98820 
aacgtgacct ggaagagcgg cctggatgag 98880 
tggggtattt agaaccgtaa ttgtgggctg 98940 
ctttttccgg gcatcctcaa tctcctcagg 99000 
ggctgtgaac cagatcttga gctgttcttc 99060 
gagctcggct ttggtggggt aggggaactt 99120 
gtccatggct gcattgtacg ttggaatgct 99180 
cttggccgtg ggcagtggct ggtggacatg 99240 
gagggagagg aactgtgcta tgccagctgg 99300 
gttggcggca tgggggtttt ttgcagagct 99360 
attgatgaag gaatggtccc cctctctcac 99420 
ggcctcaccc acaggctggc tagggacatt 99480 
agctttgcct ttcattatct tcatgattgg 99540 
atcagcccct tcagcactgg gctcacccgc 99600 
gctctgctcc acaaccacat gattgtctgg 99660 
cccggagtga catgtggcat tgtgcaagga 99720 
gcacccactg catacaaagg ttgggtcttt 99780 
tcccacaaat tgggtcatgt catgggatct 99840 
gccatctaaa gtgctccgat gcccattggc 99900 
ctgtgctgcc tcactgctgg cagcagatgc 99960 
aggcaaggtc tcagcgggct gggcctccat 100020 
tgggatcatg catggtgtgg tggatttcct 100080 
atcagcagtt gagagcttgt cccataaggg 100140 
gagggccaaa gaaacagttt ctaaatgcag 100200 
tccctattca atctaaggaa agggagaaaa 100260 
tatatttctc ggatacccag acacattcca 100320 
acagtaagtt taatcagcaa cttggatatg 100380 
aaactggacc ctgaagaatg acctggggat 100440 
cgtatttttg tttcttcccc accaccccct 100500 
aaaaacaaaa cgccctcttt ttggacctcc 100560 
caaaagatcc tagtgtaatt cttgtttaca 100620 
agccttcccg catatgagaa caagatgacg 100680 
ccaagttagc tgcagtgtgt gaacggaagg 100740 
cggctgctgt aagagccagg cctctgtagc 100800 
cacagaaaag cgatcacctt acagttactg 100860 
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gctgttatgt 
atccacagaa 
gggtggtctc 
ccctgagtag 
tgggtgcccc 
tgcagtattt 
ggacctccag 
taacaaacag 
caaaggtaga 
aaaatcagag 
gctggatgga 
caaacttctc 
aaaaaagatt 
tgatagagct 
gatttgatca 
gagaagttta 
tatgtgaaaa 
accaagttgg 
caggccaaca 
caactccaaa 
agggcagcca 
gatctctcgg 
taaagaaaag 
aggagaaata 
tgccttacaa 
actgcaaaaa 
aacgagcaaa 
taaccttaaa 
ctccacccca 
attgaccaca 
ataaactgtc 
caaaaccgct 
aacgaaatga 
taccagaatc 
gcccacaaga 
ctagagaagc 
agagcagaac 
agctggtttt 
agagagaaga 
atagaaatac 
aatctagaag 
gaagttgaat 
ctaccaacca 
aagaggagct 
tccctaattc 
caaaaaaaga 
aaatactggc 
gcttcatacc 
atataaacag 
ttgacaaaat 
cgtatctcaa 
ggcaaaaact 
cactcctatt 
aaaggttatt 
tgtatattta 
cagcaaagtc 
taacagacaa 
aataaaatac 
caaaccagtg 



atcccggacc 
ccagtttgtg 
accttgagat 
cctaactggg 
tctgagatga 
gctgttctgc 
aaaactccaa 
aaaggacatc 
taaaaccaca 
tgcctcttct 
gaatggcttt 
tgagctaaag 
agatgaatag 
gaaaaccatg 
agtggaagaa 
gagagaaaag 
gaacaaatct 
aaaacactct 
ttaaaattca 
acacattaat 
gagagaaagg 
cagaaactct 
aactttcaat 
aaatccttta 
gagctcctga 
acatgccaaa 
ataaccagct 
tgtaaatggg 
aatgaacaga 
tagttggaag 
tctcagacca 
caactacatg 
aggcacaaag 
tctgggacac 
gaaagcagga 
aagaacaaac 
tgaaggagat 
ttgaaaacat 
atcaaataga 
aaactaccat 
aaatggataa 
ccctgaatac 
aaagaagtcc 
ggtactattc 
attttatgag 
gaattttaga 
aaatcgaatc 
tgggatgcaa 
aaccaaagac 
tcaacagccc 
aataataaga 
ggaagcattc 
aacatagtgt 
cgattaggaa 
gaaaacccca 
tcaggataca 
acagagagcc 
ctaggaatcc 
ctcaacgaaa 



actgttactg 
gcccagcaag 
ctgagaacag 
aggcacctcc 
agcttccaga 
agcctccatt 
cagacctgca 
cacaccaaaa 
aagatgggga 
cctccaaagg 
gatgagttga 
gaggatgctc 
ctaactagaa 
gcatgagaac 
agagtatcag 
agaaaaaaga 
acgtctgatt 
tcaggatatt 
gaaatacaga 
tgtcagattc 
tcgggttacc 
acaagccaga 
ccagaatttc 
cagacaaaca 
aggaagcact 
ttgtaaagac 
aacatcataa 
ctaaatgcac 
atatacattt 
taaagcactc 
cagtgcaatc 
gaaactgaac 
aaagatgttc 
atttaaagca 
aatatctaaa 
acattcaaaa 
agagacacaa 
caaaattgat 
cacaataaca 
tagagaatac 
attcctggac 
accaataaca 
aggaccagac 
cttctgaaac 
gccaacatcg 
ccaatatccc 
cagcagcaca 
ggctggttca 
aaaaaccaca 
ttcatgctaa 
gctatttatg 
cctttgaaaa 
tggaagttct 
aagagcaagt 
tcgtctcagc 
aaatcaatgt 
aaatcatgag 
aacttacaag 
taagaggaca 



agatgaaacc 
ctatacattt 
ttggactgcc 
cagtaggggc 
gggaggatca 
ggtgataccc 
tctgagggtc 
ccccatctgg 
gaaaccagag 
aacgcagctc 
gagaagaggg 
gaagccatca 
tgaacagtgt 
tacatgacgc 
tgattgaaga 
aacgaacaaa 
ggtgtacctg 
atccaggaga 
gaacaacata 
accaaagttg 
cacaaaggga 
agagaagtgg 
atatccagcc 
aatgctgaga 
aaacatggaa 
catcaatgct 
tgacaggatc 
caagcagacc 
gtctcagcac 
ctcagcaaat 
aaactagaac 
atcctgctcc 
tttgaaacca 
gtgtgtagag 
attgacaccc 
gctagcagaa 
aaaacccttc 
agacagctag 
aacaataaag 
tataaatacc 
acatacaccc 
ggttctgaaa 
agatccacag 
tattccaatc 
tcctgatacc 
tgatgaacat 
tcaaaaagct 
acatatgcaa 
tgattatctc 
aaactctcaa 
acaaacccac 
ctggcacaag 
ggccagggca 
caaattgtcc 
ctaaaatctc 
gcaaaaatca 
tgaactccca 
ggatgtgaag 
caaacaaatg 



aaaggtcaga 
tctgtgtacg 
tccccaagtg 
cgactgacac 
gacagcaaca 
aggcaaacag 
ctgactgtta 
acgccaccat 
cagaaaagct 
ctcacctgca 
cttcagacga 
caaagaagct 
agagaagacc 
atgcacaagc 
tcaaattaat 
gcctccaaga 
aaaatgacag 
acttccccaa 
aagatactcc 
aaatgaagga 
agcccatcag 
gggccgatat 
aaactaagct 
gattttgtca 
aggaacaact 
agaaagaaac 
aaattcacac 
taactgacat 
cacagcacac 
gtaaaagaac 
tcaggattaa 
tgaatgacta 
atgagaacaa 
ggaaatttat 
taacatcaca 
ggcaagaaat 
aaaaaatcaa 
caagactaat 
gggatatcac 
tctacgcaaa 
tcccaagact 
ttaaggcaat 
ctgaatctac 
cacagaaaaa 
aaagcctggc 
cgatgcaaaa 
tatctaccac 
atcaataaat 
aatagatgca 
taaattaggt 
agccaatatc 
acagggatgc 
atcaggcagg 
ctgtttgcag 
cttaagctga 
caagcattcc 
ttcacgattg 
gacctcttca 
gaagaacatt 



gggtcaggga 
accactcaaa 
ggtccctgac 
ctcatacagc 
tctgccgttc 
ggtctggagt 
gaaggaaaac 
catcaaagac 
gaaaattcta 
atggaataaa 
tcagtaataa 
aaaaaccttg 
ttaaatgacc 
ttcagtagcc 
gaaatgaagc 
aatatgggac 
ggagaatgga 
cctagcaagg 
tcgagaagag 
aaaaatgtta 
aataacagcg 
tcaacattct 
tcataagtga 
ccaccaggcc 
ggtaccagcc 
tgcatcaact 
ataacaatat 
ctacagaact 
ttactccaaa 
agaaattata 
gaaactcact 
ctgggtacat 
agacacaaca 
agcactaaat 
attaaaagaa 
aactaagatc 
tgaatccagg 
aaagaagaaa 
caccgatccc 
taaactagaa 
aaaccaggaa 
aatcaatagc 
cacaggtaca 
gagggaatcc 
agagacacaa 
atcctcaata 
gaccaagttg 
gtaatccatc 
gaaaaggcct 
attgatggga 
atactgaatg 
cctctctcac 
agaaagaaat 
atgacatgat 
taagcaactt 
aatacaccaa 
cttcaaagag 
aggagaacta 
ccatgctcat 



100920 
100980 
101040 
101100 
101160 
101220 
101280 
101340 
101400 
101460 
101520 
101580 
101640 
101700 
101760 
101820 
101880 
101940 
102000 
102060 
102120 
102180 
102240 
102300 
102360 
102420 
102480 
102540 
102600 
102660 
102720 
102780 
102840 
102900 
102960 
103020 
103080 
103140 
103200 
103260 
103320 
103380 
103440 
103500 
103560 
103620 
103680 
103740 
103800 
103860 
103920 
103980 
104040 
104100 
104160 
104220 
104280 
104340 
104400 
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ggataggaag aatcaatatt gtgaaaatgg 
atgccatccc catcaagcta ccaatgactt 
aggtcatatg gaacaaaaaa agagcccaca 
aacttggagg catcatgcta cttgacttca 
caaaacagca tggtactggt accaaaacag 
ctcggaaata ataccacaca tctacaacca 
gaaatgggga aaggattccc tatttaataa 
cagaaagctg aaactggatc ccttccttac 
taaagactta aatgttagac ctaaaaccat 
cattcaggac ataggcatgg gcaaggactt 
aaaagacaaa attgacaaat gggatctaat 
aaccaccatc agagtgaaca ggcaacctac 
atctgacaaa gggctaatat ccagaatcta 
catcaaagaa ccccatcaac aagtgcacaa 
acatttatgc agccaaaaga cacatgaaaa 
tgcaaatcaa aatcacaatg agataccatc 
tgtcaggaaa caacaggtgc tggagaggat 
ggtgggactg taaactagtt caaccattgt 
tagaactaga aataccattt gacccagcca 
ataaatcatg ctgctataaa gacacatgca 
tagcaaagac ttggaaccaa cccaaatgtc 
ggcacatata caccatggaa tactatgcag 
tagggacatg gatgaagcta gaaaccatca 
ccaaacacca catgttctca ctcataggtg 
gggtggggaa catcacacac cacggcctgt 
gatataccta atgtaaatga caagttaacg 
cctatgtaac aaacctgcat gttgtgcaca 
aaagaattat aagtaatctt cacatatgct 
agaaagaaga ggaaaccaga aacaaataat 
ccttacctgt gaatttagat gtattgaact 
aaaatgctaa gaaagaaaac agctaaggca 
tttatatata aaagaccgaa attaaacagt 
ttgtttcaca ggatgccatg agaaaaggga 
ataatcatca ttattacttt tcgttttagc 
agtaattcta atactaaaat caagttatca 
aaattaaaat atctctattc aaattctcag 
taatttttaa aactttgaag gtgagggtaa 
cttcccccac caatttgaac tggcatgcac 
taaaatgtaa tttaaataaa tttaatgtct 
gatattttat tcatattttt atcacaatga 
tacgttataa acctttttgt tacacaagct 
taatgtacca caatgaattt gacttatcca 
tgggtgacag tgaaacaaac atctctgggc 
ttcctgaggt taagtgcaca ggaatgggct 
gctcctttgt atatatcatt ggcaaacatt 
gggaaactaa aaataataca gttatggacc 
atggaagaca tcaagtagaa tatctgaaag 
tggatgtcat caaaattaaa aacttgcatt 
gatagacaat ccacagaaag aaaaggtttg 
attatataaa taacttacaa ctcaaccata 
tgaatagaca cttctccaaa gaagatatac 
tcaacatcat tagttattag gaaaacacaa 
cccaccaaga tggctgtaat tacagcgaca 
actggagccc tcacgtattg ctgatgaaaa 
gtttggcaaa caaaatgtta aatatagagt 
cagtggctca cacctgtaat cctagcactt 
gtcaggagtt caagatcagc ctgaccaaca 
aaattagcca ggcatgttgg tgcatgactg 
gagaattgct tgaacctggg aggcggaggt 



ccatactgcc caaggtaatt tatagattca 104460 
tcttcacaga attggaaaaa actactttaa 104520 
ttgccaagac tatcctaagt caaaagaaca 104580 
aactatacta tactacaagg ctacagtaac 104 640 
agatgtagac caatggaaca gaacagagcc 104700 
tgtgatcttt gacaaacttg acaaaaacaa 104760 
atggtgctgg gaaaactggc tagccatatg 104820 
accttataca aaaattaatt cgagatggat 104880 
aaaaacccta ggagaaaacc taggcaatac 104940 
catgtctaaa acaccaaaag caatggcaac 105000 
taaactaaag agcttctgca aagcgaaaga 105060 
agaatgggag aaaatttttg caatctaccc 105120 
caaagcactt aaacaaattt acaagaaaaa 105180 
aggatatgaa cagacacttc tcaaaagaag 105240 
aatgctcatc atcactggcc atcagagaaa 105300 
tcacaccagt tagaatggcg accattaaaa 105360 
gtggagaaat aggaacactt ttacactgtt 105420 
ggaagacagt gtggccattc gtcaaggatc 105480 
tcccattact gggcatatac ccaaaggatt 105540 
cacgtatgtt tattgcggca ctattcacaa 105600 
catcaatgat agactggatt aagaaaatgt 105660 
ccataaaaaa tgatgagttc atgtcctttg 105720 
ttctgagcaa actatcacaa ggacagaaaa 105780 
ggaactgaac aatgagaata cttggacaca 105840 
cgtggggtgg ggagagggac agcattagga 105900 
agtgcagcac accaacatgg cacatgtata 105960 
tgtaccctaa aacttaaagt ataatttaaa 106020 
tttaagtatt tttttaaaag aaaggaaaga 106080 
cattacacta tccagacatt acataacatc 106140 
tttaataaaa tagattgact tcacactttt 106200 
gaaaactaac ctgaaaacaa aaccaatggt 106260 
tgataactca aaaagaaata ataataataa 106320 
ttctgtgagc cctattacta atatagaatg 106380 
aaatcataat gctctaatga ctaaaacaat 106440 
gtatttggat ttgatacaaa gatgtaaaga 106500 
taaataaaca cggctatttt atgatgaaaa 106560 
acataaaccc actctaacaa cttctcaccc 106620 
acttttttac ttaattttta attataaaga 106680 
ataatttggt ataccttctc atttagtcca 106740 
gcacacattt gtgctttttt caccaaacat 106800 
tcataagttt aacatttaat agctacctaa 106860 
cccctgctgt tgaaaagcat gccaatctca 106920 
atacaggatg tttttcttct atcaaattat 106980 
taccatctca aagagcatca acatttctaa 107040 
ttaaatcaag tgctttatga tcccaaatca 107100 
cagtgagcaa atcagatttt cagacaagtt 107160 
cacaaacgac aaaagaaaaa acagataaat 107220 
cttcaaaggt caccatcaag aaagtgaaaa 107280 
caaatcatct atctggtaaa gtatatccag 107340 
gaaagataat ttttaaacgg gtaaaggatt 107400 
aaatggccag taaagcacat aaaaaactgc 107460 
atcaaaacca caatgagata ccacttcaca 107520 
gataacaagt atagatgagg atgcagagaa 107580 
tgtaaaatgg tatagccact ttggaaaact 107640 
tgccataaga tccagcaatt tggccgggcg 107700 
tgggaggcca aggcgggcgg atcaccagag 107760 
tggagaaacc ccatctctac taaaaatgct 107820 
taatcccagc tactcaggag gctgaggcag 107880 
tgcagtgagc caagatcatg ccattgtact 107940 
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ccagcctggg caacaagagc taaactgtgt ctcaaaaaaa aaaaaccaaa aacaaaacaa 108000 
aacaaaaaaa acaaaacacc agcaatttaa ttcctaagta tatacacagt ataaataaaa 108060 
acatgtccac cccaaaatat gtacacaaat gttcacagca gcattattca aataatggcc 108120 
aaaaggtgga aacaacccaa acatctatca gctggtgaat gggtaagtaa aatatgatat 108180 
atccatacga tgaattcttc agccatgaaa aggaatgaag ttctgatgca tgctgcaaca 108240 
tggatgatcc tgatgctaag tgaaagaagt cagacacaaa tgtcacatac tgtatgattc 108300 
ccatttatat gaaatatcca gaaaaggcaa atccatagag gcagatagta gattagtggt 108360 
tgccagggac tgagagtagg ggagaagggg gagtggctgc taatgagtca ccaggcaatg 108420 
aaaattgttc tgaaattaga tagtggggat ggctgcacaa ctctgaatat gataaaaacc 108480 
tcaggaagga catcgaaacc aagaaaggta gaggacagta aattatagca ctcagttcta 108540 
tagaagaggg tcagcattta catttctaag gtttcaatat aggtgacaca gttctgtgct 108600 
acttcctgac tcaccttggt aatatttact gtggccctag agaagctgaa tggcagtgcc 108660 
tgtgaacatc aggtttgcca gaggagaggg aagagagatg cagacctact acctggaagt 108720 
agcaacaaca caaaggaaaa agagcatgag cacaccagaa ggccaggcag cagaactcag 108780 
gagaagctaa ctgcagagcc ctagcaacac aacacaagca ctccaggcac agggccagaa 108840 
ctgctatttg taatggggac tgggattcac tgaggaaaag gtatatagtg ttcctggtat 108900 
tttacttact aaggctgaga agtggacaac atgaagatgg atttgatttt tggcaatagt 108960 
cccaatgtca ttcaaaatta agtcttggcc aggcacagca gctcacgtct gtaatcccag 109020 
cactttggga agccaaggta ggaagatcat ttgaggccag gagttcggga ttagcctggg 109080 
caacatagaa attgtaaaaa attagtcagg aacaatggtg tgtgcctgta gtctcagcta 109140 
ctcaggaggc tgaggtggga ggatcacctg agcccaagag ttcagagtta cagtaagcaa 109200 
ggatcatgcc actgcactcc agccaggatg acagagcatg accttgtctc ttaaaaaaag 109260 
aaaaattaag tctcaaatta gccctaaatt atcattcgaa taaatgacta agaagggtac 109320 
cactgctaac catgttctgg gtagatggac cattgactat aagcaattac aaaaaagcag 109380 
tagtggcagc agtggcagcc acagccagtg tttactgagt gtttcatatt gttggaagtg 109440 
cttttataca catcccctca tttcactcat aataaaccca agaaaaggca ctataattat 109500 
tctcatttta cagacaagaa ggacaaggct cagaaaagtg cagtgactgc ctggagcgca 109560 
cacaactggg agacgacaga agctgaataa gaacccaagc agtctcgctc cagagcctgc 109620 
aacttcaacc actccacaca gtgagctctc tgagaaacct ccagattgtt gcaataaggg 109680 
ctacagacct cttgaagtaa tattttcctc cagcatttat taagaaaaag ttcaaacaaa 109740 
tggcaaagtt gaaagagatt gacagtgaac acccatatcc ccaccacctg gatgcttact 109800 
aaggtggctg tttttagcaa cattacccat ttaggtaagc ttgggtttat ttgttatgta 109860 
tttttaaagg ggttaaaaat ggtgcttaaa cagcaaagtt ctaattatct agaaaatcat 109920 
tcatccaaaa gacactcatg gagcatgtct gataaatgag gcactaccat gtggaaacat 109980 
gctattgtct aagtcaagcc ctagtgaagt gagctgatag aaatgtaagg tgcggccaaa 110040 
agagattcag aaggaaaggc caggtgatgt ttgcattttg tcatttttgt acaatccttt 110100 
acatgcccca tcttgaaacc ttctgccttg taaatggatc tttaaatggg gccagagcag 110160 
tggctcacac ctataatccc agcacttgga aggccgaaac gagtggatca cttgaggtca 110220 
ggagtttgag accagcctgg ccaacaacat ggtgaaaccc cgtctctact aaaaacacaa 110280 
taaattagcc aggtgtggtg atgtgtggct ataatcccag ctatcgggaa gctgaggcag 110340 
gagaatcact tgaacccagg aggcagagat tgcagtgagc caagatcgca ccactgcact 110400 
ccagcctggg acacagagta aggctccgtc tcaaaaaata aataaataca aataaaaata 110460 
aaaataaata aatggaaaaa taaaaacaaa agtgcataac tttttttaaa aatctgtctt 110520 
tgggaattgg taattgctca attcactaaa ttagcaaagc tatagttaat agccactata 110580 
tttcagcact gcagtataca tatgtgagtt ttttagataa aaatcttaaa gtgtttatct 110640 
ttaaattata gactgaatta ggaactttaa aaaattctga ggaatgaatt ggaagaacag 110700 
taagaattca atgaaggaat tcaaatactt agaaagtaac tcttgacaga ctcttccaag 110760 
cgttatgata gtcagcctgc agccctcttg aacatatcac ccagtattta tcattaaaaa 110820 
cggaaatagg ccaggcgcgg tggctcacgc ctgtaatccc agcactttgg gaggccaagg 110880 
agggtggatc acaaggtcag gagatcgaga ccatcctggc taacacggtg aaaccacgtc 110940 
tctactaaaa aaaaaaaaaa aaaaaaaata caaaaaaatt agctgggcat tatggcgggc 111000 
gcctgtagtc ccagccactc aggaggctga ggcaggagaa tggagtgaac ccaggaggcg 111060 
gagcttgcag tgagcagaga tggcgccact gcactccagc ctgggcgaca gagcgagact 111120 
gtccaaaaaa aaaaaaaaag gaaataatgg tagaagttga cagaattaca gaaacataac 111180 
tatagtggga gattttaaga taatattcta aagatcaagt ggacaaagaa aaaagatgta 111240 
aagaatgtga ctactatgag gttgatctga cagacatgaa tatagtcttg agtattctat 111300 
agtaattgac ttcacattct acaccatgaa acacatttaa aagttactcg tgatgtataa 111360 
cagaccataa ataaacctca acccattcca aaataaaaat tcataggtag cattccacta 111420 
tttagtgcta gcaacaaaga cttactttga aatttatcct ttttactttg tttcaaatta 111480 
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tgctctaagt ggaaatttct ctctcggaaa gaaagaaaag tgaaaatcct tcctattcac 111540 
ccccagagat aaaccattgt taacagtgca gtatatatga tttcaggcat gtttcctagg 111600 
catagcttac tataattaat tcttttaaaa aaccaaaaat ggaattgtat ttttacatcc 111660 
tattttgacc ctgagttttc gtctcacaat tatttaattt caatatcttt ccatgtcacc 111720 
atctctagtt tacctcagtc ttttaaacaa cttcagcatt ctaggttatg gatgcatcat 111780 
agtttattta accattctcc tgataagaga catttgcatt tctccaggtt tttaactatt 111840 
acaatgactc ggtgaccatc cctgcacata tttttataca tttgagaatt tctgaaatac 111900 
tgaatttctt acaagtaaaa ttgcagtagc atttaaaata ttgttagcaa aatacaaaat 111960 
tgtctttcaa gtaaactgta ctgattttcg ctgttaccac caaagaactg aggatgcact 112020 
cactatcact gcatattctt gctattttca gtctttgtta atttgatata taaaacacta 112080 
attactagta tttggaatct acatttcttt atgagcaagg ctgaatatct tttcacatgt 112140 
cattgacgat tttgtataaa attatctttt gtccattttc ctatgggatg tcaagtgttc 112200 
tccatatatt aagaaaatgg gctattcttt acctgtcata gatgaaactg gggtttcatc 112260 
tccatttttt ggagcccatc taccacagga ggcagtaaat gacattaaag aattactgtt 112320 
aatgttgcta tgtatgataa tggtatttca gttatgttac aaacaaaagt cttaatcagt 112380 
tggtgatgca cactcgaata tttatgggta aaataatttg ttatatagga tttactggga 112440 
ggaaaaaccc aaccccctag aaaaaaatga gggatgggta gaaatacatg aaataaattt 112500 
gaccatgaac ttataattgt tcaagttggg ttgggatata tatggctcat atatatgctc 112560 
ttatgtacat ttgacatttt cataattaaa aaaaaattaa aagctcgaga catattttaa 112620 
aaagaaatct tgtatcataa atgaagctta aatttatatt tttaaaaaac attctgtttt 112680 
aaatgtttct ctcttccctt cctttggaaa atgctgacct tggaaacaaa aatcagatgc 112740 
agccacccac cctactgctg cccaagccaa tcctaagtaa atcagttggc ttgctgggaa 112800 
gtttccatga ccgaaaagaa aacagaattc acttcaattt catcatcaaa gtccacgaaa 112860 
gcttgcaaag cacttccata tccttctcaa tccatcctca tagtctcctg aattggttat 112920 
tattggcctt ccctcattgt agtattgagg agctatcgag caagaaaggg gaggtgatat 112980 
gaccagtcac acacgacata tttttggcag agccagatat tctgattcta aattcagtgt 113040 
tctcttttag actatattca ttctgaatac caactaaaca atacatccac tacctgtaac 113100 
tattttgaca tttttttctt acagagggtt cgaagatttt acaacctgaa ctattctagt 113160 
gttttgtttt gttctttaaa aaggcttgac aatgtagtcc tagctacttg ggaggctgag 113220 
atgggaggat ctcatgagcc caggagtttg aggctgaagt gagagctatg gttccgtcat 113280 
tgcattccag taatgtgggc aacagagcaa gaccctgtct cctaaaaatg aaaaaagagg 113340 
ctggaccagt ggctcatacc tgcaatccca gcactttggg aggccaagga gacaggattg 113400 
cctgagccca ggagtttgag aacagcctgg gcaacataag gagactccgt ctctacaaaa 113460 
aatttaaaaa atagctggca tggtgacacg catgcttgta gtcacagcta attgggaagc 113520 
tgaggcggat gactgcttaa gcctgggagg tcgtagctgc agtgagttgg gattatgcta 113580 
ctgcacttta gcctgggcaa cagagcaaga ccctgtctct aaataaataa ataaataaat 113640 
aaataaatgg taaaaaggct tgacagttat tatgatcctt agtatttata acacttttat 113700 
accgtcagaa gagggtctgt attgcttact cttatgtatt aatagagaac tcttttaaca 113760 
tgaggcttgg tgattagacc acggtaagtc agtaggactc tataacaaaa agaacatgtg 113820 
gaaaactgtc cttcctcagg aatgtgtgtg ggcaggacct tggcagtcca gtaagtggat 113880 
gtgctggttg caattgtcag atttctgctg aaaacaaaaa agttacaaag aactcaagtc 113940 
taaatcctca aatgtcaaag caatgtcaag cccagagctg gcctcaattt gccctctggt 114000 
tacttaaggg tcacaataat ttctgcattt agtaatcacc atcagccaag .ggctcaaggc 114060 
tagagctctc tacttgtttt tccccctcaa acagtgctgt tttttttttt tttttttttt 114120 
tttgagacgg agtctcgctc tgtcgcctag gctggagtgc agtggcgcga tctcggctca 114180 
ctgcaagctc cacctcccgg gttcacgcca ctctcctgcc tcagcctccc aagtagctgg 114240 
gactacatgt gtctgccacc acgcccagct aattttttgt atttttatta gagacgggtt 114300 
ttcaccgtgt tagcgagcat ggtctcgatc tcctgacctc gtgatccaca cgcctccgcc 114360 
tcccaaagtg ctgggattac aagcgtcagc caccgcacct ggccttcccc ctcaactctt 114 420 
atttttgtct aatcaccaac agaaatagcc cactctagtc agatattatc acctctaaag 114480 
taaacattaa tttgttcttt ctcaagctca gaaggtgatt gtgatataaa tacaaaggcc 114540 
tcagaattaa agagacttta gagatcatat attctaacca ctcacctttg catgaatttt 114600 
accttaagta ccactaccag gtggttagga tggcctatac ctgaagatct ccaaagatag 114660 
ggagcttggc acttattgac actagaaaga tgtttgaaat ggttccttgt agtaagcacc 114720 
aaaaacaaca aaaccttcct ataagtttta tttgctaaat ttgttttttc tctcaaatag 114780 
agttgaggac ttactatgtg ctaggcactg ggtatacaag gatttttgaa aagatgctag 114840 
ctagccctat aactcaagaa gctaacagtc tgttgtggtt attaagctat ccaccagggc 114 900 
tctgggcctt gccctccact ggatgcattg aatttccctg cctacctgaa gttaggtgaa 114 960 
accaatgaaa cgtgaacaaa tgtgtcacct ccaggggaaa agttttatga gaaagtatag 115020 
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gctttgcctc actatttatt ctctggcctg 
ctatcagcct gagtcctaaa agaagaacaa 
acaagaaata acctttgtca ctttaagcta 
gcccatcctc actgatacag agtctgaaga 
aacaaagtca tcaacaaaat gatcaacacc 
aagcatgcac aaagttctgt ggagcatagg 
gggaacttgg ggtaaggcct catagaggag 
ataaatactg ccaagtagat aagttgagaa 
tacaaaaacc gtagagggag gagaaaacat 
ttttgctatt gtacaaatct gaatgtggta 
tttggggacc ctcacttcac ttgcacaggc 
ctttataatt ttattcttag atttttttct 
tccacaaaag ctggatctgc ttgtgatgga 
gtatacaaac aagatatttg actttctata 
tgttttgttt ttgttttgtt ttgttttgag 
gtgcagtggt acaatcacgg ctctctgcag 
cgcttcagcc tcccaagtag ccagtattac 
tttttgtaga gatgaggttt cgccatgttg 
gtgacccacc cgccttagcc tcccaaagtg 
gccgacacat ttttcaattg gaaaaacgtg 
aaaagtcttc ttttccccta aaccaataat 
cagagactcc acaccactct ccactgttct 
cttctcaaca gtggcatcta aatctaaatc 
atcaccttcc ttaaacttac tcatgtcata 
cgatgccaca ttatttataa tgtgagattc 
tttaatccac agcaccagga cttgtaccaa 
ttggcagaat ttgaggaaca agtttgcaga 
ttactaaatg ccttttctat gccagacatg 
atagaaatct ctgccttcct ggaatttaca 
aaataagaaa atgaaattat gtgtcagagc 
ggctgaagaa atgtggagca tggcaggggt 
aagagaactc actgagaatg tgacactgga 
tctgggtaag tgaggaagca cactccaggc 
gtgagaatgt gcctgacatg ttcaaagaac 
tagtagagag acagtagtat gagacaaggt 
gatccatgca ggtccactgc catgatctga 
ggctttgagc agaaggttgg cgtcatccga 
atgttgagaa cagactgtag gaaaacacag 
atctaggcag gagatgacag cagcatggac 
tggctggatt ctggatatgt tttgaaagta 
aggaggatgt gaacattgta gccacgggaa 
gcaactagaa ggatagtgtt gccatcaacc 
aaaaaagcaa agcaaatctg tgctgctaaa 
ggattgaact ggtttggtca caagtgttgt 
caaagaggct gtgtagtgcc aatgttccca 
gctcaaatct acagagaaac tacagaaatg 
gggtattata agagccaagt agttagaaat 
tcaaagttaa acatgttact ttaaatgtac 
gtaaattact ttattaaatt taaaactaaa 
tttacttctg agattacatt tgttttgttt 
gtttacaggc tgaatagctt gcaggctggt 
ttaaaaaaaa aaaaaaaaga aagaaagaaa 
taagatgttc cttttacctc ttccaggctt 
tcactacaaa gtccagcaag atcttacaca 
aagagaaata caaattaaaa ttactctgat 
tgaaacattg gataataata tcctgagttg 
acactgcttg ctggagtgaa aattggtaag 
aaattataaa agctcattcc ctgactcacc 
atatactttg cacaatggta agtcatacat 



caactggtta tgttccagat ggcggctact 115080 
tagctgacct gccatgtaca tgcagtatga 115140 
ctgaggtttt tggagtagct tgttactgca 115200 
cagacaaaca aaatcatcag caaaatgatc 115260 
aatcagacaa taagctgagt gttgtagtgg 115320 
aaaagacttt ctacccacct ctgtcttccg 115380 
gttgcttttg gattagagct cgaaggatga 115440 
aagagtgttc tagacaaagg gaacacttta 115500 
ggcatgattg gagagctaga aaggattcag 115560 
gatttcctat gaagctacta cagccgaagc 115620 
accttccaaa gcctctatct aactttatat 115680 
taggagggtc ccctttacta atgttcaagt 115740 
tcaggttgca ggaataggag gtgattctag 115800 
tgatacagtt ttttttggtt ttttttgttt 115860 
gcagagtctt actctatcac ccaggctgga 115920 
cctcgacctc ccagactcaa gtgatcctcc 115980 
agatgcgtgc caccatgccc agctattttt 116040 
cccaggctga tcttgaactc ctggactcaa 116100 
ctgggattac aggcatagcc actgtgccca 116160 
attttttgga aaaaaagaat catgttccct 116220 
cctcagttcc tgtactttgt gtgactggga 116280 
tctctgaatg tgctcttatt tgtctatagc 116340 
taattctcca gatgtagtct gagcgtattt 116400 
tttaatcttt cacaaaagtt tttacccaaa 116460 
ccctgaaaaa tatggatcaa tgctcttgga 116520 
aatacaatac ctgcttgttt caatttaggt 116580 
gaaaagatag tcaattcatt taacaaatgt 116640 
ccagaatatg gggaagacaa aaaaaaatag 116700 
ttctagtttg ggggagagag ataataaata 116760 
aaaaagtgga agaaaagcat agcagtgaaa 116820 
gagactgcaa tttagatata cagtggtcag 116880 
gccaatactc agaggtgtgg aagtgagcca 116940 
acaggcatca gctggtgcaa agaccttgag 117000 
agcaaggagg ccagcagagc tgggcggcgg 117060 
caaagaggct gtggtagggg gcagggaggg 117120 
gtctctctga aatgggcagt gccaagagag 117180 
cacgtgtcct tcagcatggc tctgctggct 117240 
tggagaagta gggaaacttg tcagacatca 117300 
caggatggta gagatggagg taagaagaag 117360 
aagccgaaaa gacttcctaa aggaatggat 117420 
tcaaggatga ctccaagatt tttgatctaa 117480 
aagataggtt taaacctggg aagctttgtg 117540 
actagaaggt ccttttccag gggaaaaact 117600 
aggaaattaa tgggtcagac tgctaatgag 117660 
atgaaaagac tctggtcttt gccaaaagct 117720 
ggggttgggg ggaggctggg accaaatcta 117780 
tgcactctct gaggtgtgag acagcgcctt 117840 
ttgcatccta aatgttgttc caagtactaa 117900 
cagtaaaaaa gaaattgttc tggatgtggt 117960 
taattgaaat tttccagtgt gggccagata 118020 
gagctcactt gaatttctca agaacatttg 118080 
gaaaaattct ctctggctga ccactgtgga 118140 
agtctgtatt gatgattttc ttcaatggcc 118200 
caagaaaaaa tgctcaattt cactcacagt 118260 
tatttttctt tcacttactt tggaaaggct 118320 
gcaagggttt gcagaaatag gcactctcat 118380 
acttctatta agaagtattt aacaagaaca 118440 
agattctgcc tctaggaagg cagcctgctg 118500 
gtataaggta atctactatc agcatggtaa 118560 
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tggcaaagga ctggaaataa cctaatcact 
gcacacttat acaatggagt aacacacttg 
ctgctatgga ttaaccttca agctatcttg 
acagaataaa aattatacgc tagaaatacc 
gtgtttgccc ctggcgaggg gaagagggag 
cccttttaaa ttctgaacaa tgttaatgtg 
gaataaatac ataagtggaa aaaatgttag 
aataacaagt gagaaagtga gaagctaatg 
taactgggtc aaataccaag tagtgctcct 
gagcttttgg tgtaacttct gtaggggtgc 
atatattgca tttgcctctg gccataaagc 
atatacaaaa caaaaaataa ataaataaaa 
tggaggagtg ggacaatata tgcagtccaa 
atctgttatc cagtctccaa ctgagtatct 
acaatttatt acaaagcccc tttcttagtt 
tttggacata aatcaactct ttttactaca 
gcttttcaca cagttgaaga tcatttcctc 
ctgaattcat tgcacattct ctctatacat 
ggcaattaga actgaacaaa gcattcaaga 
agctgtgttt tcatcatcct attaccatga 
agttctattc tccccctcac agaggaggac 
aaacactgct agaattaagg aggattagga 
gttttcagac actcatttat aattccaaca 
tctttgaaat ctaccttctt aagaaaggaa 
atgtctttgg gggctccccc aaatccaagc 
gtttctttca taacatttat caaaatttgt 
attgtctttc actttggcta ggctgtaagc 
tgtttccgta gcatatagca caatgtctgg 
ggtgaataaa cggtagctga taatggagtt 
ctgtggactg tgtattcctg ggcaaatgac 
taaaatgagg agctattaat acctacctca 
aggaagtaca caaaatgatt tagcatgctg 
tagttactgc agctactgct actgttctaa 
actgaaggat gacaattaac tgtaacagct 
cctttctttc tttttaaaaa attgtgataa 
accatttgtt tttttctttt gagatggagt 
tggcgtgatc ttgactcact gcaatctccg 
agcctcctga gtagctggga ttataggcac 
tttagtagag acagggtttc gccatgttgg 
tgatcagcct gccttggcct cccaaagtgc 
gactgtctta accattttta agtgtacagt 
accaacagat gcccagaact ttttaatctt 
taactattcc ccttactctc ttcccccagc 
gtttgactac tttagttacc tcatataaat 
gaagagaatg aaaagcaagc tgttttcatc 
acctagctag ctaaaaaaag tacttatctt 
cccagcactt tgggaggccg aggcgggtgg 
ggctaacatg gtgaaacccc atctctacta 
cgaatggcat gaacgcggga ggtggaggtt 
cagcctgggt gacagggcaa tactctattt 
ggctaagtaa tattccatga tatgtatata 
tggacattta ggttgcttcc ccctcttggt 
tgtgcaaata tctctttggg atcttatttt 
ttaagctctc cacaatccta tgatgctggc 
tcgtctttac cttttttgat cctgtcatca 
tcctttctga taacctcctg gttcctctat 
aatttatttt acttgtccaa aagggaagga 
tggaagaact ctaggttcct catccagaga 
agctgcaggt actcagggtc taagccccct 



catcaacagg agataatcaa atcaattatg 118620 
tgaaaaagaa caagggaggt gctttttatg 118680 
atatatgtta agttttttaa aaagcaaagc 118740 
tcgagaaaaa tatgtgagaa actaataata 118800 
atgtgtttga gggaagcttt tccctgtagc 118860 
ctatgtattc aaaacaaaaa gttaaaaatt 118920 
catatttccc aaaatacatg ggttgttaca 118980 
gcgtcagagt agaggtcctt acagagtatg 119040 
ttacatttca aacttctaat agctacagat 119100 
atgtgagcac ttcacttaaa actatatatt 119160 
catagttcaa aaataactta gagatatcca 119220 
gaacaagcaa aacaaaaaaa atacccaaaa 119280 
cttctttcct aattaaaaaa tcctgcagca 119340 
cccaaatgtg ggagctaatt atcatttatg 119400 
ggacctggtt cccagctttt agatttgtct 119460 
tgacgcatca actctctttt ctatatatca 119520 
ttttagtatt tacttctgca gctaagtgtc 119580 
tctaatttgt ctgcatttct cacaaaatgt 119640 
tgtagcccaa ccagaagaga attaaatgga 119700 
ctaatacaac caaaaactga gctagataca 119760 
tttgaggtga agtgacccag tgggacaagg 119820 
ttctttcatc acaaggccat ttggatacac 119880 
gaggacttct gagctatctt cccctttgcc 119940 
tgttagactt tctctgaaca tcctatctaa 120000 
tgaattattc tctatcacag catcctaatt 120060 
ctggatcttc atctgattct tttcctgctt 120120 
tctgtaagta aggtcagggc ctatatccac 120180 
cacataataa tcgttttcag tgagtgaatg 120240 
aagactctaa catcagacag agccctaaca 120300 
ttaagtcctc acaatccatt tcctcattgg 120360 
tagacctgac atgacattcg gtgaattgat 120420 
tctgatatac aggaaacact caataaatca 120480 
ttaccaccac atcccactca gaggctggcc 120540 
agaggtacat cagctgtttt acccagccta 120600 
aaaacacata acataaaatt cattgtctta 120660 
ctcactcttg tcgctcaggt tggagtacag 120720 
cctcccaggt tcaagcgatt ctcctacctc 120780 
ctaccaccac gcagggctaa tttttgtact 120840 
ccaggctggt ctcgaactcc tgacctcagg 120900 
tgggattaca ggcgtgaacc accgcaccca 120960 
aaggtagtgt taagcacatt cacattgttg 121020 
gcaaaagatg caaatactat acccatcaaa 121080 
ccctggcaac taccatacta ctttctaaga 121140 
gaagttatat ttcaagatgt agcccaacta 121200 
atcctactac cactactaat actaccagaa 121260 
gggctgggcg cggtggctca cacctgtaat 121320 
atcatgaggt caggagatcg aaaccatttt 121380 
aaaatacaaa aaattagccg ggcgtgctgg 121440 
gcagtaaact gagatcgcgc cactgaactc 121500 
caaaaacaaa agaatttcct ttcattttaa 121560 
tcatatttta tttatccatt catccactga 121620 
tattgtgaat aatgctgcag tgaatatggg 121680 
ttattctttt gggtatacac tttttcttgt 121740 
agagcagcag aaatcacagg agtcatcaat 121800 
aattatcttc ctctcaagct cactccctag 121860 
tttcaagtga attcaacagg tcaaatttaa 121920 
agctattata cctttcctat ccctttctgt 121980 
agggtactgc cccaggtctg agcagaatga 122040 
ggaacaatag agggctatgg ctctacctta 122100 
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gtcggcccag gacagtttct aaaatgtttc 
tatttcatca ggaagtatca gtttcccttg 
tgatcagcct tatcattaca gccaggatat 
tgcccaacta atgggaccaa ctggatttgc 
ttcattttca cattattgtc ctggggtggg 
atggaagatg cattgggagg cttctgaaga 
catcaaggtg aagcaaaagg aaaggagagg 
tctaaaacgc aataaagtca atcataaatc 
aatataaaac tccaacaact atttatcagg 
ctcagccttc ctcctgcaat atgtgagtga 
cactcaggag agtactgggg aagagttaac 
tcctttccat gagacttcag gagcctaaat 
atatattctg agaatggata catctaagaa 
ggtaaaagtt ctatttatct gtttttaaac 
ttgttattac atattggctg gttatttgtt 
gaaaatttct agtccaagta tatcatagtg 
aaaaatagaa aagatcccct aactggcctc 
gcctctgtcc cacttattca acttccttgc 
ttccttcctc tccttctgcc caaaccactt 
cctactcctt caagtctcaa accactcagg 
taacctctcc aaagggagca aactcatgcc 
atttccaaat cacccttgcc agccctgacc 
aactgccatt gatccctgca ggttttaaaa 
accctggcac tcacccttcc aaaaaacgaa 
acttcctaaa tcttcatttc acctctcacc 
caaaaacatc atagactgga tggcttataa 
aggccaggaa gtccaagatg aaggtgctgg 
ctcatagaca gacaacttcc cactgtcctc 
ggtctctttt ataaggccac tagttccatt 
ccctccaaat gcctcacctc ctaagacaat 
attttaggag atacattcag tccactgcac 
tttttcctag tttcctttat tcacatctct 
ggtctcggaa gcacttaaca tcttttcttg 
tacacataac ataaaattta ccatcttaat 
agtattaaca cagtcacatt gttgtacaac 
gccttataaa actgaaacct tacacccatt 
tgactcctga caactaccat tctgctttct 
ttacataagt ggactcatat agtatttgcc 
aatatcctca agtttcatcc atattatatg 
aatatccccc tgtatgtata tacaacattt 
ttctaccttt tgcctattat gaataatgtt 
gtccctacta tcaactcttc tgggtaacta 
gattctattt ttaatttctt gaggaattgc 
ttacattccc accaacagtg cactgagttc 
tgttattttc tttttttttc ttcagagttg 
ctgtggtttt gatttgtatt gcctaattat 
tcatttgtgt atcttctttg aataaatgtc 
ttgtctgggg ttttttgctg tttttgttgg 
ttaccccttt attagatata tggtttgcaa 
tctaagcatt ttatagtttt agatcttttg 
tttatatata tggtgtaagg taaggatcca 
ttctcagcac catttgttga aaagactgtc 
gtaaaaaatc atttgacctt atgtgtgagg 
ttggtctata tgccttcatt aacaattttt 
gcatatattg ggttaaatat attcttagat 
taggacactt atcacgtatt ggctctcatt 
cttcagactg gagccaccgg gcagtgtgga 
atcatctgaa agctcctctc ctcttgtgtt 
cactgtggct gagaattgag gcttctgagt 
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ctttatgagt actgttttga atgctgttaa 122160 
acaggtaaga ttaagtccta ttcactgggt 122220 
ttctctgcaa atccccttcc aatcttatgc 122280 
tcaataaagt tctgtatttt cccagagctc 122340 
gggcagcaga acagagatgt tgacagccaa 122400 
tacttgttct gtctttgaga aaccttagag 122460 
aatagtgctc agtacctgag ccttctctaa 122520 
ctgaaaatga gagtggctgt gatggtgcaa 122580 
aatgaagtac atatatctcc ctattcgcat 122640 
gtgtgcatga acccacactc accagtgata 122700 
ttccgctgca agatagttag catatttatt 122760 
cagaagtttc taagagcttc tcttgatgtc 122820 
ctgatgtaat gtgtctgcca ttatgaattt 122880 
aaaaggactg ctttaatgtt acatattggt 122940 
attggttgtt tctatgacac acttggacaa 123000 
gtattacttg agacaccact taaatctcat 123060 
tcccatcttc cccctccccc atgccagact 123120 
tcatcaatct ttggtgcatt gcaggcccca 123180 
gcaccaaggt catcagtcaa gtggctcttt 123240 
acccaaagga agttaagacc cacacctcta 123300 
caggactttg caatctcctc tacccaagag 123360 
tatctaccaa gttccaaatc cattacttcc 123420 
aactacatgc ataaatttct ggctccgttg 123480 
acaagcaaat aaaaaatata gcctaggtct 123540 
atttgtctta gtccgttcgg ggtgctataa 123600 
acaacagaaa tgtatttctc acagttcttg 123660 
catattcagt gtctggtgag ggcctacttc 123720 
acatggcaga agggaccagg gagtgtctgg 123780 
catgagagct ctatcccagt gacctaatta 123840 
cacattaggg attaaaattt caacacgtga 123900 
catacatcca gatttccaag catacttatt 123960 
cttttctctt ttcccacatg aaatgttaat 124020 
gtagagggac ttttagaaat tgtggtaaaa 124080 
catttttagg tggagagttc agtagcatta 124140 
catcatcacc atctgcctcc agaactcttt 124200 
aaacaataac tcccatttcc tgcccacccc 124260 
gtctctgtag atttggctac tctaggtatt 124320 
tttttataac tgatcaattt aacttagcat 124380 
tcaggattta cttcctttta aaggctgaat 124440 
tatccatcta tcaatgaaca cttgggttgc 124500 
gctatgaaca tggacataca atctctttga 124560 
cccagaagtg gaattgctta atcacatggt 124620 
catactgttt tccataacag ctgcaccatt 124 680 
ccaagagttc tccacattca tggcaatatc 124740 
ccatcctaat gggtgtgagg ctgtatctca 124800 
attaacgttg agtattttta atgtgcttat 124860 
tattcaagtc ctttgaccat tttaatcagg 124 920 
gttgtagaaa ttctctatat gttctagata 124980 
gtgtcatgaa gcttttctcc tctgtcttct 125040 
tttaggtctt cgattcattt tgagttaact 125100 
actctattat tttccattag atagccagtt 125160 
ctattcccat tgaaaggtct tggcatcctt 125220 
atttgtttct ggtctctcca ttctactcca 125280 
aatattaaat agatgttgaa ataatatttt 125340 
tttttttttt tactgtttca atgtggccca 125400 
gtatttctgt tggacagcac tgcctagatg 125460 
gagcaacagc taacgtcatg ggattagatg 125520 
tatcattata gtacttaggg agcaggatat 125580 
caggcaagtc caggtttcaa gacctgccct 125640 
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gtccaacaca gcagccacta gccataggta 
gctaatgtga attgagatgt actgtaaatg 
taccaaaaaa agtaaaatat ctagttaata 
agtatttctg ataaattggg ttaaataaaa 
tcttagtagg ctatttttta gatcaagttc 
ttcccatata cccactgccc cacacatgca 
agaatggtac atttgttaca actgatcaat 
ccacagttta cattagagtt cactcttggt 
atgatatgta tctacaatat tataatatca 
tctgtgctct gcctgttcat ccctccctcc 
actgtctcta tagttttgcc tttttcagaa 
agcctttttg gattggcttc tttcacttag 
tttatttttt gacttgttaa ttttgatttt 
tgacatatgc agctcacctt atgtttctgc 
tttctcagca tggcatcttc ctgtctttcc 
ggtttgctgc aacctaaaca caccagcctc 
ttagagtttt ctttaacccc ctccctcacc 
aaatacgaca tctttagtga agcctttcta 
agcacattct accttataat ttttttgtat 
ctttgaatta ggccccatgt tttgttcatc 
gacacatggt aggcaatcag agatgttaag 
acatatcctc taataagaga taacatattc 
tcaaatgcca taaacaaggg tgtaaaattc 
ctaaaatttg tattcagtca aagcaacaca 
agtgaaaaga tggtaaagca cctcctaatg 
gaaactagct atggaaacta gatggttaaa 
cagcccagac cccaccaaaa tagaggcagt 
agccaccaag atgattaaag ggttggaaaa 
aagacaattt tgcctaggca agagaaaagg 
cattgttatt acacagagaa tgatgaccag 
ttgaaaatgg acttacgctg cagcataaaa 
actcaatggt taagaactag tatacagcaa 
tgtctgaact catctgttat gctgggaaag 
caacagtcct ttgttgaggg caaattctca 
atacaaccac aggagtggaa aagaaagaga 
gtacatagct gtcttctaat ctaggaaaat 
tgtcgcccag gctggagtgc agtggcgcaa 
gttcacgcca ttctcctgcc tcagcctccc 
ccggctaatt ttttgtattt ttagtagaga 
tcgatctcct gacctcgtga tccccccgcc 
atgagccacc acgcccggct ggaaaattct 
gctccaaacc atgacagagt caggagaaac 
atcgctacat ccatctttat caagcacctg 
ccaggaagcc tgttacacaa gcaacctcaa 
caatcacctt ttgaatgctg aattcagact 
aatgctgaga catgataaca tctgccagat 
cattacatat aaaagttaag caacacctaa 
ctatgttgtg gtgtatacac ccttctttac 
actttttaca tcctcctagg ctttatgctg 
aaagacattc aatgagctca aaaagtttga 
cagtatcttt agccatcttg ttgccagatg 
cttcatgtga ctcaccattg ctaagcaact 
ctgtgtctga gattcacagt gcagtagggg 
agctgaagca tgagttgaag ctcaaggctc 
ggagagaccg gacaagaact atcaggacat 
gacttatgct aaaaacaagt cttaaaggat 
gaatatgtat catcctaggc ataaagtccc 
atgtggcaca ctgtcctcca gtcccaaagg 
gaagaactca cccttgcaga ttgtacatag 



ctcatgtatg tactgagtat ctgaaatgtg 125700 
taaaatacag accagatttc aaagactcag 125760 
acttttatat caattacatg ttaaaatatt 125820 
tgtattatta aaattaattt gacttgtgtt 125880 
acagcaaaac tgaccagaag gtatagatat 125940 
tagcctactc cattatcaac attccccacc 126000 
ctacactgac acatcattat cacccaaagt 126060 
gtacattcta tgggtttgga caaatttata 126120 
tacaaaatag ttctactgct ctaaaaatct 126180 
tccctaactc ctggcaacca ctgatcattt 126240 
tgtcatatag ttggaatcat acaggtatgt 126300 
taatatgcat ttaatctccc cccattgctt 126360 
ttaaaaatgt ggctcctaga acattttaaa 126420 
tgaacatttc tcagcttggc atgggcagtt 126480 
agtcactcaa gtccaagcct ggttgtactt 126540 
cttgccttca cacatactag agttccttca 126600 
tgaagactaa ttcatgctca gacccaattc 126660 
aacttccact gtacctaaat cattttttat 126720 
gtggctgact ttctctccag attgtgaaat 126780 
tttgggtcct caatccttag tacagagcct 126840 
ttaataaatg aataaaatgc aggaaaatta 126900 
acttagaatc aaatagctta gaaaagaacc 126960 
tatcagccaa cagctaaaat tattcacaag 127020 
ttaatcaata atatttataa agtatatcac 127080 
gttaatgata gtgattggcc tggagatgtg 127140 
acaaccacat tccgtaccat tagacgctga 127200 
gaaacagcct ttgaagttgt tttcaaagga 127260 
tgagatttat gggtaatggc cacagaaacg 127320 
ccgaagggtg acttaataac catcttcaat 127380 
atggtctcca ttttcaccag agaaagaata 127440 
aaaaaaaaaa ggtctagttt taaacaaaga 127500 
agcagacctg gggagtgtgt ggtgtagcca 127560 
cagcaagtgg gtagggtgtg ttcaggtctt 127620 
actggctagt cctcaaatga atcacgtagc 127 680 
tatgaaaatt gaaacacagc accctctggt 127740 
tcttcttttt tttttgagac ggagtctcgc 127800 
tctcggctca ttgcaagctc cgcctcccgg 127860 
gcgggggact acaggcgccc accacctcgc 127920 
cggggtttca ccgtgttagc caggatagtc 127980 
tcggcctccc aaagtgctgg gattacaggc 128040 
tgatatgtat cagtattttt caaaatgtaa 128100 
ttacacaagg ctggtcttag ggttcgttta 128160 
cgatgcattt ctccctgtta ccaggaggta 128220 
cttctgccta tagcaaactt ggattcttcc 128280 
ctgatacaac tagctggcac atgaccatgc 128340 
aatgtgaatt ttgccctgtg ttcaggagta 128400 
atgggggtgt tcccttagac attctccctg 1284 60 
tgatctctgt ctgccaaatc ccagccggcc 128520 
caaaaccttc ctaatatcct tttaagtaca 128580 
gacccaatca agaatctttt gcagccctct 128640 
ggaacttcat tcacatgaca cacatacttc 128700 
ggtatgtcct aggtgaataa aacatatgcc 128760 
aacatggata gatacgggtg taaatagatc 128820 
tacatgccaa gaacagagga aaaaggcaat 128880 
cagaacagaa cttacatcct gtgagagcag 128940 
gaaaagaagt tgtccaggca gacaagacag 129000 
aagacatgtc accttttgaa gaatggagcc 129060 
tctccttgaa gagacatgaa aatcccacct 129120 
cacagaccta aatggcaaca aacaagcaaa 129180 
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caaaaaacgc agtacagact aggcactgat 
aagggtctga ctaagaagct taggaggaat 
ccagcaacat ctaacagcct cactcgggcc 
ttgcaattgt gggtacaaga ttcctccccc 
cctttttatt actacgcctc tgacactcag 
ctaagctaag taattagttc atatgtgtga 
tatgatccca aatacctttg tctatctagt 
tctatcctcc ttaccttggt tcatgttttc 
ctcctaccct caaatcaggg aaaagggaca 
tatgtcaaag tgaaaaacaa ctaagccaaa 
tcagaagaat ttgagattac tgcctcgcga 
tgtaaaaata ggtcactgct tgaatacagc 
gcttttgact ccagtgtcac aagaaagtgg 
ccagctggct gctcggccag gccttcctgc 
gcacctactg gggagctcag taagcctttg 
aagtttcttt ggttttgttt tgaacaaact 
ctctctcact tgcattcagc tatacattgt 
tcacttatcc ccatgccaaa ccagcaggca 
ttgaattatt gtaatgctgt acttgcagca 
atggctggga gtggggggta gtgccaaaat 
acaaacaaac aaaaaaaccg gctgtgtata 
atagaaaaca tgttttatta tcctgatact 
gaattttaga ccaatatccc tgatgaacat 
aaaccgaatc cagcagcaca tcaaaaagct 
taggatgcaa ggctggttca acatatgcaa 
aaccaaagac aaaaaccaca tgattatctc 
tcaacagccc ttaatgctaa aaactctcaa 
aatagtaaga gctatctatg acaaacccac 
gaagcattcc ctttgaaaac tggcacaaga 
aacatagtgt tggaagttct ggccagggca 
caattaggaa aagaggaagt caaattgtcc 
gaaaacccca tcatctcagc ccaaaatctc 
tcagcataca aaatcaatgt gcaaaaatca 
acagagagcc aaatcatgag tgaactccca 
ctaggaatcc aactaacaag ggatgtgaag 
ctcaatgaaa taaaagagga tacaaacaaa 
agaatcaata tcgtgataat ggccatactg 
cccatcaagc taccaatgac tttcttcaca 
tggaaccaaa aaagagcccg cattgccaag 
gcatcatgct acctgacttc aaactatact 
actggtacca aaacagagat gtagaccaat 
cacatatcta caaccatctg atctttgaca 
attccctatt taataaacgg tgctgggaaa 
tggatccctt ccttacacct tatacaaaaa 
ttagacgtaa aaccataaaa accctagaag 
gcatgggcaa ggacttcatg tctaaaacac 
acaaatggga tctaattgaa gagcttctac 
aggcaaccta cagaatggga gaaaattttt 
tccagaatcc acaaagaact caaacaaatt 
gggcaaagga tatgaacaga cacttctcaa 
tgaaaaaatg ctcatcatca ctggctatca 
accatctcac accagttaga atggcaatca 
gaggatctgg aaaaatagga acacttttac 
cattgtggaa gtcagtgtgg cgattcctca 
cagccatccc attactgggt atatacccaa 
catgcacatg tatgtttatt gcggcactat 
aatgtccaac aaagatagac tggattaaga 
atgcagccat aaaaaatgat gagttcatgt 
ccatcattct cagcaaacta tcgcaaggac 



ctgatggaag cgagacaggc tggagtagca 129240 
tcctctgata cccttcttgg tgccccctcc 129300 
caacttccct gttgcactgg tggcactgca 129360 
acaaaactgt gggctgaggc aagagttcta 129420 
cacatatgaa gcacaagcaa aatttgatga 129480 
ttagggtttg aaagggcaga accttggacc 129540 
tcacctggtt ttgttcctcc tcagaagcca 129600 
ctatctctcc attttataca cataaaccaa 129660 
gatattcctg tcctcaagtt aagagtgacc 129720 
aaggtaacag ggaactggct tcttgagcac 129780 
gggaaaaagg gaaacccaac ccgattacag 129840 
cctttggtta ctggctgcaa gccccttttt 129900 
cagcatagtc ttagaataag ggctccacag 129960 
tggcattcta gaagcagcat gcagggccag 130020 
tcactgctga catgaaatac aagagttggt 130080 
ggcagatagt tcaaggttgt ccttgtaagt 130140 
ttagtaggaa atgagtatag ttcagctagt 130200 
gcctcttttc catgagagac agttataatt 130260 
aactcggtgt gtgtgtgtgt atgtgcacac 130320 
gttggttcta tggcaaacaa caacaacaaa 130380 
gctaaaaaac atggccaaga aaaaggtaga 1304 40 
aaagcctggc agagacacaa taaaaaaaga 130500 
cgatgcaaaa atcctcaata aaatactggc 130560 
tatctaccat gaccaagttg gcttcatacc 130620 
atcaataaat gtaatccatc atataaacag 130680 
aatagatgca gaaaaggcct ttgacaaaat 130740 
taaattaggt attgatggga cgtatctcaa 130800 
agccaatatc atactgaatg gcaaaaactg 130860 
caggaatgcc ctctctcacc actcctattc 130920 
atcaggcagg agaaggaaat aaagggtatt 130980 
ctgtttgcag atgacatgat tgtatatcta 131040 
cttaagctga taagcaactt cagcaaagtc 131100 
caagcattcc gatacaccaa taacagacaa 131160 
ttcacaattg cttcaaagag aataaaatac 131220 
gacctcttca aggagaacta cagaccactg 131280 
tggaagaaca ttccatgctc atgggtagga 131340 
tccaaggtaa tttacagatt caatgccaac 131400 
gaattggaaa aaactacttt aaaggtcata 1314 60 
tcaatctaag ccaaaagaac aaagctggag 131520 
acaaggctac agtaaccaaa acagcatggt 131580 
ggaacagaac agagccctca gaaataatgc 131640 
aacctgacaa aaacaagaaa tgggggaagg 131700 
acgggctagc catatgtaga aagctgaaac 131760 
ttaattcaag atggattaaa gacttaaatg 131820 
aaaacctagg caataccatt caggacatag 131880 
caaaagcaat ggcaacaaaa gccaaaattg 131940 
aaagcaaaag aaactaccat cagagtgaac 132000 
gcaatctacc catctgacaa agggctaata 132060 
tacaagaaaa aaacaacccc atcaacaagt 132120 
aagaagacat ttatgcagcc aaaagacaca 132180 
gagcaatgca aatcaaaacc acaatgagat 132240 
ttaaaaagtc aggaaacaac aggtgctaga 132300 
actgttgggg ggactgtaaa ctagttcaac 132360 
gggatctaga actagaaatg ccatttgacc 132420 
aggattataa aacatgctgc tataaagaca 132480 
tcacaataac aaagacttgg aaccaaccca 132540 
aaatgtggca catatacacc atggaatact 132600 
cctttgtaag gacatagatg aagctggaaa 132660 
aaaaaaccaa acaccgcatg ttctcactca 132720 
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taggtgggaa 
gcctgttgtg 
atgaagagct 
gttgtgcaca 
aatatgtttt 
caaggttcta 
ttacatattc 
tctctccaat 
actaatggca 
agttgcttgc 
caatttgttg 
cccattattt 
agcttaacat 
gagtttgagt 
aaaaaaggaa 
gggacagagg 
gcaaaaaaca 
aaaaatgcag 
tttcatcaaa 
tactttgcgg 
acacctgttc 
cacaaaatac 
aacctaattt 
ttcagcggct 
tctctctctt 
caggctggag 
ccattctcct 
gctaattttt 
gctctcggtc 
aggcgtgagc 
ccacatccta 
atgtcccaaa 
actgaagagc 
tgcccagcca 
gtgtggggtt 
gaccaatcct 
ctggggaggg 
ttcacctggc 
attttaagtg 
taaattcttt 
ataggtaaag 
tttttttttt 
tggctcactg 
tagctgggac 
gatggggggt 
cagaaggcag 
gggctgagat 
tagtaactca 
gtatatatat 
acatcagggt 
tttgtaaatg 
cttattcaat 
tacccttccc 
ttaattttta 
ttatttcact 
cattcttttg 
cattcatctg 
tacaataaac 
atacccagca 



ttgaacaatg 
gggtaggagg 
aatgggtgca 
tgtaccctaa 
attaacaaac 
gagggctctt 
ccttataaaa 
gaactataag 
atgtgcacac 
ttactaccaa 
catggggaat 
gtttgcattt 
aggcatccaa 
aacaagactc 
ggcagcaggg 
gtggaaacat 
acatcttttt 
gataaaaacc 
acaagataaa 
aaatatgctc 
cccaatctcc 
aaggaaatgt 
gaaagggctt 
tcaggttgag 
tttttttttt 
tgcagtggca 
gcctcagcct 
tttttttgta 
tcctgacctc 
caccgtgcct 
ggggtagctt 
catccagaag 
cttcttccca 
tgaacaaacc 
tacctgactg 
tctcctacca 
agggagaaga 
actgaatttg 
acactatttt 
tgaagggaaa 
caggaggctt 
gagacagtct 
caacctctgc 
tgcatgtgca 
tttgccatgt 
agcatgggac 
gatatagctc 
catatcttag 
ttatgggtta 
aaatgaggaa 
tacgattatt 
ttttttgtac 
agcctctggt 
gctccaacaa 
taacataatg 
tat-cgttgaa 
ttgatgggca 
ataagtatgc 
gtgggatggc 



agaacacaca 
agtggggagg 
gcacaccaac 
aacttaaagt 
agcatatttt 
ctggtaggat 
cacagccctg 
atctttgagg 
agtgagcact 
aaaccggggt 
gaacttcagt 
atgtcgaact 
ataaaattaa 
aacagaagga 
agtgaaggct 
ctatctaagc 
ggacaaattt 
tacaaattca 
tttgaaaaat 
acataaataa 
aaggcagggt 
atctattaag 
acataataaa 
tttgagtcag 
tttttttttt 
tgatctcggc 
cccgagtagc 
ttttttagta 
gtgatccgcc 
ggccaataag 
ccctcgtgac 
gacacagaga 
aagtcctcag 
tcttggcatg 
ggcttaaaca 
gaagacagaa 
gacattgtga 
accctgtgat 
tatcgtttaa 
cccaaggaga 
agtttggaaa 
cttgctctgt 
ctcccaggtt 
tgccaccatg 
tggccaggct 
agtaaatcat 
agatgctttc 
aacccctttt 
catgagatat 
ttcatcgcct 
ttctacaata 
ccacgaacca 
aaccatcctt 
ataactgaga 
acctccagtt 
tagtacttca 
cataggttgc 
agatatctct 
tggattgtat 



gacacaggaa 
gatagcatta 
atggcacatg 
ataattaaaa 
ataatggcgg 
aattctaaga 
gcttacacag 
taagggttca 
cattaaatac 
caatcattat 
ttgggtccct 
catagatgca 
ttagaattta 
aaacagggta 
ggagaagaga 
aagagcttct 
acatgatgct 
gtatttttag 
attaatacat 
tccattcttt 
cttggtccat 
caccatttgg 
ggtggtttgc 
ttgctctatg 
ttttgggaga 
tcactgcaag 
tggggctata 
gaaacggggt 
cgcctcggcc 
ggcctatttt 
agcaaggtaa 
gagggccgtc 
caagcatgct 
actgccactg 
atcaagatcc 
acaaacattc 
gaaggggaac 
tcccagtatc 
caaagacaaa 
agaatgtctt 
gatgcagtca 
tgcccaggct 
taagcgattc 
ccaggctaat 
ggtcaacagg 
atcataatcc 
ccttcaaatc 
ttaatgttta 
tttggtacag 
caagtattta 
gtcaccctgt 
tccctatttc 
ctactctgta 
acatgcaaag 
ctatccatgt 
ttgtgtatat 
cttccaaatc 
tcgatatact 
gatagctcta 



ggggaacatc 
ggagatatac 
tatatgtaac 
aaataaaata 
tgatcaatat 
aagaggttcc 
tatctggtgt 
gtgctgcacc 
atcagttaca 
aagcattccc 
tgctattaaa 
ggatctgaaa 
tatctcaact 
ataacagaga 
agaaggaagg 
tcctcaagtc 
tctaacatct 
tatttttatc 
atataggcaa 
gccaaaatag 
gggttagaat 
attctaagat 
tggcacatgc 
atgaaaacaa 
cggagtcttg 
ctccgcctcc 
ggcgcccacc 
ttcaccatgt 
tcccaaagtg 
ctttctttct 
ctccagcagc 
ttggggaggt 
ggtggcctgc 
ggttaatcac 
atccctggag 
cctgtttcct 
aattagaatg 
aagggaaaat 
tgtttattct 
ggaactgtgt 
cactcaatag 
ggagggcagt 
tcctgcctca 
ttttgtattt 
ccattcctac 
agtgaagtta 
atcgaactta 
tttttgtagg 
gcatgtgacg 
tcctttgaat 
tgtgctggca 
ccccccgtca 
tctcgataag 
tttgtctttc 
tgttgcaaat 
gtactacagt 
ttggctattg 
aatttccttt 
tttttagttt 



actcaccagg 
ttaatgttaa 
aaacctgcac 
aaataaagaa 
ttattaaaca 
agatgtcaac 
acatgtctct 
actcagctac 
gttcacttgc 
atccaacacc 
gcactcaata 
agttaaatga 
atttctaaca 
ctaagaggga 
aaaagaagga 
aaaaatttct 
gctcattgtg 
taaatttata 
gacatttcct 
agcccttcca 
cactaaaaca 
gcaagtaaga 
aaatggaaag 
gggcctattt 
ctctgtcgcc 
tgggttcacg 
accatgcccc 
tagccaggat 
ctgggattac 
acttcgtcaa 
cccaagcttc 
ctatcagaag 
acaggtcaca 
tgtgcaacag 
ctgggggtgg 
atggaaggga 
ccctccaccc 
atggaaatgt 
tatacagaga 
ttaagagaaa 
gccattcctt 
ggcgccatct 
gccttccaag 
ttttagtaga 
atggatcctc 
ctttggcaga 
ctgcaaagag 
tacatggtag 
cataataatc 
tatactgtta 
aatactaggt 
ctcaccctac 
ttcaattctt 
tgctcctggc 
gacaagatct 
tttctttatc 
tgaatagtgc 
ttgggggtat 
ttagaggaac 
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134100 
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135420 
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ctccaaactg ttctccacag tgggaaatta cattcccagc aacagtgtac aaggtgtccc 136320 
ttttctccat atcctcacca gcatttgtta cttattgcct gccttttgga taaaggtcat 136380 
tttaactggg gtgaggtgat atgtccttgt agttttgatt tgcatttctc tgataaatga 136440 
tgctgagcac tttttcctat gcccgtttgc catttgtatg tcttctgaga aatgtctatt 136500 
caaatccctt gcccattttt aatgggatta ttagattttt ttcctatcga gttgtttgag 136560 
ctctttatat attctgatta ttaatccttt gtcagaaagg tagtttgcaa atattttctc 136620 
ccatattgtg ggttgtccct tcactttgtt aattgttccc cttgctgtgc agaagctttt 136680 
taacttgatg tgattccatt tgttcatttt tgctttggtt gcctgtgctt gtccaggtat 136740 
tactcaagaa atctttgccc acttctgttt catgggtcta tgtgtctgtt tttatgccaa 136800 
tatcatgctg ttttggttac tataactctg tgtataattt gaagttaggt aatgtgattc 136860 
ttccagtttt gttctttttg ctctggatag ctttggttat tctgggttgt ttgtggttcc 136920 
aataaaaatt tttgaattgt tttctctatt tctgtgaaga atgtcattca tattttgata 136980 
gagatt.gcat tgactctgta gattgctttg ggtagtatga acattttaac aatatttatt 137040 
cttccaatcc atgaattaga ccccttatgt atcatattta taaaagtaag ctcaagcact 137100 
ttaaaatcat gacctctaga gtgttttaaa ttactgtcat tatcagatta tcctctgagt 137160 
gtgcatgtgt gtgtgtgtac atgtgtgcac ctgtcattat ttcaaatttt aaaatatttg 137220 
agtgctacta gatgctcagc tctaagagac agggtacaag gaggaagagt tcaaaactat 137280 
agttgtctct gccctcaaga agtgtaacaa ctactactac catcaactgg ataaaattat 137340 
aggatgtcag gcactgtgct ttacatttat tttctcattt aatttgatcc tcacaataac 137400 
cctatgagct aaatatcaac ttgattttcc aaattgggaa accaaggctt gaatggctaa 137460 
gtcatttgac tcagtcacac aagcaacagg caacagcaag gattcaaagc caggtactcc 137520 
caattccaaa gcctagattc ttaaccacag cacatctggc tgacaagaaa acacaaacat 137580 
ccattaaggg tgaggagtag aaagagtata tttacagtga agagctaagt cctgagatat 137 640 
ggagtaaagt ggcttaggag aaatcaaaga atgcaaatag ggtgaggagg agccacatac 137700 
acagctgtta gctttgtgaa ccctgtgaac actgatgcct aactgatcaa acacaatctg 137760 
tctgctggcc tctgacccat gatctactag tgtactatgt ctttagccac tgacagaatg 137820 
gaaaaccaat gacgttttga caggccttaa gacctttcaa agttatctcc aaggatggaa 137880 
tcagctcttt ccctgatgtg gacagacttc tattctgttc tagacataag gccatatatg 137940 
gaggaagttt gaaatcctct- ggccaaatac tagatagtac ttccattgtt taataattaa 138000 
gtgattttta taaccctatc cctaagagca tatggcaatt gtctttgccc acaggatcaa 138060 
ctgtcactaa ccttttagct tggtggaaaa agctaaatgt cttataatgt ctaaaaaaat 138120 
gtaataccac ttcctctgtg cttgtctcca tgtaccagga agtcgtgggt ctaagtggat 138180 
gtggtgtccc tctcatgcct cagcagtccc tttacaaagc agcagacttc tgggtaccca 138240 
ggtcggggca gacctcccaa ccttcagggt atgcttctag gttcccagtg ctccaagaga 138300 
gggagaaata cttcctctat aaaataatgg ggagtcagag gcatatggga tttccctttg 138360 
cttccatgaa attaggagaa agcaccaaca ctttctagta attccacagt gaataggatg 138420 
tgctaccagc ccagcatcag tagggcttct cttcattctc aagaagtgta attacctgac 138480 
gtggctgcct ggaattaaga ttgccgctat caaggtaata agaaacagtt ccattcttcc 138540 
ccatgagcca attattatca gggtcacatc tggaaccttg gcttcatttt cccgattcaa 138600 
tccatatttg aatgaccact atggaccagg ttctatgcta acatctcact gactcaaaca 138660 
gtcttaggaa atggatatta tttctgtctt acctatgtgg aagctaaata aagctcagga 138720 
aagttatatc ttttgtcaca gagctggaca attatagttg gataccagac tgaatctcct 138780 
gacactatgt tctgggctga ctccactatg tgccactgac tcccgtagtg ctgaggtttg 138840 
gggccttata atattattat tataataaca atacatggga tttcaatggt catcctcata 138900 
atcaagctct tactctactc tcaaaggaga aagaacatat catgttgaag ggggctatta 138960 
gaaggcaaat gtggtaagtg ctgcaatgaa tggacacaag cagtttagaa accctatgac 139020 
gaggatcaac tctgactgga gtgaggatga aggaaaactt aagagatgtg aagccatcca 139080 
ctggggagga gatgcttttg aggttaacag aagctcttaa acacagagtt ggaagcaggc 139140 
aaacactaag ggattcgtgg accacctctt acatcagggt ttctcaatct ttttattgac 139200 
atttagggct agataatcct atgtgctggg gggctgtcct gtaaattgca ggatatttag 139260 
taacatccct gactagatgc ccactagatc ccagtagagc acactgtccc caggtcatga 139320 
caaccaaaaa gtctccagac actgccaaat atcccctagg ggacacagtt atccctagtt 139380 
gagaaccagt gcctttggtg aagatgtgcc agaaactggg gattggctaa atgcggaggc 1394 40 
tggggaggtg cagagcaaga acaggaagcc atgaaccaga taggaaagag ggacagatgt 139500 
gtgactcaag tcctctcagc aactccctca ggtatggact ctgactacct taaagcaaac 139560 
ggagggtcag gcacagtagc tcacgcctgt aatcctacca ctttgggagg ctgagccagc 139620 
aggatcactt gagcccagga gttcaagtct agcctaggca atagagtaag gccctgtatc 139680 
tgttttttaa aaaacacata tttaaaaaaa gacaaatgga ggcaaataag atcccatgat 139740 
gagggccctt tgatgaatgt ccagtaggac cctgattggg agtaggacat ttataagtgg 139800 
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agaggatgga ttctagaccc acgcagcttg gaacagaaaa acccttactc tctttctcct 139860 
ttcagtaaat caaagaaaga gaagacaacc agggggaatg ctaatagaat agtcataatg 139920 
aacctggaat tcccacgccc atttgggagg attggagagg aactggataa ggagaaatac 139980 
tgatgtgtgt tgtgtctgtg actgcagtgc catccttacc ttctcggcca tctcctattc 140040 
cctcacctct cacccttgga agggttttgg cccaggaaaa gcaaaaggag ttgggatact 140100 
tacttcaggg agggaggaag gaaagaaaag aagggagtag agatgagaga attctgaggt 140160 
tcaaaagata tctattgaca gtgttcacaa aaaggaccat gtttcccagt aaaaagaaaa 140220 
caaggtaaag ctgaggctgg ggatgggggt tgaggaaagg gaaggggcct acaagtaaat 14 0280 
gtttacaaaa tgcccactga gtgtcaattc tgggcaaggc acattgcatg agtcaccacc 140340 
ttcaattttc acagcatcat gtaataccta tatatgaagt ggttataaca agctcctttc 140400 
tatagagaag gaaagtgagg ttcagaggca tcttcacaga ctgaggggac tcccagcgtg 140460 
gccaggggct tgtttggcag actcctccat gctgtgcctc ctcacacttc agcacccaca 140520 
gcctcttgcc tcatgcaagc tgtagctgcc tgcttgtctg tttgctctgc aacattagag 140580 
cagaggggct ctaatctgtg tcaggtgctg tgctttgagt tctgtgactc tagtatttcc 140640 
ttatgtgcca ggcacaggcc ccagtgatac aaagaaggga gcaagagtta acgctgaggt 140700 
gaacaaagga cccatggaag cccagctgtg tgaatttaca gcacaactaa tgagcacacc 140760 
cagttacata actgcctctc ctgctctgct cctatgctca gcagccacta gaggaaagca 140820 
gggctgtctt tcttttcctg tgctatatat aattccaact gtttgggcag ggaaatgtgc 140880 
tacagctcca cagctcagtt acattagatc ttaatttttt cttaaaaacc tagcaatttc 140940 
taacagtgat gccacaaaga taataataca gtaatcttaa gattgagata ctttacccac 141000 
atttcctgca cttttctacc ttgaaaacac tcattatttc tggttccact ttgagaagca 141060 
gcaagcaagg aaagggtgaa aatgtgagat gctgaagaga cagcttgcaa cattccataa 141120 
ttacagcctt caatgctgga acctcaagtc tccaatatca aatggaacag tacttcccct 141180 
tggtatctaa ctaggagctg atccattaac caggaatata tttttgatat agagtaggcc 141240 
agttttgttt ctggttcttt tgcatctcct ttcctaggcc ctaaacacag actccatgac 141300 
ctcatgacag tagaatgaat gctgcataaa gagaatcatt cattcgtcct gggacttcac 141360 
tgaagatgat ttttgcttag taagcctctt cttcagatat aatactaaaa ggtatgtttt 141420 
ctgagaccta ttaaagcaca catttactaa aatttacatt aagttcatgt cagtcctaaa 141480 
aggttctcta atttctgaaa gccatagtct gttattctaa tgtgaattgt tacacacaca 141540 
tacagacaca ccttgaacat tttaaaatta catttattta agcatactca ctcactcata 141600 
ctttttgcca atttggttgg gctttcccct aaaccaattc ttctaaaatg gtgagacttt 141660 
aacaaataaa atgatatagc tgatattttc atagggtaat aggttaagaa gaaaaaaatc 141720 
caggcttttg aaatactaat tgtattagca ttaatactaa tacctaggcc aggcgcagtg 141780 
gctcacacct gtaatcccag cactttggga ggctgaggca ggtggaacac ttgaggtcag 141840 
gagtttaaga ccagcctggc caacatgagg aaaccccatc tctactaaaa atacaaaaat 141900 
tagccaggcg tcgtggcaca tgcctgtaat cccagctact cggaaggcca aagcaggaga 141960 
atcactcgaa cccaggaggt ggaggttgca gtgagccgag actgtgccac tgcactacag 142020 
cctgagggac agagcaagac tccatctgaa aaaaaaaaac caaacaaaca aacaaacaaa 142080 
caaaaaaaac taatatctaa atattagcag tactatgatt tatagacatg aactcttata 142140 
aagagtatgt atatggctgg gcatggtggc tcatgcctgt aatcctggca ctatgggagg 142200 
ctaaggctgg cagatcgctt gagcctagga gtttgagacc agcctggaca acatggcaaa 142260 
accttgtctc tacaaaaata caaaaattag atgggcattg tggcgtgcgc ctcatgcctg 142320 
cagttccagc tacttggcgg ggctgagaca ggaggattgc ctgaacccag gaggtcgagg 142380 
ctgcagtgag ccaagatcat gccaccgcac tccagcctgg gtgacagagg gagaacctgt 142440 
ttcaaaaaag aaagacttgc ttaatactgg gcagctcagt tatagcaagt actagtcaag 142500 
ggtggcatgt cactgtgttc agagttggat gaacctgggt tctaatctgg actcagctac 142560 
ttcctagtgt aggtcatttg ggtcttgggc aaagtattga acctcccaaa cctcagttct 142620 
cttttgcaca atggaaatca tctgaatata gacaagatag ggcccactat aaaaattaaa 142680 
caagatagtc tgtgtggaag tatctttaac aggcattaag tgcctgttaa gtgtctttaa 142740 
caggagaatt aagtagcatg ttcaggcttt ttgcctcctt cctcttcccc tccactcccc 142800 
agtgaccaac ttgcaccctg agtaaggttt tgcagcacca tccttctcct gtggcttgta 142860 
aacctctgca gtaacttcag caatctacac tgcctgcacc ctgccctccc tgtatgctcc 142920 
cctgaatcac aaccatattt gcctttctag agcacatatc attgtcttca gtgattccct 142980 
gcaggacaaa gtctgcccac ttcagcctgg tatcatgatc ctgtcttagt ctggtccaac 143040 
ccaccctttc tgaacagttc cttacaaacc cacatcttcc tacctcaact ctgcctaggc 143100 
cattcccctg cttcaagctc ttacagagcc tcccatggcc tacagtataa attcctaact 143160 
gtttcaggtg gcatttgaga ccgatggtat caggtccctg cgcctctcca gtttcactgt 143220 
ctgctactcg tttccctcct tatactttac acccaagcgt aaatctactt atagtacctg 143280 
aaaccccatg ctgggtcatc actcttcagc tttacatata ctcctctctt tgacgagaat 143340 
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actcttctca tccatttggc aaattcttca acagacttca aacctctctc aaatgcctct 143400 
acttctgtgg tacagtctgt ccagaactgt gtcttgtaca tttttctact actttgcacc 143460 
tgtgcctgtc atacaacgat ttctccagtt tctccggttt tttttttgta attcactgac 143520 
cattattaat gtcttctctg ctaaaagtat aacaacactc agctttgcac agagcagtta 143580 
cttgggaaat gtttgcattg ctgaacacag gcagcttcca atctcatggg aacatcaaat 143640 
gaaatgcaga ggatacatgc tatacaacac agtcaagagg actgaaagca ggcagcagga 14 3700 
gaattccaca atattcctgt ttaaaatgtt aaaatgttgg tggctgccag agctcaggaa 143760 
aagaaaattt ttttatgtgg ttacagctca ctctaacgag tcaattacat tgacctaaag 143820 
cccatggtgc tcaaaactgt atttctctct ccaaaacctc attcttttat aaagctccct 143880 
cctctgtgga atgaatgtgg gcaatcgctt ttgcagtgtt tgacgatgcc agtttatggc 143940 
tatgtttttc tgttcactga actggctcat ttcttcagga gaacaaactg ttctccactg 144000 
aagcaggaat tggctgggtt ctaacaaaaa gatttttccc ccctgacagt gtttttgcaa 144060 
aagacccaag tcaatttata gccaagtaac aaaaggtcag aaaggttagt caagcaatgg 144120 
gcgtaattcc tgtgtgtcac agccaataaa ggaaatgggt ggggataaat agtatgcaat 144180 
tttaacctga aattatttgt gcaaaactat tcttgtaaac tatacaaaat tacccatgac 144240 
ttccactata taggatttct cactctgatt tttttaaagg tacatttact ttggaagaac 144300 
tgagatgacc tcaaattcct cattcacaaa tggaaaatgt taaaaacttt cttcacacta 144360 
atataagaaa aacttggtca ttgttttgca gccctgaaac agaattgttc acataaaaaa 144420 
aaaaatctca tagttaagtc acaattaaat acaatttgca tgactgaatt taaaataaat 144 480 
tgcaaaattc ccttgccaaa agggaaacaa cattgaccaa aaggataggt caagaaaaga 14 4540 
ccctacaaaa gtgacagttc ctctgtttta atcatgctaa aagtataaca aactactgca 14 4 600 
ttattcagtg agcataagaa caagaaaagc ctgcctttaa agcagacacg aagaactgac 14 4 660 
atcaccagcc aagcaagcgg aaggcagatg agtaatagcc tgcactgggc ggccaaccag 144720 
gcccaggccc atcagtctgt ggagtaagaa agcctttcag atatcaaggt cgttgggagg 144780 
cctccttccc ccagttctcc aatacaaagt ctaatctact caccatttaa aacaatctta 14 4840 
gcatccaaaa gatgaatggt taaatagaac cctgtcaccg ttcagacaag atggtctaaa 14 4 900 
cccatttctc tccccacctc cttgtaagca caactgtaaa tcctgaaaat aacacaaaag 144 960 
gcaaccaaag gagaagtctg aaagaaaaag gaaggtgaat tacttaggga cccaggattg 14 5020 
gaggaacaac atagcagcac atcttatgac cacaccccca ttcaatagaa gaaggtggcc 145080 
gagggtgttt cccaaccccc aacctagcaa cagagggcag cagaggattg aatgggagtt 145140 
ctgccgacaa taccaagcca gctggaagca ccaacaaggg ggatagctca ggaccccact 145200 
aacaataaag cagtctgggg aaacactttt ccccccaact acagggcccc caggaagcaa 145260 
gctgcatccc agcaggatgg agactccctc ctctacctag atatcaggca gcatggcctg 145320 
gggaaactcc ttacccccat cagacagcac caacagggac tagtgggagc cgtggcagca 145380 
ccagataaac caagtggacc aaaagagtac tgcaaaggct ctgaaaagta aatcatcgtt 145440 
ggaaccacaa gagtaaatcc cagctcacat gctgcatcta aacactgtga ccgcctgcta 145500 
aaatggaaga tttaaatagg acccagactc tcttaataga caaaatgtcc gaagtagatt 145560 
ttaaaaaatc acctgttggc caggcgtggt agctcatgtc tgtaatccca gtactttggg 145620 
aggctgagat ggtttaatca tttgaggcca ggagttcgag accaacctgg gcaacatggc 145680 
aaaaccatga agatggactg aaaacagaca gaacctccaa cacttatgaa acaatagcaa 145740 
aagatccaat attcatatta tcagagtcac aggagagaat aaaaagaagg gctgaaagag 145800 
tattcaaaaa gataatgact gaaaattccc caaatttgct gaaggacata aacctagatt 145860 
cagaaggtga acatatccca aataggataa actcaaagaa atccacacta agacacatct 145920 
taattatatt tctgtaaatt aaagacaaag aataactctt gaaagcagag aaaaacaaca 14 5980 
tactacctat aagggaatat caagcgacaa caggtttctt atctaaaacc atggaggcct 14 6040 
ggccgggcac actggctcac gcctgtaatc ctatgacttt gggaggccaa ggcaggcaga 14 6100 
tcatttgagg ttaggagttt gagaccagct tggccaacat ggtgaaaccc cgtctctact 14 6160 
aaaaataaaa aataataaca aataaaatta aaaaataaaa ccatggaggc cagaaggaag 14 6220 
tggcacaaca tttttatggt taaaggaagt ttttcaaaca gaaaggaaat gattaaaaga 14 6280 
attctgaagc atcaaaaggg aacagaaaac aacagaaaag gcagaaatat ggggagatat 14 6340 
atatatatat agattatcct cctgtagtcc cagctatttg ggaggctaaa gcaggaatat 14 6400 
tgcttgagtc tagaagttca cttctaccct gggcaacata gcaagactct gtgtcttaaa 14 64 60 
aaaattaaaa attaaaaggg ggaaggtaaa gggacctgaa tggaaatcag gtttccacat 14 6520 
ttcactcaaa gtggtaaaat actgatc 14 6547 

<210> 2 

<211> 1290 

<212> PRT 

<213> Homo sapiens 
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225 










230 




Gly Glu 


Arg 


Pro 


Glu 


Leu Cys 


Arg 










245 






Phe 


Leu 


Leu 


Asp 


Tyr 


Gin Gly 


bill 








260 








Val 


Gin 


OlU 


Phe 


Met 


Leu Ser 








275 








280 


Glu 


Glu 


It I. vJ 


Tyr 


Phe 


Phe Leu 


Asp 




290 








2 95 




Lys 


Glu 




Ser 


Val 


Trp Asn 


OKI 


305 










310 




Thr 


Met 


Sen 


Asn 


Pro 


Leu Ser 


Hi C; 
ni j 










325 






Thr 


Tyr 


Leu 


Thr 


Gly Asp Gin 


it i it; 








340 








Tyr 


Ala 


Arg 


Cys 


Leu 


Arg Met 


Gly 






355 








360 


Trp Asp 


Glv 
uxy 


Pro Asp Gly Met 


Pro 




370 








375 




Thr 


Thr 


Lys 


He 


Lys 


Phe Ser 


Asp 


385 










390 




Ala 


Phe 


Val 


Ala 


Ser 


Glu Tyr 


Pro 










405 






Cys 


Ser 


lie 


Ala 


Gin 


Gin Arg 


Asn 








420 








Leu 


Gly 


Asp 


Thr 


Leu 


Leu Thr 


Lys 






435 








440 


Leu 


Pro 


Ser 


Pro 


Asn 


Gin Leu 


Lys 



Ala 


Asn 


Glv 


Cvs 


Gly 


Pro 


Glv 


Ala 




10 










15 




Leu 


Cys 


Arg 


Ser 


Leu 


Glu 


Val 


Glv 


25 










30 






Lys 


Lys 


Ser 


Gin 


Arg 


Pro 


Glu 


Arg 










45 








Thr Arg 


Gin 


He 


Thr 


TrD 


Ser 


Arg 








60 










He 


Asp 


He 


Ara 


Glu 


He 


Lys 


Glu 






75 










80 


Asp 


Phe 


Asd 


Ara 


Tvr 


Gin 


Glu 


Asp 




90 










95 




His Cys 


Phe 


Val 


He 


Leu 


Tvr 


Glv 


105 










110 






Ser 


Leu 


Gin 


Ala 


Thr 


Ser 


Glu 


Asp 










125 








Leu 


Thr 


Trn 


Leu 


Met 


Glu 


Asp 


Thr 








14 0 

X *4 










He 


Glu 


A r r*r 




T.oi i 


Am 


Lys 


m n 






1 J J 












Glu Asp 


Arg 


Tip 
J. J. c 


Ocl 


Al a 


Lys 


Asp 




170 










1 7 ^ 




Asn 


Tyr 


Arg 


V Ct J. 




A en 
Mo 1 1 


He U 


Arg 


185 










1 Qfi 






Leu 


Glu 


OJ.Il 


Arg 




uiy 


Asp 




















Tyr Arg 




Leu 


Mot- 
wee 


Tyr 


oer 


a 1 a 








Z 4. u 










Leu 


Glu 


Al A 


Ser 


Thr 




A r o 


Al A 






Z J J 










7 A n 

Z fi U 


Val 


Ser 


Leu 




f;in 
oiu 


DKp 
tilt; 


ftl n 

Ol I 1 


ftl n 




250 














Leu 


Trp 


Al a 


Val 


Asp 


Arg 


Leu 


fZl n 
bin 


265 
















Leu Arg 


Asp 


Pro 


Leu 


Arg 


Glu 


He 










9ft R 








Glu 


Phe 


v ctJ. 




rut; 


Leu 


Php 
true 


Cor 


















Gin 


Leu 


A q r> 


Ala 


Val 


Cys 


Pro 


Asp 






JlJ 










320 


Tyr 


Trp 


He 


Ser 


Ser 


Ser 


His 


Asn 




330 










*j *j <j 




Ser 


Ser 


Glu 


Ser 


Ser 


Leu 


Glu 


Ala 


345 










350 






Cys Arg 


Cys 


He 


Glu 


Leu 


Asp 


Cys 










365 








Val 


He 


Tvr 


His 


Gly 


His 


Thr 


Leu 








380 










Val 


Leu 


His 


Thr 


He 


Lys 


Glu 


His 






395 










400 


Val 


He 


Leu 


Ser 


He 


Glu 


Asp 


His 




410 










415 




Met 


Ala 


Gin 


Tyr 


Phe 


Lys 


Lys 


Val 


425 










430 






Pro 


Val 


Glu 


He 


Ser 


Ala 


Asp 


Gly 










445 








Arg 


Lys 


He 


Leu 


He 


Lys 


His 


Lys 
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450 








455 




Lys 


Leu Ala 


Glu 


Gly Ser Ala Tyr 


465 










470 




Tvr 
j 


Ser 


Glu 


As n 


Asp 
485 


lie Ser 


Asn 


Leu 


Glu Asp 


Pro 


Val 


Asn His 


Glu 








500 








Thr 


Ser 


Ser 


Lys 


He Tyr Tyr 


Ser 






515 








520 


Asn 


Glu Asp 


Glu 


Glu 


Glu Pro 


Lys 




530 








535 




His 


Ser 


Asn 


Glu 


Lys 


Trp Phe 


His 


545 










550 




Gly Arg 


His 


He 


Ala Glu Arg 


Leu 










565 






Gly Ala 


Pro 


Asp 


Gly 


Ser Phe 


Leu 








580 








Gly Asp Tyr 


Thr 


Leu 


Ser Phe 


Trp 






595 








600 


Arg 


He 


His 


Ser 


Arg 


Gin Asp Ala 




610 








615 




Asp Asn 


Leu 


Val 


Phe Asp Ser 


Leu 


625 










630 




Gin 


Val 


Pro 


Leu 


Arg Cys Asn Glu 










645 






Val 


Pro 


Gin 


X 11 L 

DO u 


Asn 


Ala His 


Glu 


Leu 


Thr Arg 


Ala 


Gin 


Ala Glu 


His 






675 








680 


Gly Ala 


Phe 


Leu 


Val 


Arg Lys 


Arg 




690 








695 




Ser 


Phe 


Arg 


Ala 


Glu 


Gly Lys 


He 


705 










710 




Gly 


Gin 


Thr 


v a X 


Met 


Leu Gly Asn 










725 






Leu 


He 


Ser 


Tvr 
74 0 


Tyr 


Glu Lys 


His 


Arg 


Tyr 


Pro 
755 


lie 


Asn 


Glu Glu 


Ala 
760 


Pro 


Asp Tyr 


Glv 


Ala 


Leu Tyr Glu 




770 








775 




Glu 


Ala 


Asn 


Pro 


Met 


Pro Thr 


Phe 


785 










790 




Asp 


Tyr 


Lys 


Ala 


Gin Arg Glu 


Asp 










805 






He 


He 


Gin 


Asn 
820 


Val 


Glu Lys 


Gin 


Tyr 


Gly Gly 


Lys 


Lys 


Gin Leu 


Trp 






835 








840 


Met 


Val 
850 


Asn 


Pro 


Val 


Ala Leu 
855 


Glu 


Asn 


Ser 


Pro 


Leu 


Gly Asp Leu 


Leu 


865 










870 




Cys 


Gin 


lie 


Ala 


lie 
885 


Arg Pro 


Glu 


Phe 


Ser 


He 


Ser 
900 


Met 


Ala Ser 


Val 


Ala 


Asp 


Ser 
915 


Gin 


Glu 


Glu Leu 


Gin 
920 



460 



Glu Glu Val Pro 


Thr 


Ser 


Met 


Met 


475 








480 


Ser lie Lys Asn 


Gly 


lie 


Leu 


Tvr 


490 






495 




Trp Tyr Pro His 


Tyr 


Phe 


Val 


Leu 


505 




510 






Glu Glu Thr Ser 


Ser 


Asp 


Gin 


Gly 




525 








Glu Val Ser Ser 


Ser 


Thr 


Glu 


Leu 


540 










Gly Lys Leu Gly 


Ala 


Gly 


Ara 


Asd 


555 








560 


Leu Thr Glu Tyr 


Cys 


lie 


Glu 


Thr 


570 






575 




Val Arg Glu Ser 


Glu 


Thr 


Phe 


Val 


585 




590 






Arg Asn Gly Lys 


Val 


Gin 


His 


Cys 




605 








Gly Thr Pro Lys 


Phe 


Phe 


Leu 


Thr 


620 










Tvr A<;n Lpu Tie 


Thr 


His 


Tvr 
x yx 


Gin 


635 








640 


Ph^ Rln Mef Arn 


Leu 


Ser 


Glu 


Pro 


650 






655 




C o r~ T.\/«; Rl n Trn 
ot? x x»yo ux u x x 


Tvr 
x yx 


His 


Ala 


Ser 


665 




670 






Mpt- T.en Mer Ara 


Val 


Pro 


Arg 


Asp 




685 








Ben Rln Prn A^n 


Ser 


Tvr 
i y x 


Ala 


lie 


700 










T.\/<? H i c Rv^ Am 

xj y o iixo v-# y o nx. \j 


Val 


Gin 


Gin 


Glu 


715 








720 


Coy f^l ii php A«?n 


Ser 


Leu 


Val 


Asp 


730 






735 




Prn TjPu Tvr Ara 

ii J- w ucu x y x. ojl y 


Lys 


Met 


Lys 


Leu 


745 




750 






T.eii Rln Lvs Tie 


Gly 


Thr 


Ala 


Glu 




765 








Rlv Arn Asn Pro 


Glv 

oxy 


Phe 


Tvr 


Val 


780 










T.wc Pv«5 Ala Val 


Lys 


Ala 


Leu 


Phe 


795 








800 


C4ln Leu Thr Php 


lie 


Lys 


Ser 


Ala 


810 






815 




Glu Glv Glv Tro 


Tro 


Arg 


Glv 


Asp 


825 




830 






Phe Pro Ser Asn 


Tvr 


Val 


Glu 


Glu 




845 








Pro Glu Arg Glu 


His 


Leu 


Asp 


Glu 


860 










Arg Gly Val Leu 


Asp 


Val 


Pro 


Ala 


875 








880 


Gly Lys Asn Asn 


Arg 


Leu 


Phe 


Val 


890 






895 




Ala His Trp Ser 


Leu 


Asp 


Val 


Ala 


905 




910 






Asp Trp Val Lys 


Lys 


He 


Arg 


Glu 



925 
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Val Ala 


Gin 


Thr Ala Asp Ala Arg Leu 


Thr 


Glu Gly Lys He 


Met Glu 


930 




935 






940 




Ara Ara 


Lvs 


Lys He Ala Leu 


Glu Leu 


Ser 


Glu Leu Val Val 


Tvr Cvs 


945 




950 






955 


960 


Arg Pro 


Val 


Pro Phe Asp Glu Glu Lys 


He 


Gly Thr Glu Arg 


Ala Cys 






965 




970 




975 


Tyr Arg 


Asp 


Met Ser Ser Phe 


Pro Glu 


Thr 


Lvs Ala Glu Lvs 


Tyr Val 






980 


985 




990 




Asn Lys 


Ala 


Lys Gly Lys Lys 


Phe Leu 


Gin 


Tyr Asn Arg Leu 


Gin Leu 




995 




1000 




1005 




Ser Arg 


He 


Tyr Pro Lys Gly 


Gin Arg 


Leu 


Asp Ser Ser Asn 


Tyr Asp 


1010 


1015 




1020 




Pro Leu 


Pro 


Met Trp lie Cys 


Gly Ser 


Gin 


Leu Val Ala Leu 


Asn Phe 


1025 




1030 






1035 


1040 


Gin Thr 


Pro 


Asp Lys Pro Met 


Gin Met 


Asn 


Gin Ala Leu Phe 


Met Thr 






1045 




1050 


1055 


Gly Arg 


His 


Cys Gly Tyr Val 


Leu Gin 


Pro 


Ser Thr Met Arg 


Asp Glu 






1060 


1065 


1070 


Ala Phe 


Asp 


Pro Phe Asp Lys 


Ser Ser Leu Arg Gly Leu Glu Pro Cys 




1075 


1080 




1085 




Ala He 


Ser 


He Glu Val Leu 


Gly Ala Arg His Leu Pro Lys Asn Gly 


1090 


1095 




1100 




Arg Gly 


He 


Val Cys Pro Phe 


Val Glu 


He 


Glu Val Ala Gly Ala Glu 


1105 




1110 






1115 


1120 


Tyr Asp 


Ser 


Thr Lys Gin Lys 


Thr Glu 


Phe 


Val Val Asp Asn 


Gly Leu 






1125 




1130 


1135 


Asn Pro 


Val 


Trp Pro Ala Lys 


Pro Phe 


His 


Phe Gin lie Ser 


Asn Pro 






1140 


1145 


1150 


Glu Phe 


Ala 


Phe Leu Arg Phe 


Val Val 


Tyr Glu Glu Asp Met 


Phe Ser 




1155 


1160 




1165 




Asp Gin 


Asn 


Phe Leu Ala Gin 


Ala Thr 


Phe 


Pro Val Lys Gly Leu Lys 


1170 


1175 




1180 




Thr Gly Tyr Arg Ala Val Pro 


Leu Lys 


Asn 


Asn Tyr Ser Glu Asp Leu 


1185 




1190 






1195 


1200 


Glu Leu 


Ala 


Ser Leu Leu He 


Lys He 


Asp 


He Phe Pro Ala 


Lys Glu 






1205 




1210 


1215 


Asn Gly Asp 


Leu Ser Pro Phe 


Ser Gly Thr Ser Leu Arg Glu Arg Gly 



1220 1225 1230 



Ser Asp Ala Ser Gly Gin Leu Phe His Gly Arg Ala Arg Glu Gly Ser 

1235 ~ 1240 1245 

Phe Glu Ser Arg Tyr Gin Gin Pro Phe Glu Asp Phe Arg lie Ser Gin 

1250 1255 1260 

Glu His Leu Ala Asp His Phe Asp Ser Arg Glu Arg Arg Ala Pro Arg 
1265 1270 1275 1280 

Arg Thr Arg Val Asn Gly Asp Asn Arg Leu 
1285 1290 



<210> 3 

<211> 159095 

<212> DNA 

<213> Homo sapiens 

<400> 3 

gaattctaaa aacagcaata gaaaagtgtc 
taagagtgga tttctcagca gaaaccttac 
agtcctgaaa gaaaaaacct gctagccaag 
catgaaggag aactgacgtc tttcccaaac 
attggcacta cagaaactct ttagtcctat 



tagtcactta taagagaact ctcatcagac 60 

aggccagaga gaatgggata atacatttaa 120 

gatattatac caacaacgtt attcttcata 180 

aaacaagctg agggaattca tcgccactaa 240 

.gcctggaagc gaaagaataa tatctaccat 300 
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catttaaaat atatatatat atataaacca 
acaaatatta ccaagacaaa aaaaccacca 
acaaaagata agtatagaac cagaaatcaa 
tatcaataat aaccttgaat gtaaataaat 
ctgaatgaat tttaaaaatg acccaactat 
taaagacaca tatagacaga aagtaaggga 
ccaaaagtga gcaggagtag ctatacctat 
cctaacagac atttaaagaa catttcatac 
agcacacaga acattgtcca gaagagatca 
atatttaaaa ttataaatca tatcaattat 
gtcactaaca aaagaaactt tggaaagtgt 
tgggagaaat tcaggatgaa atttaaaaat 
aggaaatcaa aaaatttatt gaaacaaatg 
gcgatacagc aaaaaacagt gctaagagga 
aagtagaaat atttcttaaa aaatctaacc 
caaaccaaaa ccaaaattag tagacggaat 
atagagacaa ataaaataat acgaagggtg 
catcaataag ccacttgctg gagtaatcaa 
aattagtata gccactatgg aaaacaatgt 
accatacact ccagccattt cactgctggg 
acaaagagat acaagcactc caatgtttac 
aaaccaaact aaatgttcag caatggatgg 
atatatacac aatatgtgtg tgtatatata 
tatatacaca cacacacaat ggaatactat 
ctgcagcaac atggatggaa ctggaagtca 
gcatagaaag acaaacactc atgttctcac 
acggaggtag agagtagaat gatagatacc 
ggggatgaag agaggttggt taatgggtgc 
tctaatgttt gatagtgaac tagaatgact 
aagtagctac aagagaggac ttgaaatgtt 
atgatggata tcccaaatac cctgacttga 
atcacattac tccataaata tgtaaaatat 
aaactaactt ctttaaaaaa taaaactgaa 
aactaaatgt gtaagaggaa aaaagcttta 
atgcatatat atatttataa accatgactt 
catatgcatg ataaatttgg ttgtatcaaa 
atggatggtt ctcatagatg aaaaaaatga 
gtgaataata ttgagaaaat acaatgtcta 
atgacagtaa ctgcaataga acaatggtca 
gaagtatggt cagctctctg tacctatggg 
tggaaaatat tcacatataa aaatgaatgg 
ttttcttgtc attattccct aaacaataca 
tgtattaggt attatatgta atctagggat 
gttatatgca aatactacac cattttataa 
tttgcggaag gttctggatc caatctccca 
acataaagag acactcaaac ttactagaaa 
atcacttgac acctattgga ttaacaaaaa 
agacataggg gccctcaagc gctgctagtg 
agcatctggt acatttgact aaacttggta 
ccactactag ttagatatgc caataaattt 
atatttatta cagcattatt tggggaagtc 
ttgcaaggag aatggataga taaaggttga 
aaaggaagca atggactaga tgtacatgta 
gatgaatctt ataaaataat gccaagtaac 
taaactaata gcatttacat aagttgaaaa 
ccaaaagcac ttataaacaa aaagacatga 
acaaaatggg tactggtgat taaatggaat 
agcggggatt ttactggatg aatgatgatt 
agcatagaaa ataggaacag aaaatttgaa 



46 

ctggtcaagc aaacacacaa gagataaaac 360 
aacaacaatg acaaacaatg agagaaagaa 420 
ttaataaaat gagaggaata tgccctcact 480 
taaacctgcc acttaaaaga tacagtctgg 540 
atgctaccta caagaatctc atctcacctg 600 
atgtaaaata atattccatg caaacagaaa 660 
atcagataaa acagacttag accaaatgga 720 
aaccactaca gaatacacat tcttctcatc 780 
tatgttagga cacaaaacaa gtctcaacaa 840 
cttttcagac cacaatcaat aaaactggaa 900 
acaaatacat ggaaattaaa taacatgtcc 960 
taaataacct gctcaaggaa gaaattaaga 1020 
aaaataaaaa cacaacatac caaaacctat 1080 
aggttaaagc aataaacacc tacatccaaa 1140 
atgcacctaa agaaactaga aaagcaagaa 1200 
aaaataaaga tcagagcaga attaaacaaa 1260 
aacaaaaaag tttgtgtttt gaaaagataa 1320 
gaactcttac acactattag tgaaaatgta 1380 
ggaatttctc aaaaatctaa aaataaaact 1440 
tatttatcct aaagaaaaga aatcagtata 1500 
tgcagcacta ttcacaataa catatatatg 1560 
atgaagaaaa tgtgtataat gtatatatat 1620 
tatgtatata tgtatatgtg tgtgtgtata 1680 
tcagacataa gaagaataaa atcatgtcat 1740 
ttatgttaag tattaagttt aaaaagccag 1800 
tcacatgtgg gagctaaaaa agttgatttc 1860 
agaggccggg aagagtaggt gagtgggaag 1920 
aaaacataca gttagataga agatataact 1980 
agaaatgaca atgacatatg gcatgtaaca 2040 
cccaagtgat agaaatgata aatattcaag 2100 
tcattacaca ttttatgcat gaaacaaaat 2160 
tatggatcaa taaaaaataa tgtatttgaa 2220 
cccctacatt acacataaaa aattgatgaa 2280 
tattaaagtt aatagaaata caggatttat 2340 
ggtaaaattt caaaagcaaa aataataagg 24 00 
attaaagatt tctattcaaa gacatatact 24 60 
gagaagattc ttatatgtct tggcaaaaaa 2520 
aatgtctaga catcgttaat tgataggaaa 2580 
aaaggtctga ataagaaact gcaaacttag 2640 
ttctacatca gtgattcaac caactgagga 2700 
ttgtgtctgt actaaacatg cacagacttt 2760 
gtataatcaa tatttacata gagtttacat 2820 
aatttaaatc acatgggagc atatgcatat 2880 
cagggacttg agcatctgca tattttggta 2940 
tggacaccaa aagactaact gtatatgaat 3000 
tcagagacat gcaaatcaaa gcaaagcaac 3060 
ttggaaagat ggataaccga tggggtgtgg 3120 
ggattgtaaa ctgcagcaga ccctgtggag 3180 
taatcccacc tgcagtgtga ttcagcaatt 3240 
ctcatgcaga cttctaagac gacatgtgta 3300 
tggtgttgga ggtgagattt ggcaagttca 3360 
tggatgccct tcatagggta ctacagagta 3420 
gcaacatgga tgaatcttat aaacagaatg 3480 
aatattttta aaaacataat atcttatatg 3540 
tgtacagaca taaaaaataa tatgcatttt 3600 
gaatagatgc ttatgttgag aaggaagaat 3660 
gaattaagag tattgattga atgaatgaag 3720 
caggtatcat tactgtacct tctgcatttg 3780 
tggaaagcaa ggaattatat gagctcttcc 3840 
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tccaaaattt acatcatata agttgaaaac 
caatgtttaa agtcctaatt cataattttg 
tataagacta tattttagtg aagccaataa 
aaaggcaaaa aacaatttta aagactaatt 
tttcaatgga tactgtcttt ccatgacatt 
cacaaataaa taaatcaaaa attatttttg 
gtttgttgta ttttatataa attcatttct 
agaaattctc catatttgac actgatccct 
ctagcaatgg tgcagtgcaa ccatagctca 
tcctcctact tcagcatctt aaatatctgg 
tatatatatg tatacatata tatatataaa 
cattatatat atagcattat atatatatat 
atatatagca ttatatataa tgctatattg 
ttgtatatag cattatatat aatgtattct 
tctatattgt atatagcatt atatataatg 
atgtattcta tattgtatat agcattatat 
tatataatgt attctatatt gtatatagca 
gcattatata taatgtattc tatattgtat 
tatatagcat tatatataat gtattctata 
atattgtata tagcattata tataatgtat 
tgtattctat attatatata gcattatata 
atataatgta ttctgtatta tatatatagg 
aacattatat aaaatgtatt atatatttta 
tattatatat agcattatat aaaatgtatt 
atgtattaca tattatatat agcattatat 
tatatataat gtattacata ttatatatat 
tatatagcat tatatataat gtattacata 
acatattata tatatagcat tatatataat 
ataatgtatt acatattata tatatagcat 
agcattatat ataatgtatt acatattata 
ttatatatat agcattatat ataatgtatt 
gtattacata ttatatatat agcattatat 
tatatataat gtattatatt atatatagta 
attatataca atatattata tatagtatta 
taatgtattt tatatataat attatatgta 
atttggctat gttttctggg ctcatctcaa 
aatttcccaa attgctgaga ttagaggtac 
ctttatttga ggtaaatctt tcccttgaaa 
atgatttttt tccaggaatt tatttttcac 
aaattctagt tattttcagc cattcttatg 
aagaaatgga atgacattta tcaaagataa 
ttacagagga tgatgacttt agtccttaaa 
attagactat aggaaaaaaa catttgtcaa 
cttcaatgaa tatcttggca gaatcctctg 
tgacaaggac aaattctcac acatactctg 
gaaaaagaaa caaatgtcta tttcttccaa 
tgactaccat tgcggggtag gggccagagt 
cagttgtcac tacataaagt gtaaaataat 
gtaaatcaaa tatgcattgc ctgattatat 
cctacctgcc ccttttcccg tcttcctttt 
gaaaagacca aaatattatc cttagatgaa 
caccaacctt catggattta aataacacag 
actaaaattt cttctaaata ggcaatgggt 
aaaataaaaa gcaggaagac ttagccagag 
ttcaaataag aaaaaaaaaa aaggaagtca 
tatccccaga aaaccccaaa gacactgcca 
tttcaggata caaaatcaat gaacaaaaat 
aagctgagaa taaaatcaag aatgcaatac 
agaaatacct agaaatacat ctaaccaagg 



tgggtgaagt ataagcaggg agcatttttg 3900 
aattgtgttt ttcttaaatg gctccttaaa 3960 
tgttttcata ttcctattga tgtgatctac 4020 
tctaatctta ctttaattcc taaactagat 4080 
aattgctaca aaagaataca gaaatttccc 4140 
actttagcta tttttacaga cttttgtcca 4200 
tacacaaatt tgtacataaa agaaaaaata 4260 
tctggttgat tttttaattt cttgatgcaa 4320 
ctgcagcctc aaattcccgg gctcaagcca 4380 
gactacaggt gtgtaccacc atacctgatg 4440 
atatgtatag tatatatatt atatatattg 4500 
tatatatagc attatatata attctatatt 4560 
tatatagcat tatatataat gtattctata 4620 
atattgtata tagcattata tataatgtat 4680 
tattctatat tgtatatagc attatatata 4740 
ataatgtatt ctatattgta tatagcatta 4800 
ttatatataa tgtattctat attgtatata 4860 
atagcattat atataatgta ttctatattg 4920 
ttgtatatag cattatatat aatgtattct 4980 
tctatattat atatatagca ttatatataa 5040 
taatgtattc tgtattatat atagcattat 5100 
attatatata atgtattata tattatatat 5160 
tatatatagc attatatata atgtattaca 5220 
acatattata tatatatagc attatatata 5280 
ataatgtatt acatattata tatatagcat 5340 
agcattatat ataatgtatt acatattata 5400 
ttatatatat agcattatat ataatgt-att 54 60 
gtattacata ttatatatat agcattatat 5520 
tatatataat gtattacata ttatatatat 5580 
tatatagcat tatatataat gtattacata 5640 
acatattata tatatagcat tatatataat 5700 
ataatgtatt atatattata tatatagcat 5760 
ttatataatg tattatatat tatatatagt 5820 
tatataatgt attatatata gtattatata 5880 
tttgtgtata tatatatttg tacagacaag 5940 
attcctggca tcaagaaaac cccccacctc 6000 
cagccacaat acttggcttt gagcacattt 6060 
atatttgatt tccaacaagt caatttcctg 6120 
tgtttcattc acatttaatg ctgtttttaa 6180 
aaagatgaat tgccacaggg gttcaccaaa 6240 
tcacagtcat taaaattgga gatactgatt 6300 
catgactatt tttaatactg acatataggc 6360 
agagttttga aactgcaata attctgcttt 6420 
ggaacaaaat gtctaagagt acagattcta 6480 
attattctaa caaaataatc agagagagaa 6540 
gcttcagttc agatctatat tccatgattc 6600 
gagggtgttt aatcaagttt gataatgaag 6660 
atataaaata ttagaattca gattctaaag 6720 
aatgagacct tttccctccc tctttctctc 6780 
cttcataaca cttgcagaat gatatcgtag 6840 
cctgaacata ttgtgtgact gtgaggaagt 6900 
ctttggtata tagtgacatg acaaaattag 6960 
acttttgtca ccctttggaa tctgaaatac 7020 
cagtcaggca agagaaagaa ataaaaggca 7080 
aattatctct attcaaggat gatattattc 7140 
aaagtctcct gtaactaaac tttagtaaag 7200 
cagtagtatt tctatacacc aataacattc 7260 
cattaaaaga gctgcaaaaa aaaaaaaaaa 7320 
aggtgaaaca tctctacagg aaccacaaaa 7380 
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cactgctgaa agaaatcaca gatgatacaa 
aagaatcaat attgtaaaaa tggccaatac 
ttccagtcac actacccatg tcacttttca 
tatgaaacca aaaaagaacc ccaaaatgca 
aggcatcatt ttacccatct tcaaactgta 
gtactggtac gaaaaacagg cacataggac 
aggtgcacac ctacagccat ctgatctttg 
aggactccct aatcaataaa tggtgctggg 
atgactccta ccttacacca tacacaaaaa 
tgaaatctca aactatcgca ccactgcact 
tcaaaaaaaa aaaaaaaaaa aaaaaattcc 
acgttggctt tgggaattaa tttatgacta 
atattaacaa gtgaaaccta attaactaaa 
cagagaaaag agacaacgta cagagtggca 
aggcctaata tccagaattt atcaggaact 
ttaaaaagtc agcaaaaaac ctgaacagat 
aaaaactatg aaaaaatgtt caacatcact 
aatgagatta catctcacag cagtcagaat 
atgctggtga gactgcagag aaaaggggaa 
gtaaattagt ctagccattg tggaaagcag 
ttattcaaac cagaaatccc attactgggt 
ataaagacaa acatgcactt gtatgttcat 
gaatcaacct aggtgcccgt cagtggtgga 
catggaatac tatgcaccca taaaaaagaa 
gcagctggag gccattatcc taagcaaatt 
gttcttactt ataagtggga gctaaacatt 
tagacactgg aactactaga tggggaagag 
gctcagtacc tgggtgataa aatcaattgt 
catgtaatga ccctgcacat gtacacctaa 
aaaattaaaa ttaaaataat aaaataaaat 
cattaacttt ttgtatttaa gaactggttg 
tgatcccagc actttgggag gccaaggtgg 
cagcctggcc aacatggtga aacgctgtct 
agtggcacat gcctgtgatt ccagctactc 
ctgggaggcg gagtttgcag tgagctgaga 
gagcgagact ccatctcaaa caaacaaaca 
tctttagtgt gatcggaaag ttaagaggga 
aataactcta gaaataaagt tctagtcatt 
caagaagatt ttactggcat tctttaacac 
aaactaggga acctgaggtc atttatctgg 
gacttagaac aggatgaatc ctgacattaa 
gcttttgtgt actgagacat gtaacactaa 
caggggtatg gccacttggg tctctgagga 
tggctcacgc ctgtagtccc agcacttgga 
gagatcgaga ccatcctggc tagcatgggg 
aaaaaaaata gccgggtatg gtagcagggg 
gcaggagaat ggcgtgaacc tgggaggcag 
cactccagcc tggggcgaca gagcgagact 
aaaagagtgc tcttgttgga aaagagctgt 
tgtatgaggg ttcacagccc tctccctata 
tgttaggcat cttccagaca tttatattga 
catgcataga tttttaaagg aaaagcaatc 
tgttgatatg tgggatgtac aagagggcat 
gtgaaggctg tagatgagag acattgtgta 
tttgaaggta ccagagaata agaaggatcc 
agcaattgaa gtctcttaca tgttgtgagt 
tttcccaata ttatagctcc aaaactagac 
atggcattaa ttatttgaaa agggataatg 
ctttcagaga gtggctttaa gtagcacctt 



ataaaaaaaa atttcatgct catggtttag 7440 
tgccgaaagc aatctgaaga ttcaatgtta 7500 
cagaactgga agaagctatt gtaaaattca 7560 
aagcaatgct aaacaaaaag aacaagctga 7620 
ctataaggct acagtaacca aaacagcatg 7680 
aatggaacag aacagagaac ccagaaataa 7740 
acaaagtcaa caacaacaag caatggagaa 7800 
acagctagct ggcctatgca gaagaatgaa 7860 
ttaactcaag atggattaaa tatttaaaca 7920 
ccagactggg cgacagagcg atactccgtc 7980 
cagaagaaaa cgtagtaaac acccttctgg 8040 
agtcctcaaa agcaactgaa acaaaaacaa 8100 
gagcttcttc accacaaaag aaactatcaa 8160 
gaaaatattc acaaagtatt catccagcaa 8220 
taaacaattc aacaaggaaa accaatgcca 8280 
gcttctcaac agaagacaca caaggggcca 8340 
agtcatcaga gaaaagcaaa tcaaaactat 8400 
ggctattact aaaaagtcaa aaaacaatag 8460 
aaggaaggct tatacaccgt tgaagagaat 8520 
tttagagatt tctcacagga gttagaacta 8580 
atatatttaa aagaaaataa attttctacc 8640 
tgcagcacta ttcacaatag caaagacatg 8700 
ttggataaag aaaatgttgt gtgtatatat 8760 
tgagatcata tcctttgcgg taacatggat 8820 
aacagaggaa caggaaacta aataccacat 8880 
gggtactcat agacataaag atggcaacaa 8940 
agggctgaaa aacaatctat tgagtactat 9000 
actccaagtc tcagcatcac acaatatact 9060 
aatctaaaat aaaagttgaa attatttttt 9120 
tagaataatt attttcactt ctagttcctc 9180 
tttatggttg ggcatggtgg ctcacagctg 9240 
gtggatcacc taaggtcaag aattcaagac 9300 
ctactaaaaa tacaaaaatt acccaggcat 9360 
aggaggctga ggcagaagaa tcacttgaac 9420 
ttgcatcacc gtactctatc ctgggcaaga 9480 
aacaaacaaa aaagaactgg ttgtttctta 9540 
aattctggat caccattccc gaaacaaaag 9600 
cggctgatgt cagttggtga aattgtacag 9660 
tgattgcata ctctatactc taagaaatta 9720 
acaaagggaa aaaaaaagtc caagttattc 9780 
aaacttcatt aacaactcac actatcacac 9840 
ggcaaatcaa ttggaacggg gatatgtaaa 9900 
caaaacagca tcatgttata agagtgctca 9960 
gaggccgagg cgggcggatc acgaggtcag 10020 
aaaccccgtc tctattaaaa atacaaaaaa 10080 
cctgtagtcc cagctactca ggaggctgag 10140 
agcttgcagt gagccgagat cgcgccactg 10200 
ccgtctcaaa aaaaaaaaaa aaaaaaaaaa 10260 
ttgacctgtg tggggactga atacttacag 10320 
gccacctatg attgaacaag caatggttgg 10380 
cttcccttta caaaaaatat acgaaaggta 10440 
aaagagattg tgtgaagggg aaatgggctt 10500 
ggagggagag gtgctcaagg aaccaaggtg 10560 
taaggcagga gaataaaagg cccctggagg 10620 
agcctggtta gtacaattgg ctgtgagcta 10680 
aaaagtctta attttggttt caaccatgcc 10740 
catatacatt ccagtttgta ggtattacac 10800 
tatttaaaat ggtgacatca aagcaaagga 10860 
ctctcccaac aaccccatat acttgctcat 10920 
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ctggtcccac cctactccaa caattaaatg 
ttccaaactc cccaactcag tactgtgaca 
ttttaaagct ttagaactcc cattgcagag 
ggttaaaggt agctctttta taacattgag 
agtccattct cacgctgcta taaagaactg 
ggtttaattg actcacagtt tcacagggat 
tggaagggga agaaaacacg tcctatttca 
aagcggagaa agccccttat aaaaccatca 
agcatgaggg taaccgcccc catgattcaa 
gtggggatta tcaattcaag atgagatttg 
atattatttt gtttcctgtg ttttctcttc 
tcttccccac caggactaaa actgtgctct 
ttaatgatga cacagaaaag agaggtgtcg 
tttagtgagt tgaaaacatc gacaattggc 
tattttatta gcgagggaga ctatatgcat 
ttatcccaaa acattcagtg ttaaaactat 
caagatgttg actttgggga aatcacttaa 
acagtcacct ccttgacgta ttattgcaag 
gttcttaact aggtcaaact tgaaatttga 
ttatgggcaa ggatttactc cagagagaga 
tgaattgttt catgatggta gtgcccagat 
cataggacaa atttgaagtt tttctgcagg 
tctgggggaa taggtgctaa aaatgtgtaa 
tccatcagtt ctgctgcaat gacactttca 
gattctttcc ttaccagtgc aaccaaagtg 
tgggaaacaa cccctaagaa ttctcataga 
cctgtgttcc cataggcaca tgagatagaa 
tatgttcaca gtcagtgaag gactggatga 
caaagcctgg tgtatagtag gtcctcaata 
cagacctctt aattaagaca tcctcgaaag 
tggatacctt cactctcatt accttcagca 
gtaaagagtc tgtaattagg ataccaggga 
ctgcctattg tctcagttgc tttttatctc 
acaaattaaa gatgcaaaaa cctggctggt 
actggctgtg catttttctt gaaattagaa 
atgattttct tttcacttga atgttttctg 
tttgagagag aaaaataatg tctcaacgca 
ccagattcct gatgaaagct tcaacctttt 
tgttggaaag tttgaactgg tctgtgaggc 
ctgtcaaata agagtccggg actaagcaga 
ttaaattctg atgaaatttt acaagaagaa 
aatagttcac tgtataagca gcagcaagtg 
cccattaggc ttccagtgcc ctccctttct 
attaattcag ggtttctggt aaccttgcct 
cataaggaga gcgagccttt gaggctgcgg 
attgctatta tgctaaccca cagactgcat 
ttggccgaat gcagtggctg acacctgtaa 
gatcacttga ggacaggagt tcgagaccag 
taaaaataca aaaaattagc caggcatggt 
aggctgaggc acaagaattg cttgaaccag 
gcaccactgc actccagcct ggatgaagga 
aaagaaaaga aaaagaaaaa tgtcctatat 
tcatgtaagt ccagattcca tttagtattg 
catttcttgt actgtaggtc agctggtgat 
acttcaaaca gaatatggaa atgacagacc 
aatgtaggca aatttaatct gcaacgcttt 
catattaaag gaaagccatt ttgggagaaa 
ataaaaatca atttttaagg tctccattga 
atatactgca ttaataacat ccaaaaaagg 



49 

ccaaacaaag gtatatgatc ccaaagtgtc 10980 
cttcaatcct ttatatacat ggtggggaaa 11040 
aggagaggaa agacacctta ctctgcattt 11100 
cttcaacatt tgatcatggc cttacgtatt 11160 
cctgagactg tgtaatttat aaaggaaaga 11220 
ggagaggcct caggaaactt acaatcatgg 11280 
catgacggcg ggaaggagaa gtgccgagta 1134 0 
gatctcatga gaactcacta ttatgagaac 11400 
ccacctccca ccaggtctct ctcacaacat 114 60 
ggtggggaca cagtcaaacc atatcggcct 11520 
acccttttct cacttgtgtg aatttttggt 11580 
ataaactgta aatactcagc cttataaaca 11640 
agtgaataat tggatgctga aggttaacca 11700 
cactccataa gaaagtattt ccttaaagct 11760 
tatgttattt tcttttctca aggtctgtat 11820 
atcaatgcta gagttcaaat ctcagctcta 11880 
ttggctcctc agctgtcaaa ggagataagg 11940 
aattttgtga gatgatattt ctctagcagt 12000 
ataaatctgg catgtacagt taagtattta 12060 
agagctgaag aataccatgg gaaataaatt 12120 
ttcaccataa tgtatgagaa cagacagaaa 12180 
acaacaggga aggaagtttg gcaccagaaa 12240 
actagaagag ttgtctcaga acttttggga 12300 
ataaatgaaa cactgtgcaa cagaggggtg 12360 
ggcagctatg agaacgggat catgagagcc 124 20 
taatagaata gaagaaacct tgaaaatgag 12480 
aaggcatata tagtaaggta acctcatttg 12540 
atacaggtct caagtgaaat acactaagca 12600 
ataaatgttt gttctctttc ccttgaaaga 12660 
agatttctca actttttcat tagcatcctc 12720 
ctatgattag cgtcaaaaag aattcttcat 12780 
gagctcagca tctgaaaagg actgcagcac 12840 
tctaggcctg caatatcaaa agcacccagt 12900 
ctcaaagttg gttcatttcc cgttagaaat 12960 
cttcagaaca gcacatccag taattagtgc 13020 
cttctttttt actattgcag caattgggta 13080 
tgcttcattt cccaaagcag ggggcagagt 13140 
aattcagatg aagtgaagct caatttattt 13200 
agttcaacag ttcaggctta ctgtaattaa 13260 
gaaacgcaag tgggtcagca tcagaagggt 13320 
tggcctttcg tggaaacatt catcccagtc 13380 
taggtggtta tcaaaaacac agcttgaact 13440 
ggttatcact gatgctcctt tactagaaac 13500 
ctgataaact cttctactgg agcttgtccg 13560 
aagtttgagg ggaataccta gaaaactcct 13620 
tgaatggcaa aatgcgtaag aaaaatgtcc 13680 
tcccagcact ttgggaggcc tagatagaca 13740 
cctggccaac atggtgaaac ccatctctac 13800 
ggcacatgcc tgcaatgcta gctactcggg 13860 
cgggggtgga ggttgcattg agccaagatt 13920 
gtgagactct acctcaaaaa aaaaaaaaaa 13980 
tgttacctat gtggttacct tccagtgtct 14040 
ctttcctcct gcttggaggc cttcctttca 14100 
aaatattttc aatttttgta tgtctgaaaa 14160 
accaacactg agcagaaaat attagaattt 14220 
ccaagaccaa agcctttcat ttagaacctt 14280 
gtaaatggca tgacctttgt gacaattttc 14340 
gctaacataa aacaaatctg cttttgaccc 14400 
ctctatatct gaagtagttt tctggggtaa 14460 
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aagaatgtat aaacaaaaag agacaacctt 
aaaaactgat gtgtttatct gaagcaggct 
tcaactcggc ctcatgtcac cttcccagtg 
aaacaaactc acatgcacat gtacatatgt 
taggcagaat aatgttaata gagctttgct 
ctatcttatt tcttactttt aaaaagctga 
ggctaaactt tagacaggtt tgttcctaac 
agaacatttg ctttagaaaa catgcattgt 
atctgatgtg ggagccatcc ctttgaaatg 
gtctctgtgg aaagttcaga acctaacttc 
ctaatcacac tgaccagcct ctgccttact 
cagggattac aagctctcct gccttttgtt 
cattgcaata gtcctgaata agtcgaataa 
gtgcaatttc tctttggcaa agcccataca 
ccaagtacct gacagtttct ataatttcca 
gaaaaaaatg tggaaacaat taaagttctt 
ctgcttgtct tgcaaactct gactacttct 
actagttccc tagagtgatg ggtataattt 
agatgttcat ttaatccaga attcaagagc 
cattacaatg ttagaagatg aaaagaagag 
ccggtttatc ccagaaaatg ccctattttc 
accgtctttc cttatccatg aaaacctttg 
ttttaaatga agttatatgc tcacggaagt 
agaaactgaa ttcagtattc cagaagtgcc 
tcagaatcac ctgaagagcc ttttaaaaat 
taagtacacc ggtcttggat ggggccttcg 
gaaaacccat tgacacaata tattaccaga 
actgggagaa agttgctctc aataaataaa 
ctataggtac taaagagatt aaaacattca 
gttcagttag ataaaattga caaattcctc 
ttgtgaatat gaataatcct ctcattaata 
tgtgtgtgtg cacagaccat aaacacccta 
ataataaaat ccaatattat tgatggtttt 
aagtacctaa acgtgataaa aagtatcctt 
tgggtgcaaa aaaaccaaaa tgtttaccta 
agattctatt cggttggtac aaaactaatt 
aatcacaatt acttttgcat caacctagta 
tcaatagcta tatataaaac aaaagtttta 
ctcgctctgt cgcccaggct ggagtgcagt 
ctcccaggtt cacgccattc tcctgcctca 
caccaccacg cctggctaat tttttgtatt 
ccaggatggt ccggatctcc tgacctcgtg 
ggattacaga cgtgagccat cgcgcccagc 
attgaaatga attgtagttg tatataccag 
ttcaaaagta ttaaaaatac taaatgtaaa 
tatgtaggaa cctatgaaat gttgctaaga 
tatcaagcct atgcattaaa aactcaatat 
ctacaaactg agctataggg tcaaggaatt 
tgacaagtgg attatacaat ttatatgaat 
tttgaaaagg acaagatgtc aagattttat 
agtaatgaag atattgcaat attagcataa 
agagtgtgaa aatatatgat gcatatataa 
cacgcatggg ataatagtgg tctttattaa 
gaaaaaataa tgaagctaaa ctcctatatc 
tggaaatata tgtgaaaagc aaatcaaaat 
tctcatgaat ttaggataag ggcagtttat 
tgagcacatt aaaattaaga aatcatgctt 
ggcaagccat acaaagataa aagatgtttg 
gtgccagagg tcagaaaacc ttttctgtaa 



tcaaagaaga actctagata tgaaacagga 14 520 
tgtaatacta tggccccaag tccacagaaa 14580 
aaccttcagg actgagcttt cagttttctt 14 640 
gtgcacacat gctcacacac acaccccaca 14700 
tacagatccc cagaagagaa aaatcaattt 14760 
cctacatggc tttaacattc ccttcagctt 14820 
tataggtccc tgacctcttt tttttttcat 14880 
aagtcctttc tctgcccgtt tgagaaataa 14940 
tgatcataaa gatagtaccc ctatctccca 15000 
aatcagtgac aatcagcaaa cacagatggc 15060 
atcctgcagt gctttctcac tagctcacct 15120 
tcagtgcagt tgagttccat ctctctcctt 15180 
gtcttccttg ccatttttca caagtatcca 15240 
tgtattttcc agtaaaaaga taatgtgaac 15300 
tcctatttct tagaaatcac cgaattaaat 15360 
tgcaaatcta tcaggtactt tatctagatt 15420 
gtaagtacat aagaaagact taaatcacac 15480 
tatggagtat atagaagcta gaagggacct 15540 
caaagtcatc tcagagatgt tttgtttgct 15600 
gattgaaatg cttctggtgg gacacgccgt 15660 
ttatacttgg ctgctcccca gaccatattt 15720 
gggttgttat gcttaaaccc tcattttact 15780 
aaaataattt tgctcccagt cttgataagt 15840 
agtgcaatac ttctcaacct tgattggata 15900 
atctacacct gagacttacc cacagcattc 15960 
aattggccat ttccggtgtg cagctaagac 16020 
ctgtcttgga gattctgttt cagaatgtag 16080 
tttttcatta ttttgataaa tttttcatta 16140 
atgattttat taagaattct atgccaataa 16200 
caaaaaacaa tatcaaaaca tcacacaaaa 16260 
aagaaatgaa atttttcatt aaagccttta 16320 
catgctataa aactatacaa tcttggaaaa 16380 
aaaaaatgat ctccactaac aatagaaggg 164 40 
aaaaaatatt gaaagctttt tctctgttac 16500 
catgcatcac tgaggttcaa taagcactgg 16560 
gcagtttttg cctttttatt ttatggcaaa 16620 
agtaacccag taaggcaaaa taaaactgca 16680 
aagacttttt tttttttttt gagacagagt 16740 
ggcacaatct ccgctcactg caagctccgt 16800 
gcctcctgag cagctgggac tacaggcgcc 16860 
tttagtagag acggggtttc accgtgttag 16920 
atccgcccac ctcggcctcc caaagggctg 16980 
ccaaaagcta taaagatttt caaagaaaat 17040 
caagaaacaa aatgaaattt tagaaccact 17100 
ggaataaacc taaaaaaaat gcaaggcctt 17160 
taaatgaaag aatatttgaa tagagatatt 17220 
gtaatatgtc aattgtaata cgtcagttct 17280 
ctaaccacaa tcccaattag agagtgaatt 17340 
attcaaaggg ccaagaatat tcatgacacc 17400 
ctaggttatg acatcttata ataaaactac 174 60 
ggatagagaa tatgcccatg gaggaagata 17520 
acatttaatt ttttaatagg tggcattgca 17580 
tagttctggg acatttttgg tatgcatcag 17640 
acactattca taaaaactcc aattagatta 17700 
gttttcttag aaaataatgc cagagaatat 17760 
ttataattga aatgcacaga gcaatcatca 17820 
atcaaataaa tagcatcaag aacgtgaaaa 17880 
ctaaatatat gtccagcaaa agattagtgg 17940 
aaggccagat agtaaataat tcagactttg 18000 
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caagccatac agcttctgtc tcaactacta aactctgccc ttgtagcatg gaagtaagtg 18060 
tggctgagtt ttaataacac tgcattcacc aaaatatggc aaatcagatt tggcccatag 18120 
tccagagttt acccattatt ggtgtataga atatataaaa ggttgcttca aaacaattaa 18180 
aaaacaatta aaagactggc aacccaaaat aaagaagaaa gacaggaagg aaggctctta 18240 
aacagtgtta atcaccagat aaatgttaac taaaatcata ggaaatatta ttttataccc 18300 
tccccataac tfaaaattaga atgaaaatac caagtgttgc caaggattta gagtaagcaa 18360 
gcagaactga ggagtaacgt actgatgttg agagtgtaaa ttagtaccac tactttagaa 18420 
agttcattgg cattattgac taagatacat aaacctcaca acccttcaac tccacaccaa 18480 
gatataccac aaagaaatga atgcatgcat gttcccagga catgggttca cagcatcctt 18540 
gttcatagga gcccaaagca aaagcagccc aaatgtccat cagtcgtgta gataaacaaa 18600 
cactggcata tcatttaatg gaatgcttca tcgtaattaa cacattacag ctattttgca 18660 
acaatgtaca ctgatctcac aaacatgata ttggataaaa gaagccagtc aaaaataata 18720 
tttgctttat gtttccattt aaatacattt caaaactaaa tcaaatttca atcgtgtttg 18780 
ggaaggcaca cttagtaaag gtaggaagaa aacgtatgaa gacaagcaag gaaatgatta 18840 
gcatggaagt caagataatg gttaactttg aagggaaggg aggaatttgg attggaaagg 18900 
gtgcacgggg gttctggata ctgtcaactc tatacttcct catctgcatg atacatacat 18960 
gagtgtcagc tttataagtc atttatctgt gaccttacat tttacacagt ttcctgtata 19020 
cactaaaaag acagtttaga ataaagttca tgtagtataa tttctaatcg tgtaaatata 19080 
taaagataga atggtattta tggagcatta aaatgtctat taaaaagaag tgccaaaata 19140 
tattaacagg gagattattc atcaataata ggatttgatg taattaaaaa taacttatat 19200 
ttgcttatgt ttttatgttt tctactctga tcttggattg cttagattat ataaaacaat 19260 
aataatgaga aaaatatttc cccaagtgaa atgcacatat ctaccttctg cttgaataaa 19320 
agctaggtgg tattgtaatt aacagtattt aaatataatt tcacccaaag gagtcttaag 19380 
ttctgatctt gtttgcttag aaatcaaaat gtgaggaaat gtgggtaacc gtacttatcc 19440 
ttcctctacc ttctctaggt ctttcttttc tctacaacaa gcataaacat gcatatgtgg 19500 
gttgaacaaa ataaactggg ttttcccaga gtgtggccca ctatatgtga atattttaag 19560 
tcctgtgcat atcacacaca cccacgcgtg cgtgcacgca cgcacacgca cacacagagt 19620 
atggtgcttc aaagagttaa tgcacacata tttcgtgtag aatttgcaga cgtgtgatct 19680 
gaagtgcacc ctcatgaatc caatgccctc ctgaggaata atttgaacag aggaagagtt 19740 
cctctataca gtaaggtact tggacttcct atgaattcaa atacactgag gtcgaagtga 19800 
ctttgtaaaa agtatctgag gcagctctta gtgcctctgg gaaaactcag tc.taataata 19860 
cgtgttgaat atttttacat ctttatacag tttataatat ctttgttttc cccagccttt 19920 
attattactt agtatacttc tctattcaat acttaccaaa ccctgaggct acccaataat 19980 
agtgtaatgt tcttcacttc agtcaatgaa ctttaacaga aaccaatgca ttttaactga 20040 
atttttgttt atctcaagga gcacatttta atgaaatcaa tacattcttg ctgaaagcca 20100 
catgaatcca ttggaaagaa tacattgtta ccgaaaccaa tatacacttt tataatgtct 20160 
gtatgtttta gcgtaagcat agccatacat tttagctgta accaatatat ttctgcagga 20220 
ctgataccga gaaagcctta tttcatagtg aagtcaattc agtcttacag aaactaatac 20280 
tgtattccat attcctgagc cagcagtgtc aggctaaatg aagactatga tttatattgc 20340 
tgaaaaatgt aaatatttcc agaaatgact ttaaaataaa agtggttttg aaagtatata 20400 
aagtatttta atatcttgat tagagttaca aaagcagatg gagaaaagtt tttgaatgga 204 60 
aaagttaaga gccttgtgta caatgtgtgt ttcagttaaa tatgcataaa tatatacact 20520 
aaaatatatt tattattata tttaggtgtt agttgctgaa ttttcaaaaa ctcctgttta 20580 
tttcattgaa tgcccagaaa aaggatatcc ttcaagaaaa atcagatgtt aaaatattta 20640 
gagatttcct gtcctagaaa taccacgtct tcatccaacc taaaaatgac acaaactctt 20700 
aatagtcttc ctctaattcc cctcatcctt caaaaatgtg aataataata gaattattac 20760 
tagtcaaaaa ctaatagagg aacaccgaag gaaaaacatt caagcgatga ctcaacaata 20820 
aaatggtcaa agaaaaatgt ttaaaacaag tcatacagat ttgtgtatat gtgtgcatgt 20880 
acgtatgcat gtttggtgaa tttgtactta ccactgcaaa agtctcttgg cctgaattat 20940 
gtaataccat tttctacact gagattggcc tgctatactt tgtacttagc ccagacagaa 21000 
attctaaaag cattacctgt tagaaaacta acattttaaa attcaaatgt gcttgtattt 21060 
agaagtgact ggttatatcc caagacatta tctaattggg agagtaacct tgttgtataa 21120 
tttatccaga gttggaaaag cgagggcagt ctgcttccct agacatcttt atttgccttt 21180 
ttagtttgct ctgctaatga catttccaga ggatgaagaa aatgaagaaa aaagtcatac 21240 
aagagaaagt ataataaacc caaaaatatt tttaaaagca tctctcagga aagcatgaat 21300 
cctagttaaa attaaaacat ttctaatata tttacttgac attcatataa gcaatataaa 21360 
aacacacaag ccatctgctt gacgtttttg attaggaaaa gtagataaaa caccaaaatt 21420 
taaaagtaac aacattattc ttgctaaata aataaattag taaaggaaag gaaaaaatat 21480 
tacacagagc agatactaaa gcaaaaaaaa taggacagga aacttttttc tcttacaaaa 21540 



WO 03/007801 



52 



PCT/US02/23041 



gcaattattt aaatcactca aagttccttg 
tctagctgtg tctctgtcac tgcaaagatc 
ggggtttatt tttcttaaag gggtacaatt 
cttgacaata aatacttata actttctaaa 
ggcagtgagt ctcaaaagca cttctaatac 
ctcttacttc ccttttacag atccctagtt 
catgatggct cacgcctgta atcctagcac 
aggtcaggag ttcgagacca gcctgaccaa 
aaaaattagc ttggcatggt ggcacatgat 
aggagaattg cttgaaccca gaaggtggag 
ctccagcctg ggcaacaaga gtgaaactct 
taatcatttt agcctttgat tcatgcactt 
tggcctcact gaagccattt ctagcatcat 
caactctgcc ctctccatgt gccccgagct 
agctttcaac ttctgcatct gctgtttatt 
taatcattga gcaccacaac attccaatca 
cacaaaccct tcccaaggca tgttaccttt 
tatcctgtct tgcactcaca cattgctctt 
ttcacaccca ctctgtaact ggcctcctct 
cagtccctaa gcagtagcaa caaactgcta 
aagttcaagc agaaaggatg taatgattcc 
cacagaaggc ctgggtttct tgttcacatg 
aggggtgagg tcagtgctgc acacacatgg 
aggagacctg gatcttatct atgggtcact 
gaaacaatta cctttattat ctagaatgct 
ggaatgattc caggaagaaa aagatctgaa 
tcccaaggtt gtccaatatg caaataacct 
tgcaaatgcc agaccatggc gaataatctc 
cacggcttat catgtcaaca cttttcttgc 
ctgccacaca caccttgcca acactgatta 
gatttcctga ggcaaggtta ggagaaaaac 
atttagttat ctccaatttc aggtagaccc 
tttgatcagg ttgttttccc ctccccacat 
ggccttcaca actccctcta aatcgatgtg 
agacccaacc taaatgctca atccctatgt 
taggtttatg ctttaatctc ctacgtccta 
cactgacttc aagaattaag ctgtggaccc 
gcgtgtcctg agtttgttcc ttctcatgtt 
gggtgcatgg tctcactggc ctcaggagtg 
gttcataaag gcagcgtgga cccaaagagt 
aaagaacaaa ccttccacag tgtgaaatgt 
ctgcttttac ttccttatct ggccccaccc 
agctgattgg tctgttttgc agagagctga 
cgttttg'aca gggtgctgac tggtgcattt 
taagtcccca ctagattagc tagacacaga 
agacacaggg tgctgattgg tgtgtttaca 
gtccccacca gattagccag atacagagtg 
gacacagagt gctgattggt gtatttacaa 
tccccaccct attagccaga tacagagtgc 
acacagaggg ctgattggtg catttacaaa 
gtatatacaa tcccttagct agacataaag 
ccagctggct tcacctagtg gatcctgcac 
cagtcccgtg ccgtgcgccc tcactcctca 
gccgagtgtg ctccacggca ctcgtcgggg 
ggggaggggg tgggggaggc ttgggcatgg 
gggaggcagc tgaggcctgg tgagaatttg 
gcgcaccctc cacagctgct ggcccaggtg 
tccggctggc agctccaagt gcagggcctg 
tgtgcagccc cagttcccac ccgcacccct 



gcttcaaggc ttctgtgtaa acttgcatcc 21600 
ccaactccta agtagctctt acttttcccc 21660 
caaatgcagc attctgcttt aaagatcagc 21720 
ttgggtgtgt ggactccaga aatgaaggca 21780 
aagaaacatc acaaaaataa gtgctatatt 21840 
tttgttcaac tgaacaatat tctggctggg 21900 
tttgggaggc taaggcgagt ggatcacctg 21960 
catggtgaag ccctgtctat actaaataca 22020 
tgtaatccca actacttggg aggctgaggc 22080 
gttgcagtga gctgagactg caccattgca 22140 
atgtcaaaaa aaaattaata ttctgaagtt 22200 
tgctgtcaag cttgtctgct acttggatgc 22260 
ttcatcgggc ctcgtaactg ttaaactggg 22320 
attccactca agcttggtct cttaccttct 22380 
cacccacatt gaagaaactc ccatcattct 22440 
tcaaagaatg gcttgaaata gaacctcctt 22500 
ttggggggaa taagctgtag gcacttatta 22560 
cacatccatc aaagtctcct ttcttttcat 22620 
gtcctcactt cactgtgtca agcagtcaag 22680 
tagctggtag gttggtgccc acactttcat 22740 
aaatgaattt caacagttta ctgctcacag 22800 
agttccccta actagctttg caagtaccac 22860 
atctgtgtca cagctgagga ctccaaaata 22920 
ggccaacctg ctagtcctcc cctccaggga 22980 
ctagtgatgg gaaggagaca ttattacgct 23040 
tctctctgga cggaaacatt gtctacaact 23100 
tgagcaaaca tcctttgctc agaagacacg 23160 
cctgcatact cccataccca gcccagatct 23220 
caatagctgc agctccctct acaccctgcc 23280 
tctagcagtt ttcctagtca ctttttcatg 23340 
cttcccatag caaagattga tggcatctca 23400 
tcaaaacttc tccacaagcc ttttctggtc 23460 
tggctatttc aaaccctcat atctcctaca 23520 
cctccaacca aacaaaatta tctacaccat 23580 
tatcaggcag acttgcttct tgttttgccc 23640 
ttgtgtccgg aattggtggg ttcttggtct 23700 
tcacggtgag tgttacagtt cttaaaggcg 23760 
tggatgtgtt ccgagcttct tccttctggt 23820 
aagctgcaga cctttgaggt gagtgttaca 23880 
gagcagcagc aagatttatt gcaaacagtg 23940 
gacccggttg ccactgctgc cttgggcagc 24000 
acatcctgct gattggccca ttttacagag 24060 
ttggtctgtt ttacagagag ctgattggtc 24120 
acaatccctg agctagacac caaagttctc 24180 
gcagattggt gcatttacaa accttgagct 24240 
atcctttagc tagacataaa ggttgtccaa 24300 
ctgattggtg tgtttacaaa ccttgagcta 24 360 
tcccttagct ataggtaaag gttctccaag 24420 
tgattggtgc attcacaaac attaagctag 24 480 
ccttgaggta gacacagagt gctgattggt 24540 
tttctccaag tccccactag actcaggatc 24 600 
cgggctgcag gtgcaggcag agctgcctgc 24 660 
gcccttgggc agtctatggg acaaggcgcc 24720 
aggcttgggc cgtgcggtag cccacgggga 24 780 
cgagctgcag gtcctgagcc ctgccccacg 24 84 0 
agcacagtgc cagcactgct gggggaccca 24 900 
ctaagcccct cactgcccca ggctggcagc 24 960 
ctgagcccat gcccacagtg cccacaagcc 25020 
ccctccacac ctccccacaa gcagaggaag 25080 
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ccagctctgg cctcggccag cccagagagg ggctcccaca gtgcagcggt gggctgaagg 25140 
gctcttcaag cgcggccaga gtggtcgccg aggctgagga ggcaccgaga gtgagcgagg 25200 
gctgccagca cgccgtcacc tctcactatg gctgtgtctc cacccaaatc tcatcttgaa 25260 
gtatagctcc catcatcccc acatgtggtg ggagggaccc aatgggaggt aattgaatca 25320 
tgggggcagg tttttcttat gctgttctca tgatactaaa taagtcccat aagatctggt 25380 
ggttttatga agggcagctc ccctgcacgt gctgttttgc ctgccgtcat gtaagacgtg 25440 
gctttgcttc tcctttgcct tccaccatga ctgtgaggtc tccccagcca tgtggaatta 25500 
tgaattcact aaaactcttt tctttataaa ttacccagtc tcaggtatgt ctttattagc 25560 
agcatgagaa cagactaata caatgtcatt cctttccaag acttgctcca tcaaattttc 25620 
ctctccatcc tgcctctcca tcttctttat ttcatatttt ccctgaaatt caagctggct 25680 
aaatttcttt ttatcttaaa aataatcagt cttaattatg tctcctgtgc tctttattga 25740 
tcatcccacc atctatcttt ctttcatagc taaattcctt ggcaaaaata atataaacta 25800 
acacttacct ctctgcccgc tgctttcaca ccataccaac ctgctttcct acagaaaaat 25860 
ggccatccac ttagtggctg caatggacaa aatgtttttg tccccccacc aatttcatat 25920 
gttaaaacct taatcctaag tgatgatttt aggacatggg gcatttggga ggtaattcgt 25980 
ttatgaaaac tgaaccctca tgaatgggat tagtgcactt ataagaggcc tggccagatc 26040 
cagtagctca cgcctgtagt cccagcactt tgggaggctg aggcaggtgg atcacttgag 26100 
gtcaggagat cgaggccaac ctggccaaca tggggaaatc ccgtctctac taaaaataca 26160 
aaaattagtt gggcgtagtg gtgagctcct gtaatcctag ctactcagga ggctgaggaa 26220 
gaagaatgac ttgaacccag gaggcagagc ttgcagtgag ctaagattgc accactgcac 26280 
ttcaacctgg gcaacagagt gagattccat ctcaaaaaga agaggccaga ggactagcta 26340 
gtgctctttt tactgtgtga ggatacaggg aggagccagc attctgcaaa ctggaagaaa 26400 
gctcccacca gaacccaact atactggcat cctaatctca ggcttccagc ttcaagaacc 264 60 
atgagaaata aatgtctgtt tctaagcaac ccagtccgta gtaatttgtt atagaattct 26520 
gagctaagac aatggccaaa tcaaacatac ttttcagtcc atttcctaca tttcccttct 26580 
gtggtatgac atgctgttga tctccacgtc tttgaaatca cttctccacc actacactat 26640 
aagctcctta agagagaaac catgtcttct tcatctttat gtactcagtc ccccacagag 26700 
tcaacgcaca taaaaatggc taaataaatg attttttttg caccgattat ctcccttcgt 26760 
attggcgctt tctcttttac tccattagtt taccatcctt taccttccct ttaaaagctg 26820 
gagttcaccc atgacctctc ctcttccttg ctctgaagcc ggaagactga ctccctaact 26880 
aaattgctta ttatgccaca aaactttttc tcttttgcag gcatccatgg atttctgatc 26940 
attactggac ttaccaatct atatgtaaca taacccctga cattcaacat gtttaaaatt 27000 
caactcatta ttcctaccca ccttaaaacc tcctcaattc ttagtgttcc caaacgtagt 27060 
agtaccaccc tatgctcagt cattcgagcc agaattatga gacacatgcg ccatatatgt 27120 
actttcaggg ggtctctttt gatttaatct agccagcaac cctccagcca gtcccatttc 27180 
tactgcatgt gactgtctta gttgaatccc ttgtaatttc tcacctaaaa tattgcaact 27240 
gctcttcctg ttcttacctg ttctcccctg ttctccacac ggctactaaa gtgattattt 27300 
ggcaagtcaa acctaactgg gtcaacactc agctttaact tctccccatt gcttagagaa 27360 
taaagtgtaa gctccttagc aaggcatacc cagtcctatt catggcctca gtctgcctat 27420 
tcttctagca ttgttccctg ttcattctac aaagtcgttc tgtgcaaagg ctcattaaag 27480 
catgtgcttg ttctctcatg caaggaactt ttgctctcct attcgcttca tttgcaagtc 27540 
tccctaccct tgactgtaca gtgaactcct actcatacgc cacctcaaaa tgagcatcat 27600 
cctctcctct gtgaatggac cacaaggcat ttagaagctc ccttcaccct gatggatatt 27660 
atggtgtaga tatccctaca tcacagcaat cattacattg ttttatagct attaatattt 27720 
cttcacatcc ttcatgatct atgatctttg aaggaaagtg tatttgtctt ttatatcttt 27780 
gtatgagaag tagtaccata cagtgtaaca tcttttgagc caaacacatc agacattggc 27840 
tgaatgttct gcaaatatat ctgaacgttt gtattagaga tttaatttct ctagtccttt 27900 
gttttttaac ttaaaatgga ggtaaaacaa aatggagaat gcttgataca gtaccaggca 27960 
cataaaggct ctcaataaat gatagatgct gtcattagtg gcatcaccat taccattatt 28020 
atcattatta ttattactaa tgatttccac tgttcttctc aaagcctggt actcctcagg 28080 
taatcattaa gtgttttctg aataaataat ttataattat taaatatata tatatgatta 28140 
ccttaaatgg ttatcttgtt gacattgact cagttatttg ctattgttcc tccaataact 28200 
tctaaagtga tcttttcaag tagatattta ttaaatattt attgactgaa tttctcagtg 28260 
atcttttgct tctgtggaca aagaaagaat aattatttca tttctttttt ttgggtatat 28320 
atatatatat atatatatgc tttatgtact accgtcattt acaattttat agaaaataat 28380 
gaatgtatag agtttatatt tggattcaac taaaatttgc ttgctattta aaagactgtc 28440 
aatagaaatt aaagttaggg cttttgaaaa taagcctgat ttaatatact taagcctcat 28500 
gaccagtttt taaaactctt gagaaacaac ttggaaatat catatattat gcacagccta 28560 
agattaaagc acccatgttt ctctctcgaa ctcttctgga atgtaaagca ttcaagattt 28620 
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attgataaaa aagtaagtgg ggccaggtgt 
gggagactga ggaggctgga tcacttgagg 
gtgaaacccc atctccacta aaaatacaaa 
taatcccagt tacttgggag attgaggcag 
tgcactgagc tgagattgca tcactgcact 
tcaaaaaaaa aaaaaaaaaa aaaaaaaaaa 
aattaatgtt aattaagcaa aagattgtaa 
ttttgtagat atcctgatgt gactataatg 
agtcaacatc ctcctgtggt cctgttggca 
tgttggcact tggtatggct gctctgggta 
aattgcctca tactccatat tgtcagacat 
caaatgccta ttttgaccac agagtttctg 
ctgctaactt caacaaaact attacaaact 
gtttcaatcc caccctttcc aagggaaact 
agacatcatc ccagtaatgg acaagagtta 
cagaaagaat attcaaaaat tagaggaata 
gctattactt gaaagctata tctatatatt 
aagacccttt atctctgtgg ctactttctg 
gactcctgaa aaggagattt ttgcatgtgg 
gcaacccagg cttctattcc cttgtcagtc 
ggcccatact ctcatctttt caccaaaatg 
atgtattttg tgaactttta ctggagttga 
tcgtcaggga attcatctca ccctattgat 
cttgagttta aaccatggtg aaaatgtgta 
ttactctttt ttggttaact tgtctttgtg 
ataatagcaa acacaaaaaa tatttttgaa 
gatgcacaga tgaaattggg acagataacc 
cactcattaa cttaaaagta cttttagtgt 
gattggatat tgatgtatgt ccagtgtggc 
aagctgttaa ttcatgtcca tttacctatc 
ttgtcagttt ttttccccct tcccttcatc 
gctggaaaaa tctggtgatt actaaattaa 
gaaaaaacac agtcctgatt gtcatattct 
aagaatagcc ccatgctttg caggatatga 
ccatatctaa tgatgatcag tgactccgtt 
gaagtgggta cttcttatat tacaaagata 
taaaaaacat gggacctctg gattctaatt 
ctatcagtca ctaaatgtct gcaaatctta 
agagaggtat tgtgtagaca gggactatct 
tgaaaagccc agccctggga aggtctgagg 
caagctcatt tcttggaaga tcagcaggtt 
atcagatggg acactgaaga agtaagcagc 
aagaattgga atttgattct aagtttaaaa 
aatcatgtga tttgatttca gcttttaaat 
gagactattg cagtaggaca atattgcaga 
ggcataatga ataaccaagt atgaggtgca 
aaatgaaatg tgttttgaat taagttgcat 
ttttttagat tacagaagct tagcattttt 
acccaagctg gagtgcagtg gtgtgatctc 
aagtgattct cctgcctcag cctctcaagt 
gcggctaatt tttgtatttt tattagagac 
tgaactcctg acctcaggtg atctgcttgc 
cgtgagccac tgcacccagc ctgaagctta 
accatttggt tgcagattta gaatacaaac 
ctgttactct agaataacac ttaatagcac 
acttttaaga gttacagaat ttttgagttg 
actctcgctt tacagataag gaaaccaagg 
ttttgttttt tccaagttaa ctgactttct 
tggcaacaag ttcaagtatc ttgattctta 



ggtggctcac atctgtaatc ccagtacttt 28680 
tcaggtgttc gagaccaact ggccaacatg 28740 
aacttagctg ggtgtggtgg tgcacaactg 28800 
gaaaatcact taatcccggg aggcagaggt 28860 
ccaacctagg taacacagtg agacaccatc 28920 
aaaggaagtg gcatgtttgt agatttagtt 28980 
gaaaccctag tgtggtaaca tagctttgct 29040 
ctgtctagga cgctggagaa acatcctcca 29100 
ccctccagtg atgctgggta gccagtgttg 29160 
atgatgatga tgacttcata tatgagtgtc 29220 
tttgcaaaat gttctttgtt aaacacatta 29280 
agtaaagcca atcaaaaaac taccaaaaga 29340 
tcaatggctg gaaagacatt gagaccaaca 29400 
tttaaagcct tcatatcctt ctaactcacg 29460 
gaaacacaaa cttgactgac tgcctttcac 29520 
tgactatcaa aaacatttac aaagtatata 29580 
ttttttcctt attttactat acataagaaa 29640 
acatatttct caccgaacta taacctaaaa 29700 
cagtaacacc agtcctgtga cagggaaaga 29760 
atcagaccac tgtccatttc cataccacat 29820 
agcagcattc ataatttcta aatttcaaag 29880 
gtgctttaga aataaggcaa aagagtgcta 29940 
aaagctcaga tcccacctgt agtgggggtt 30000 
cactgctgac ctctggtgga gatttttatt 30060 
aaacaaggga attttacacc aattaccttc 30120 
gtcaatttaa atactgtgtg ggacctgtca 30180 
tatcaatttg ctcgttgctt acctgctagt 30240 
ctcttaactc tgctacaaaa aagattggaa 30300 
ccatttaaaa catctgccat aaccatttaa 30360 
cacacgtcaa ttacagctag tgaaatgcat 30420 
tctgaaacat tctaacacaa aactgtgctt 30480 
tgttttattt ttgtcttagc atgtcttttg 30540 
tcttatgctt aagtgcaaca attggaactc 30600 
aaaatagttt. gaagtccaaa gttccaccct 30660 
acagaaagtt ttccctcagt aaacccggag 30720 
caatggcaat ctgtctgcat gtgatttttt 30780 
tctaaagttt gagtaacttt ggacaagtca 30840 
gcataagaga cacaaagttc ttggaagtaa 30900 
ctctgatata tggccagaga caaaaaatga 30960 
gaaaaaccaa gcagaaagaa caatacagaa 31020 
agtgggcccc agaatagagg gatggaaatg 31080 
tcagaccaca cagttcttat agaccataca 31140 
tgggagccat tggaaggttg gaagcaggag 31200 
tttcactctg gaggcaggga agctggtcag 31260 
acatgaaagt ggcttggtct tagctgccgt 31320 
cagttaaaaa caaatttgaa atgtgttttg 31380 
gctatgacaa atattatcat ttaattctca 31440 
tttttttttt agacggagtc tcgctctgtc 31500 
gggtcactgc aacctctgtc ttccaggttc 31560 
agctgagact acaggtgcga gcccccacac 31620 
ggggtttcat catgttggcc aggctggtct 31680 
ctcagtctcc caaagtgttg ggattacagg 31740 
gatattaagt gatttgtcca atgtcacaca 31800 
ctagttgccg tggcttcata tctgttatac 31860 
caacttaaca ttattatgag accatgggcc 31920 
gtaggaactt caaagattat ctccttccac 31980 
gaagttttgt atgtttgttt tttgttttgt 32040 
aaagcttgct caacaagtaa cggacaggga 32100 
gagggatgtt atttccacaa cagcatagca 32160 
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agtccattat ttggtgcttt ctatgacagg 
gaattttgcc tacttcacag ttatatccaa 
tgcggcaacc tgaatggaat tggagactat 
atccaaacat atgttctcac tcataagcag 
aaatgataca atgggctttg gggactcggg 
agcctacaaa ctgggttaca gtgtatcctg 
aattaccact gaagaactta ctcatgtaac 
gaaataaata ataaaataaa ataaaataaa 
aaaaaaatgg atattttaca tggtttctat 
ataaagatat ttaagacact aaaacaaata 
ctattgaaca tctattttcg ggcactataa 
tagccctcta ggagattgta atcaagtggg 
aatataacat ggtaaaagcc aaaacacaga 
ggagcgataa ctaatcgtat ctagaagagt 
aaaccttggc caataagcta ggtgatgatt 
gctaggcaga caagaatgag attttccctc 
agaaagtatt tcccaaaaat taaggaagta 
ctctctgatc atattggaag aaggtcataa 
attctaaatc tttatcaaaa aatgcattac 
atttcacagc cgctacatgc tttcatgcta 
ggagcagtgc tactattact gtttggtttc 
agctcaccct cctctcatta ctccaaccac 
cttcaggcta gacctaccag agcaagaagg 
gtctcttttt cttgattgca atttacaaag 
cctagcggct gagtcagaat gttcaaaatt 
gtactaaatg taaaataaag agcactgatg 
atacagtctt ctaatataac accagccata 
tctttcttgt tagaaaatta gctcattaag 
ttctggtgct tagaccaggg cctggtacag 
gaatgagtaa ataaattaaa aaccatcctg 
catcttagca gaataataga atctctgaag 
aggtgtaacc ccactcatca aacaaccctc 
tgatagaaga ctcactgtct tctaaggcca 
aagttgtttg ttttaacaag ctgacaactc 
cttagggctt tcagtgagta aatacaatcc 
gccttgtcta ggccatattt gatttcagac 
ttcacaaatc ctaataaaag attattaaaa 
tcgaagtgat gggttctttc ttgaggtctt 
actatagact gttgacagta accatgtgtt 
ctaatttaat tcttctaatc aaatcatggt 
taggcattgt ttaaaagcca actgttcctg 
ttatgttgac tcaactgaag gactgtcata 
attctttaaa ttgcagagaa attacctccc 
aaggaatcat ggctttattt cctggcttta 
cctcgtaact tctctgggat tcagtgttct 
tatgtaaggc taaagtgagg ataaaatgga 
ccagcacatg acagtggtga tgatgatgaa 
tattgctgct gggaggacct ttaacagttc 
agagggagca agggttttat tcaagatcat 
aggtctactc tcctctctgc agtccagaca 
ggataggaca gaaatgagca gcccaggcat 
tgaggggtgc aggagagaga gagagcacag 
ggtttcttcc cttcacattt aattgctaag 
atttctgtgg ggtccatctg ctcccaccac 
aatgcatctc aatttcaaat gaacagtcaa 
gtgggtacaa acctctgcaa cagcgctcct 
gtgaggagga taagaagggc ctgtcagggc 
gacagatgcg ctgagtgtga aaagaaattt 
cagagcaaac agggctggga ccatcaaagc 



aaataaagac atattttgaa agtatggaga 32220 
atttatcttg ttcttcaaaa taatggcatt 32280 
cattctaagt gaagtaactc agtaatggaa 32340 
atgctaatcc ataaagacgc aaagacataa 32400 
ggaaagggtg agatgggggt aagggataaa 324 60 
ctcgggcgat gactgcacca aaatctcaca 32520 
caaacaccac ctgttcccca aaaacctatg 32580 
ataaaataga gaagttgatt tggctcacag 32640 
gtatataatt agacatttgt tccttaaaaa 32700 
aataaattta tctggttctt tattaaatat 32760 
tagattataa agatttcaaa attaatgtta 32820 
aaagacaaaa ataatgcaaa aatatatttc 32880 
aataaagata gtcatgaaaa cacagagaat 32940 
gaggaaagat ccaaaagtga aattttttcc 33000 
ggctttgatt ttaccccacg agtaatggat 33060 
ttcttgatat tttcaagata taaaaaaggg 33120 
gaagaactga gcttgtccgt gaaggctctc 33180 
caacattctc aggttatgtg atggtagctc 33240 
atttgtggtt cgcatctcca aagctgtgtc 33300 
tgcatggaaa agaaactcaa gggtatccat 33360 
ttttctccat ctacctcctc tcccaggata 33420 
tatctacatg gctaaatctc aaattcatgt 33480 
acaatttcca tgtggatggt gttgagggat 33540 
cagatatcca gagctggttc agaagaaaaa 33600 
aagagattag atcaaaataa caaaaaaaaa 33660 
acctctgctt tgtggatccc attataccac 33720 
ttttactggg ttttctattt cacatatgtc 33780 
aggaaggaat atctcttgct cattttacat 33840 
aagcactcaa caacaacaaa aaaactacat 33900 
aggtatttgg ggccttcatg gtatctatta 33960 
catagcaaga gagggttgtt aaagccctcc 34020 
ttcttatctg tgtcatctga agacttaggg 34080 
tttactaatc tttgaaaggc ttaaatgaga 34140 
tggcttcctc ccatacattc tagctgcatc 34200 
ctcagaagat gctttgctat cgatttgaga 34260 
tgaacttgtt acaagcttta agtcttttca 34320 
aaccaattga aattgctcag cacagcaata 34380 
accttctttt aatcaagaag aaagaaaaga 34440 
atctactttc cgcacacttc ttttcttcat 34500 
attatcattt tccctttaca gggaagctaa 34560 
gttcaaagat ataatgacct acatttgatg 34 620 
aattaatgta tgaattttaa aactaaatac 34680 
tctaggtagg taccatagat tttggaatta 34740 
cttcttcata gctaggtaac ctaaagcagg 34800 
aatttgtgaa attatagtag taacatagac 34860 
atcacatatg tcaaggtggc agcactatgc 34920 
gagaacattg agattcaatt aaattgaaaa 34 980 
cctaatcaaa ctcaaactga catcagatcc 35040 
agagcaagtt agcttcctgc caccattcct 35100 
aagccctcca ggtctagcat ttcctcgaca 35160 
ccttggtgtt cagctttcct ctagcccgtg 35220 
tctagttctc tgcacaggct ctttctctgg 35280 
gacagtcaca taaaaaataa ataaatcttc 35340 
tcacctgcac atgaaagatg cctgctcgtg 35400 
aaaaaatgct cccgtcaagg ctgcctcaca 35460 
cctgaggcag caagttcatc ctgtccatta 35520 
tgcctcccca ggacacaggg ccctcgggca 35580 
tcaaaagcct tcctcgctcc cagcctgggg 35640 
cagctgcttg cctacaggct gacaccccag 35700 
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ctactggggt ttaatttcac attcttactc 
ttttatcgtg gtatatttgt aaaattattt 
ctgtggtgat acaggatcaa aaagataggt 
attaaaattg tcaggggagg gctagggaca 
ttcatgatcc ctctgtccaa tttttccaat 
ttctctatcc tcccctcttt cttccctcag 
ggtgatgtaa ttttagattc aaaagagggt 
cagattgctg ccatataatg gaattcttcc 
cacacgtcaa cacatatttg atattatcaa 
gtttatctca ttttaaatct tacaatgaca 
gttaacaaca gataagccag agtattcagg 
cattaagcct tgggacattg tcagaataat 
tgtcaaactg cctgatacct gagcccaagg 
ggaggaggaa caagaacctg cttgtggccc 
ggaagctaaa tgactaaatg tgatcctcct 
accagaaatg gggaaccggg gcttccagag 
acttatgtcg ccatcaagat ccgatctcat 
aaatctcctc agcctttcta ggaatcagtt 
tcactgtctt tcaaatcctt tttgacacca 
atctactcag aatgtattat tttagagatt 
cttcatgttg cttttcacta gtcacatttt 
taaccttttt tgcactccaa gcagaaaatg 
gggactgtca ctttccacca tcagcagcag 
gaataatgga cctttctgat tcacacaccc 
gcagatcaat gcagatttgg gaaatcaagg 
tgaataaatg acaagtaaaa agagaaaaga 
tccgcatatg taatgccttc agtgcaccct 
acataaaaga actaaagttc agagagttta 
aatgggtgaa gtagaactta aaaccaatct 
ttcctgtcag tcatagtcag ctttgtaaat 
tggttatgct ttgttttaca ctgtaattca 
agaccttgaa gtttcaaagt ctactaagta 
atctttccca agttccatta taaaatagac 
tcttaaatca tgttatactt tatatttggg 
tggggttttt taaattttca cttggggagg 
tttttcttat tacacctatg ccatttccaa 
tggcccacct atcaggacag aggattcacc 
tttgattcag tcacgaacaa ttggctgcat 
gcatgttctc aaatctgtag actttaacct 
ccaccagata atatctgaga ataaagctac 
agcacccaac tctgaaaaaa tcaatagcaa 
agtgtctgtt ttctgttatt agtgagtaaa 
agtccagatt aataaagatt tttagcaaag 
tagcacaaaa catcacaatt aaaacctcat 
tttggtaagc atcacacaag aaagaaaatg 
cactgataag tcttaagtaa taccaaggta 
aaccctgctg accaaaacag gatctggtcc 
accagcagat cgtgacaaaa gccatcccta 
ctctcaccag caccataaga gtttacaaat 
ctttccatgg caatggccca gaagttactg 
actcctcaat ttgcattaac ccactcctta 
gagtataaac acagttgcca agagcccata 
gttagccctg ccctgcaaga agcagtacca 
tctttcctgg gtgaaaataa gaacccttcc 
tcttacacca gtaccacaaa gtgccaacct 
attccctctt tgtgagaatg cctttcttca 
tcaaatccaa agcatcagtt tggctggtat 
tcagtgcctg aggatcctgt gctcattgaa 
tagagtgact gaagacctca ctataatttc 



tctcccgctc cagttacttt tggtgattat 35760 
ttcttggatc ttccctctaa cacccatgtg 35820 
tcctatctaa tcaggaaaga gtaaggaatt 35880 
ctgaattcta tttcttagat gtttccactt 35940 
ctaaagagca gagtgatggg tgcaaatcat 36000 
aagtggagga caataataag aggtggagag 36060 
ggtttttaag tcttcatagc cagtactaca 36120 
aagtattttg ggaggaatca gccttctgtt 36180 
attattttat aactttcaat gtgcttccat 36240 
gcatcagatg ggtgtaatta ttcgttactt 36300 
gaaaaggaag gagaacagtt tgcatcgctc 36360 
tgtcaaataa ttcttttcaa ctagattctc 36420 
atgggagtga gggaggggag tgcagagaag 36480 
ccagctcaca aaaatgaact caactccaga 36540 
tagagcaatt atcactcaga ccaaggagag 36600 
agttgatgtc cccaagatca tggcataaac 36660 
cagcaaccct agcaggcctc cctgtgagcc 36720 
ttctcatcta taatatgaga tgcttagacc 36780 
atgttaagtg gttctaggac aaatcacagc 36840 
taaatggaca cataagccgt aaagggagtt 36900 
tgactagcac tggggttaat atctcagttt 36960 
ccttagattg gaggaatggg tattatgagg 37020 
atctggggaa ggagtcacgc attatttgca 37080 
tctagtcagc tggtctgctc accagggaaa 37140 
aaaaacaaga tggtgacact ggaaagaaaa 37200 
aaggatattc caatattggc accatgcttc 37260 
ccaagaaagg tatggatatc tctcctttac 37320 
tgtcacctgc ctaaggccat tcagtgagca 37380 
gtctgactaa atccaaaaca tcacactgtg 37440 
ttgtgttgtg ttggataaaa tatatgttaa 37500 
ttaaaatact ttgcaattga aataagctaa 37560 
acatcattaa catggaggta ggtgataaaa 37620 
ttccctccta atcacaggta gcaaaaatga 37680 
agagttttat tattttgtat tgaatattta 37740 
tgggcagttc ccagcatcca tttctcttta 37800 
tctttagtgt tacggtggac atgtgaccca 37860 
catctatata gataggttta gggattggtg 37920 
acggcttttt ctgagactat tggaaaagaa 37980 
gtaaatacat gagcccagaa cggttagggg 38040 
tcaatgtaag gcagagcgaa aaaatggaga 38100 
cgactgaaac tatcaatttt cctttttgcc 38160 
agagaactca ctggtccaat ttcattgtat 38220 
cagatttagt gtgaagataa atgaatgttt 38280 
ggattttact tcatcacata atttcgtctc 38340 
tcaggaacaa cattattttc attattttgc 38400 
ggagactggc aggacttgtt ttctggtcac 384 60 
acccaggatg atgtgaagaa actggcagga 38520 
gctgccctca cagctcatta gtgtaagata 38580 
gccatgacaa tgccccgaaa gttaccaccc 38640 
actgctttcc ctgaaagttc tacataaccc 38700 
atttgcatgt aattataaga gggtataaat 38760 
cattgccaac tctgggtgca ctgactgtga 38820 
ttccaaagaa gattaggctt gcccttgaat 38880 
agggtaatcc ccaattttgg ggctcacctg 38940 
tttttaccaa tcagattaaa tttttcctca 39000 
ctaggaaatg gggaccttct ctacatttct 39060 
ccgtccaaga agggaaaatg aaaagcgtgt 39120 
gcacatgctg ctagcagttt tttcaggtgt 39180 
tggactgaaa atggtttctc tagatgctag 39240 
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agagaaagag tggcctttct tcctcagtat 
ataggcagag cttcaaatgc caaagcattc 
cacagccatt ccttgaggca tgcccaagct 
ccatgagcca cagattgtgt ccagagctaa 
gtgcaagaga gggggagtta ttaaggtaaa 
aagacacagc tgggattttc cagcgacctg 
cagaggtgct gaacaatcaa aagaccctcc 
attctcgtac tagtctaaca tatatatttt 
agtttttctt ataacatcca gagcaggatc 
cattctactt tggttctccc cagcattaac 
accaatcaca cttccctgtt ttagaacagc 
aagagtacct aacccacttt ctgccctgtg 
actctaagat attaatagca ctcaaaaatg 
ttattgtcag ataggtattc aaaatttcac 
aaggactggc ccgccatgaa ttgctccgat 
gcaagcccca ggaacaggtg accttgatca 
agggcaggga aagcaactcc tccacaccaa 
tgctgtgaca taaacagttg taaaatatca 
cacactgaga aagaaggaca tgacagccgg 
accccggagc gtcaggagga actgtagggc 
gagggctggg cacacacacg agaaagcgag 
ggaggagaac tggctatcac cctggacccc 
aatggcaaga gtgacctggg tgacatgcag 
atgaatggat ctcgggtccc acatgctgtc 
caggatgatg cctccccaag cagctggcac 
ggagggaggg gggcatgttt aagtcacatc 
tcacgcctgt aatcccagaa tttcgggagg 
gttcaaaacc agtctggcca acatggtgag 
aaaaaaaaat agctgtgtgt gtgtgtgtgg 
gaggctaagt ggggcaggag actcgcttga 
gatcgtgcca ttgcactcca gcctgggtga 
aaagttgggc ctggaagagc tgttgagtga 
tgtggcaggc ctggctgacg ccaggtggtg 
gggagaggct ctggcccctg ggagaagcgc 
ctgaaaggag atagtaactg tttggtttgt 
ttttgtttgt ttttagtgaa actgtcaatt 
gctcctccag atggaagcgg agccggaggg 
gcgggcagag gcgggggtga gctgaaccac 
gtctgccggc cggtgcaccg ggggtctgcc 
tgggactcca agagcggaga tattttgtcc 
aattggaaga ctggggcagg agggagagtg 
agttaaaaat ggacacggcg tcaggatccc 
gtctgtaatg acatttttga cgtggattat 
ttactgagta cacctgggct taacgggctc 
tagactcacg tgttcatcgc ttccccgctt 
ttcagaccct gccttctaca gcactcagac 
tataacaatt taaaatatct tattttacat 
cattaaaatt aacaaataga gacagaagtg 
aacacttttc atcaagataa acattgcctt 
taatgtttac cgggtttttt tttgaataaa 
ttgagaaagc tgtatctcca tctgtcttac 
aggcctccca gatagtatca aggagctgaa 
agacccttca cccaccgtga ctctgaaaca 
ttccttatcc cttcccaatt tcttttccta 
aaaccctgat tttcgttggt caggtggatg 
cgcagcaccc aaagcctttt tccctaacaa 
gcagaaagca atgagacctc taccgacggg 
tatataataa gtaacttcca aggaattaaa 
gttgggggtc agtggcaagg gagatttcta 
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gatgctcaaa tattgtcact ccatgcccag 39300 
tggaagctca gtgtccttca cttaggcaca 39360 
gccagggtga ctgggctagg gggaatctga 39420 
gccttcccta tgaccatgga aagccagaga 39480 
gaggtcagtt ccagttacca tcattgatca 39540 
aggctgtgag tgtgtgggtg ggggaaggct 39600 
ttcccagtag tccctgatag actaccacac 39660 
tctaaagtaa taggttttag gactaattca 39720 
tattttctgt gtagagtttg ctttctattt 39780 
ctctgcatct tgtactactt tgttcttgtc 39840 
attgacattt tgtgtgtgca cggtgcataa 39900 
gtatctccag aaataataca tctgccaacc 39960 
tttccctgta tgcaactcca gccttgctat 40020 
aggccacaca gtctttcctc actgtcaggg 40080 
tctgaatgag aagcagtgag acccaaagca 40140 
gaataataga aaatccacat gctatagaat 40200 
ggttctattg ggccccgaga caaatgcctc 40260 
tgcagaactt ctagttccac attttgggag 40320 
gtagtaccca ccagtcggag gcaatcagac 40380 
actgaaaacg ggaagaaaat gaaaacttgg 404 40 
gaaggaaaat gggtttcaca aggaaaccta 40500 
atttctccag ctgctgcacg gaagtgacag 40560 
ggatgggtgc aaaagccacc ctcggttcag 40620 
aggactctgt gactcagtga cgagtgccct 40680 
tgaggggtga ctgtggtgac atgaaaaggg 40740 
aaaagttgag cctggggctg ggcgcgtggc 40800 
cggaggtggg cggatcactt gaggtcagga 40860 
acccccgccc ctccatctcc actaaaaaaa 40920 
tggtgcaggc ctgtaatctt agctactcgg 40980 
acccaggagg cggaggttgc agtgagccga 41040 
ctctgtcaaa aaaaaaaaaa aaaaaaaaaa 41100 
atgtgttggg agaatgagaa ggaaatgagg 41160 
ggacacgcca gtgcctcccg tgctgcctga 41220 
taggcccggc tgggatgtct ggggctgtcc 41280 
ttgtttgttt tgtttttagt gtggggcgtt 41340 
ctgagagaag ccgtgaggga agcggaatct 41400 
accgcgcggt gggaagccag ggtgggcacc 414 60 
cgcaaaagcg ggaggagacc cgggcacctc 41520 
tttgacttga agcctaaaag ggggtgaatt 41580 
agtcatgcag ggcggtcagc ttaggcttga 41640 
gccccaaact ccttactcat aagggatgag 41700 
cgtggcttaa tgctcatatc ctagtgagcc 41760 
ggcagtgtta caaccctgct cagaggccgc 41820 
ttccggagac attaattcag acgtgagaat 41880 
ttctgctaac atcaaatgca gactcatgta 41940 
ttagaaagta aacgcatact tctgcagata 42000 
tttttatatt aaaattcatt tggatgcaaa 42060 
acatggaaca gcttaaaata caaagatata 42120 
agtgaaactg gcccgattgt ccgtcagaac 42180 
cataaaaatt aaacgtccca ttcttaaaac 42240 
ctaagtttct ttctcgggaa aacaaacatc 42300 
actcaccaga tctctgaaca atgagaggcc 42360 
gaccacctgt ttcctgttga gcagcccctc 42420 
cacataggta catttcttcc ctactatata 42480 
gatttaagac tgatcttcca tcctctaggt 42540 
tactcattgt ctcagtgatt ggcttttggt 42600 
atctgtactg agcccctagc gtctgggtaa 42660 
atgtcattgc ttagtacctg attttggagg 42720 
gtgaggatac cagagtaaac catgttggtt 42780 
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tgattggcag taacatacgt ttaaaatgag agctgagtga gctacaagct tcagcagcat 42840 
gtttaacgca ttctttattt acatgttgta aatgaaaagt tactgcataa cactttttaa 42900 
aaagaaaaaa aaaactttta ttcttgaaat gcccaatttt agttatggat catactaagt 42960 
acaagcaaag gctattttag ctgttcttaa aaccaaatgc aaaatatact ggaataattt 43020 
aaatcctgtt ataaacaaaa gagataagat ataatgacaa ctctaaaata gcaggaaaaa 43080 
ttaactcatt ttaaaattag ttgttagcag gtataatgaa agaagataaa tttaaacaat 43140 
taggaactga tgaagactgt aaaaattgct atttagaaag aataagtgag aaaatgcttg 43200 
ggaaacatgg atatatatca agcaatagat ctgaatgaca aataccctag gctattaagg 43260 
aaattagtca agcaacttaa ttaacttaca atgatttttt caaagctcat ggtagtttgg 43320 
atactggcaa catggtaccc accttcagta aaaggttagg agaaattaac tcaaatatta 43380 
ccagtggtaa ttttcccact aatcatagtc atcattagta aaattataag gttagaaact 43440 
cagcacaaga taaaaagatt atggcaccag agccgtaata accctgagca tgttaaaatg 43500 
aaataaagca ctcagtgtgg tgattcctca gggatctaga actagaaata ccatttgacc 43560 
cagccgtccc attactgggt atatacccaa aggactataa atcatgctgc tataaagaca 43620 
catgcacacg tatgtttact gcagcactat tcacaatagc aaagacttgg aaccaaccca 43680 
aatgtccaac aatgatagac tggattaaga aaatgtgaca catatacacc atggaatact 43740 
atacagccat aaaaaatgat gagttcatgt cctttgtagg gacgtggatg aaattggaaa 43800 
tcatcattct cagtaaacta tcgcaaggac aaaaaaccaa acaccgcata ttctcactca 43860 
taggtgggaa ttgaacaatg agaacacatg gacacaggaa ggggaacatc acactctggg 43920 
gactgttgtg gggtgggggg aggggggagg gatagcatta ggttatatac ctaatgctaa 43980 
atgacgagtt aatgggtgca gcacaccagc atgacacatg tatacatatg taactaacct 44040 
gcacattgtg cacatgtacc ctaaaactta aagtataata ataataaaat ttaaaaaaaa 44100 
gcacacataa caaaacaata ttcaatattc cctcaacatc attaagatag agggaaggaa 44160 
aataaaattt acactggcta gtgaatatgt attttttata attttagaat gtaagcactc 44220 
aaacatttac ttaccaaatc actcttaatt tgtttagaag ttcagctatg taaattgaaa 44280 
tgtgtccttg gcaagggaag actaatcatt accttcatgt aaaagaagtc tctagtgaag 44340 
ggtcacaata gttgaccaga gagctaattt ccattagtgt ataccattca ctaatgatat 44400 
caagactgaa cattgtgaca tttggttata cctcaatagt gagagcaatt ttaggattta 44460 
aagtttcatt gcactgggaa tttgtggtta acattggtat gagtacaaaa agggtgtatc 44520 
taaaacctca cagccaggga aaaacagctt taaataggaa aattggaaac aagtatttga 44580 
aaggaaataa aatctttaat gaagataaat gggtagataa aagcaagtaa tcagtggaag 44 640 
gatattcctg agcaatgcta atgaattatt cactagaatg gagcccacgg gctgctggga 44700 
gctgtcctct ccccactcca cggttcccgg caaaggcaat gactatacca gaactgtctt 44760 
catgcacact gggccaggcc ttgaggggac tctgactgtg gcggatttgg gataactacc 44820 
ttaatattgt tgaaaacgac agcagctagt attaacattc ttgggcagaa tataaaatag 44880 
acacagacgc catggaggaa taaagacaga gccaccttgt ataatagtaa atcacattct 44940 
tgtgaggttt ttgtcagatt caagactaag agtagctttc ttctcacttc caaacaatta 45000 
aaggaaaaag accatttctc tatcaaaaaa aaaaaatcta aatgtatcga tacctctaat 45060 
atcagacaaa cattttagtt tcattgagtt tctgttttgt ttttcagttg taaaatacat 45120 
atggtttcct aaaagatcta cttatcaaga tgagtgtaaa ggttaaatta cctgagctat 45180 
cccatggtaa agttgttcac agactttgaa gttatatgca ccagttatca tccccatcat 45240 
tctcattaga tcatgtttgt acaactctcc cccaaagtat taacatatac atggaccatt 45300 
taagaaacat ttacctccca atagtgtact actgtagtga gtcaggaata cggtgataaa 45360 
taaaacagtt ctctgccctg agaatttata ctcttgggta gaaggtgata ttttagtgca 45420 
atgtgacaat gattctgatt tttttaaaat atggttgtac atgggaaata cacttattcc 45480 
attcctgggt caaagaagtc ttcctggagg aggtgatatc taggacaaga actaaaggat 4 5540 
gtgtaaaact taggaaagta agagaaggtt ttgatgggcg aggacaacta ggcagaataa 45600 
atgacatgtt caaacacctg gaagagacat ttataccaga tttttggaac tcagcacagt 45660 
tcagtttagg taaaatttta aaatgtcatc ctgtgtttac agagagatga aactggaggg 45720 
cttgatagaa accacgtttt caatgacttt atacaacctg caacagaatt tggacttttg 45780 
ctggtggtca acagcagctg ttaaggattt taagcagacc atactatgat catattagca 45840 
ttattaaggc ttgtattgag gatttagaat aagattattg attactatag taatcaatat 45900 
tgaccactgc agcaatccag atgaaatata ctagtaaaat gatctaaggg agaaggagtc 45960 
tgcaaacttt cactgcccat gaagttttac tataacacag acacatccat ttctgtatta 46020 
tctgtggctg ttttagtgag acaatgacag agccaaggag tcacagcaga gactggcctg 4 6080 
caaagcctta aacatttact atatggcact gaccagaaac attgccaccc cttgatctaa 46140 
aaaaaaaaat tatagagaag gagaaagtat ttcagaaata tcaagcagtt aaaatgaatc 4 6200 
atttgtggct ggttaaatgt ggagtaggaa gaaagataag tctaagatgt ctactatgga 4 6260 
ttgaatgaac aggtgattaa taagctagat ctgatatgcc ttctttaaaa atgctcaact 4 6320 
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aatatgaaat aatcatgcta cttgtgatcg 
tgcaatgtat taaacctaca aaattgtcag 
gccacatttt atctggaatc aaaattgaaa 
tgccccttca aatctgattt ttttttcttg 
ttaactatgc atgttggaca aactcaagtc 
ttattatatc taatatctaa aagttcaaac 
ttaatttaca acaaagtaaa aatatagttg 
caagagacag aaccctcttg ttagggaatt 
tagatgcttg ggaggcatgt atccagtcaa 
ttagttagtt ataactttta aaagtcaaca 
tgtaatttct aatacttctg atgccgtgat 
ttactgattt gtttgtcttt ctttaatata 
ttgactaatg agtatattgg aaagattgag 
gctgctttga tttttggtgt ctagagatac 
ttttcttctc atatcctggt ataatgaggg 
atttggttga ttataagaac actatacgtc 
ttgtatatat agtatgtagt atcagtgttg 
tgtatttaag atcgaaagta taaatattgt 
tgggcaggtc cagggcccag gcacattggc 
attgagtcct taagtccttg gcagaggagc 
tttgcaatag aatctctaat gattagttgg 
gattacattg ttttttatta tcttggcaac 
ttctcccctc agtcccttca gtaacatatt 
aactagggac aattaactat tattgtagcc 
tttggggaag aatgtactta ttaacatgcc 
actttgcttg aaagaaacta gagtaactta 
aagcagagtt cttcccagca aaggccccaa 
gcagcaccct ctggccatgc cccagattct 
atccttagtt agctaactgt tgtacatagt 
ttcacatttt ctttctttct ttctttcttt 
tttccttcct tccttccttc ctttctttct 
tttctttctt tctttctttc tttctttctt 
caataaaacc ttcaggactg gaaggagata 
ttgatacggg agttcatggg ccatcaaatc 
aaaatgtact gaccacttac tgggtagatc 
tagtgtagta ttaaacatgg ggtagatact 
gtggtttatc ctatagctac tggttagcta 
attagatttc tgtgattggt tctggcaata 
agcaagaatg aagaagtaac agcctttttc 
agcactggcc ctaggtacag agagatgaag 
tacaagtagg caaggaagac agaagtgact 
taagatgact gctgggcttc tggcttggag 
gactggaatc acaggaggta aatcagatga 
tggaaaatgt ctttattttg aaagaaagtt 
acaatttcca gtaggcagtt ttctatacag 
cacaaagatt gtgacagtca tgatgtagtt 
ttcacccagc tggtgtttga tcataaatgg 
gagagacatt cattttctct ttgactttgt 
agtattctga tgatcttagc aagaaccagg 
taataaacgt tggaacgctt tcataaaacc 
tttccctgta ttccctttgt ttccaatggt 
gcctcataag agtcgttaaa atttatctgc 
tggtcataat gatgatgaga ctttatatgt 
ataattattic aataaatatt ttttctaccc 
ttctgcagaa taaaactaga tgagtaatat 
tctaagcatt ccaattcact ttgcattgat 
ttctggttct tttgtttcca ttcaaagcac 
tttattttta attacagaag atttgtttgt 
agttgatcat tgttacattg tgaaaaaata 



cagcttagtg gaatacaagt aacaacatac 4 6380 
tctatatggt tcaacacgta gatgaaatag 46440 
tgaagattat cttccaagta aagttaaact 4 6500 
aatgacttcc atacttgttt ctctgtgcca 4 6560 
tcacttttct catttgcaaa ataactgctt 4 6620 
attaataaat ccagatagta tgattttcaa 46680 
aggtggctgt aaatttgagt aataaaacgt 46740 
attactgggc ttaaaaggaa ggttccagac 4 6800 
gtccaaaact ggactagata cacactatgt 4 6860 
aggtaaaaat ctccttaatg gccaactttc 4 6920 
gattcacctc tattgagaaa ctcagtgcaa 4 6980 
tagaaccaat cagtctggtt ggcctgtcag 47040 
atgggtcaac tgaaatatat gcctaagtca 47100 
agctttctga acgttccttt tgtcctgcct 47160 
ggaaagagag gatcttttgt ggtatcacac 47220 
atataaaaga agaaatcggg agaacgaaag 47280 
cattgtctat tacttcagta tttaggcatt 47340 
gagtcacgat caattttgct ttaaatcatt 47400 
agctaaggca cctgttaagg gagatgataa 474 60 
tgacttagag ataagagata agaaaattag 47520 
gatggaaatc agaaggtctt ctcacagtct 47580 
ttatttggaa cagcagcata ttttgcaact 47640 
ttggttgagt gaacagtaaa taacaagaag 47700 
ctatgactaa tgaaaatccg tacattgcac 47760 
tgtggggggt aggttaatgt tgctatttta 47820 
cccaaggtta tccagctgtc agaattacaa 47880 
gccaccttgt gaagcaagtc aggaatacct 47940 
aaacacagaa tccatctctg cacaatgaag 48000 
tactaggaaa gctgaatact cccaaagctt 48060 
ctttctttcc ttttctttct tgctttcttt 48120 
ttctttattt atttatttct tctttctttc 48180 
tctttcttac ttttttagga attttgaacc 48240 
gttttaatgg tgaggtgaca attgatgagg 48300 
acactgtcac ttatctttat taattcaact 48360 
agtgttgctg tggcataaat cttaacagcg 48420 
gaaggctttt cttatataac gtgaaagaga 48480 
ctggaaagtt gtgaacagat gtattgttca 48540 
atctggagga tggagtcgag gagaagtggg 48600 
caggagagaa atgatgagga cttgaattag 48660 
acagattatg agatgtatca gtacacacag 48720 
ggatgcagga ggcaagagta aggagaagtc 48780 
aactgactgg atgatggtgc tgttcagaca 48840 
aggctgtatg gggtgcagca gatgcaggaa 4 8 900 
aagtgtgaaa tgcctgcaga catctgaagg 48960 
ctccagacct gaagatgaaa tctgtaccag 4 9020 
ggcactcatg catctgggcc gcccttgatc 4 9080 
aggttagaat ccttagaact aaaaaaaaat 49140 
ttgtttttaa tatttttctt aaagccctga 49200 
aaaatatgca cttcaatatc aaggtgtgtc 49260 
agaaaaatag gaagtgtaat tcatagatgt 4 9320 
ttctctgagt atttttaata tttgccctct 4 9380 
aaaacagtaa acaaaagtaa agaattaaaa 49440 
gtaaatcact aaacacaatg tctttagctc 49500 
actttaatag atctacatgt ttacaaaatc 49560 
taatcaaatt actagttgta aaaaatcaat 49620 
ttgctcttga aaacactttt aagggtttcc 49680 
caagagactt gcatgcaata actgaggctt 4 9740 
tcaggaatgt gtcttctgaa ataaacctaa 49800 
aaattaaaaa ccaagaatgt tagctgaatt 49860 
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ctgatagatc cattccaagt taacctgaaa 
tgtcta'gaat atatgagaag gaaagctcac 
ccaagtggta tcatattgga aatgttttta 
aacctgggac aattgtgatt gtgaccagca 
agttttaaaa ttattattat aactagtatt 
ataagagtca aaaaaattcc atatgcacag 
attttactta tcctttttgg aaagaaggta 
actctgcaga ggctgctgct atctctaatg 
gtgagttcaa atctttcttt gctccttatt 
atctctcagt aataagtttt tttccatata 
gctttgtgaa gattcaacta gttcatgtac 
agaacatact gaaaaattgt gcttcttttt 
agattgacct atggatctct atacacaaag 
aaatttatac ctgattccta ccctcatagg 
acctgagtat ttttaaagca gttttaaaat 
ccttggccta atcctgactc tattcctgga 
caggggaaca ggaagcttct gctcaaatgt 
taactgtatt tactttgtaa aatgatgagc 
agggacagtc tagtcttcag actaaagcag 
aatgtgtgtg gagctgtgaa cagacaggtt 
ggaaatcaag gatgatgctg ctatttctct 
atctagaagg aagtgcaaaa acaattctct 
gcttagagca aggtttagaa catatcatgg 
ttcaacagtg gtctcacagt tcccatttgt 
aacaagatgt atgctcctgg atgaaatctg 
ctgtgcttag tgttgagcaa gccatataaa 
gaggcattta gcatattcct aaactgtctc 
cccataaacc gctttttaat cactgacttc 
ccatgttgat ttttctctct acctaaacaa 
aaaaacaaaa atgaaaaacc ttactgcaat 
taggtcctgg gttttatgga ataaacataa 
tgtgttgtgc cctaatttgg gatttgggaa 
tttctttctg cacctgctga aaaccatgtg 
tgaaggactt gactgagcac ttcagtcacc 
agctctcccc tcagccctca ggcccagact 
ggtcatggac actttccagg ggggaaaagt 
tctaacatac agtagcagca aagcaacttg 
ccaagccttg gttctctaat tgaatgtcac 
tagagacatt gcttaacact taagtaggct 
cagccctgga gaactgttag caaagggctt 
aaatgaggaa agaagtgtcg ctggaaaatg 
acaaaagatg aagatgaaac aaatgttaga 
ctcactggaa actatcatca aagcccttaa 
cacaccagag tgaagttaga tttctaacaa 
acaaagtaat gaaaaatctc aatgcagaaa 
ctgcggattt gttaggaacg tcaagctgga 
tttatgtttc aaaggagaat ttgagcccaa 
taactagtta gtgacttcgg aattgttagc 
tcctgaagtc tatctacaaa tccacccttg 
tgaagttgaa gttcaccaaa tgctggaccc 
gccgatgctc tctgaagtta ggtctgtctg 
tttttgccca ttatgcttct agaatatggt 
tggagggctg gcgaaggcat ggtgcatcct 
tagataggag aaaagataaa aaggcccaaa 
cttaatagga gagggcctga ggctgactca 
cagaaactgg ctaaaggatt tgaatctggg 
ctcacatttt ttcaagaata agtaggaatt 
aacaatcttc gatcaaagga aaagaagcag 
gaaaatgatg tcccgtagaa tccaaagata 



gtacttcttt aaaataaaaa agttgtcatt 49920 
tcattcaatt catacaggct aatggcgaca 4 9980 
gtctgttttt gaacttctga aagaaattct 50040 
tggtttgtaa tgtagctcta aatagggtgg 50100 
tctctaataa aatttttgtc tccagccaaa 50160 
tcatgattag tagataaatg agcaaaagtc 50220 
ggaggctgat ggtgtgcaat gtgattcagc 50280 
atcagggttt ccatagggaa gttcaatcca 50340 
aggtgtttga tttggggtcc attatctcaa 50400 
taaaatggag ggtgatatta acacattggg 50460 
aggaagtatt aatacagtgc ctagcattgt 50520 
gttaacttca tcatcatcat caagtcaatc 50580 
tttgtctctc ttccttgatg gaatacaata 50640 
aaacgcttgt tttagaatca gtatttttgt 50700 
tacactagaa ttcatataga aagaaatcat 50760 
ggtctatttg taaccaagtc aagagaagag 50820 
cctcacgtca ccgaaaaatg gagtgtgata 50880 
ctaatatcaa tttaaagaat aggttcagga 50940 
tagagctagt taggccttgg gaagagggaa 51000 
ttttattggc tatgggaaca ccagagaggt 51060 
tttcatacct tggcagaaga agatctacaa 51120 
gttactactt ctaataatgc aaatcttagg 51180 
aaaatgaggg atttgaaact tcagcagctc 51240 
cttccatacc cataattcag gacttccacc 51300 
aaaatattaa ctgctgtcat gtttaaggac 51360 
ctctctgagt ttcgattcca taaaataagg 51420 
cctattcaaa tattgaatct ttgtgacttt 51480 
ccttagaata aaaaagttta tctcttcctc 51540 
aaacaaaaat aaacaaataa aaaacaaaca 51600 
ctaccctgca ttgaagaatt atatcatagg 51660 
ttttaaacct gttgtctccc aaaacacact 51720 
aaacggtctc agtagagata gctagaaagc 51780 
aaccattgga taagcaaagc ctttcccaga 51840 
agtgtgcttc tcagaaaggg atactgggtc 51900 
cccagccctc tttctgggaa ggaattgtca 51960 
gtctagggtc tgtctagtat aaataagctt 52020 
agccactgag ccctgtggca ggcgtttcct 52080 
tctttttatt aggaggagaa ggagattgcc 52140 
cgcctaaacc cctttctctg acacaagcag 52200 
cattctaatg agagaaactt caaaggcccc 52260 
ttgaaatgac aaatagcggt atttccactg 52320 
acagaaaaca tgattttatt ttgccatgct 52380 
ctgaaatgaa aaaggtatcg acataacaag 52440 
cgaaagtcat ctttgaaata agaaaagctt 52500 
ggaaagcata tggcccaaaa tagtgttgtg 52560 
agccacttag ggatcatcta ggcaaaccct 52620 
aggattttaa gtaacttgct caaggtcata 52680 
aactgccttc cctacctccg tggagccagt 52740 
cccggttact gagacagccc tggtcagggc 52800 
tggtatttgt ccacccccac aactgggcag 52860 
acacatgaca acagccacag ggacaaaaac 52920 
atgttctgga agaataatgg gcaaaaagaa 52980 
aaaacctgga gcctacagaa ttaaacatta 53040 
aggtaaaatt tattatttta aaaaaatgtg 53100 
agaggcgaga tattcagatt gctagccttt 53160 
tagctcaatt tgccttccag atatacaggt 53220 
tttaaaaacg gcatggagcc tgaagagatg 53280 
catgcaaaat actcagaaaa aagataatct 53340 
atgtgtggaa actgtttgga atatgcaaca 53400 
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aaaacaagat atattattta tgaaacagga 
agactgagag agttggcatg aggaaggatt 
ttctgaggtc ttcagcgttc ccagccattc 
tcccaagctt catacccagc tatgaggcta 
ggaacctcaa ttgtaacagg ttcaaaatgg 
tcagcaagaa aggcacctct tttcagtcct 
ctgccctcac tattcccata cctatcctgg 
tcctccttga aatatgtctc taacaatttc 
aattaatatc cctcatctct tgccaagaac 
gtttctattt ttgcctcctt ttattttatt 
cactgcaaat ttaagtgttt ctctcctgaa 
tgaattatga atataagtct ttttcctggc 
accggcctca ttagtttctt ttgctaccat 
atagacactg tttctgttct ccttcaataa 
atgctcttcc ttctttccgg aacacctttc 
atcttaaatg gtactttctc aaagagggtt 
aggttacctt ttcatggcat tctttgcttc 
aattatattg ttttgcatct cttttgctta 
atggcacaag gagacaatcc ataaatagca 
cataagcttg cctcctttac ctctaaatat 
gaaacatacc aaagaaaatt ggagagatag 
gagataggag ggtattccat ggtagctgga 
tgtatatggc tattgatgga taaatcaggg 
gaatgccagg cactgggggg aatcagaatt 
gactggagcg gggggaagaa agagacagaa 
gttggcagag taatcggcaa cccagaatta 
ctttggaaag taattcttaa aagctgccct 
agagcccaat agtagaactc ttctaattct 
ggagtggaag tagctagaag gggccacccc 
gtcgacatat ttgtccataa aaagcaggct 
gtcccatgta ttcagcagta gagattacgt 
tatcattact agatatgaat ggacaatcaa 
agtttgcaat gcaagaacca agattgacac 
cagacaggaa tattaaaaat tttgatagga 
cacacgcaca cacacacaca cacacataca 
ggcaagatag tgttcgtgaa gtttagaaca 
gagaaaaagt tcagaaaata tctcaggatt 
aaaagatcaa ttcagagggc ccagcatttg 
aaggaaataa ataattaaat aaattgtacc 
tctaaaatgc attattattt cacatattac 
atgatgccac attttcatcc acttgaattg 
gatatgttca gacatatatt ttattatata 
ttgtaaaata atttcaaaac atattcagtc 
gtcatatatg ctcatttttc accccaatat 
atgggcatta tgaaacactt ctaactgtca 
ttccaagctt ctgaaaccat ttctgcaagt 
tatagttaat acaatagccc agcttccact 
ctataaagca tgggcattgc tttgcaagaa 
taagtatttg cttccctaat atcaactatt 
cattcacaat aaattttcga cttcaaataa 
ctactcaaca aatacagcac caacatgaac 
tgaaatacac acttgtatgg acactgataa 
aagatataca aaaatagatc ttaatatggg 
attaaatttc tattttttat gttcatctgt 
aattttatct tcactatgaa tcataccctt 
tttatttatt tcattgaagt ctactttttt 
tgtttaaatt tacttgatac atctttgcct 
tatttgagat aagctaactg aaaaccacat 
taaaagattt ttgtctttta gtagggaaat 



61 

tgatcacagt gaaaggagtc tggcatgaaa 534 60 
gctgatagga tgctcagccc acactctctc 53520 
ccagggccct ttcatccatc tagaattctc 53580 
cctttgtgaa atttaaatgt atacattgca 53640 
aacccttggt ccccatctca cccaaagcct 53700 
ttgcttatcc caaatccttg tataatttat 53760 
tacattctgt ccaacatgag aacctatgat 53820 
cttttctgca tacactactc cactactttc 53880 
tattaaaatg atattctcac tgggcttctt 53940 
ctccatatag tagtccaaat tacctttaga 54000 
ctcaaaactc tttaaaaggt gccaatagca 54060 
ctaacttaac aactttgatg ttccaaatct 54120 
tccccttctg tttcataact ctgcttccac 54180 
gcatcatctt tcaccatcag gattttgcac 54240 
cccattaaca tagccttacc caaaatttag 54300 
tccctcactg ccaatctaaa tatgtctccc 54360 
ctttcttaac acttagttag gacagttaat 54420 
ttattataac ctacactacc acaataggaa 54480 
atctgttggc atgtgaaatt agataaagaa 54540 
cctattgtaa tgactgtaag aatggaaaag 54 600 
gagggtattc catggtagct ggaaggtttg 54 660 
aggttttggg ttgatttccg aaagtaataa 54720 
tggaggaact tgctcagtac acataaagaa 54 780 
ctcagagagg ctcatgagcc agtggacact 54840 
ccacaatgga tccatggctc ccatctttct 54 900 
ctccctaaag aaaaaaaaaa ttgtgaactt 54960 
gagagaaaag gagatttgaa tgtggctgat 55020 
gaaattcaag ggagtgaagg cagaggaagg 55080 
tccgggcttc tttgcctgcg caacatgcag 55140 
gcccaattag tcacactttc tgagacacgt 55200 
aaaccagcta cctacctcaa taatcaaaat 55260 
aatttacaag gagctgtgga gaacatcatt 55320 
tcagaagagc tgactccgaa agaaacattt 55380 
tttttagcta actcaagaag tcattacaca 55440 
tacacagata ttaaaaagga ataaccaaaa 55500 
ttgttgaaaa aaataaacca gaagagctac 55560 
taagaatgga aaacagaaaa gttgagatgt 55620 
atgtgtatac tttctagaca gtaagatggg 55680 
atatttcata aatgctaaaa tgacctcatc 55740 
taaggaaata aaagctctgg caattgaatt 55800 
ttattttaaa atatgtaaag agttctttta 55860 
ttagtcttga tcatatataa aattaaatat 55920 
tgactctttt aaatagttac gggtcttaag 55980 
tgcttattgt accatcagga actttaggac 56040 
ccaaacataa tactattaac tcagattttc 56100 
tttgatgttg gcattatttc atatggtatg 56160 
tgtaaggagg gtggctgcct ttcttagtcc 56220 
aacagtaaat ttcactcatt catccaaata 56280 
gcatcaccat tccatttcag taattttcag 56340 
caatacattg tttcaaaatt aatggcagct 56400 
ttgcggtgac aacaatatag gcaccaatga 56460 
ttacatcaag atcttaattt cagaagcatg 56520 
ccttaagcac agtggaatat tcagcttttt 56580 
ccaacattga aagaggcata ttaaagtttg 56640 
ttctatacca aatgacagca tttctgcttt 56700 
atattaatag cttgacacct gatgtctttt 56760 
atcatttcac atttatattt cttgtcactt 56820 
ttggcaaaac actgctgttc atttccaatc 56880 
tacacttagt ttgattataa aatttacata 56940 
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atttagattc atctccctta gctgatttta 
tcttcattct tttgttaaat ttctttttat 
tgtgtgtgta tatatacata tatatatata 
atacccacta cccagcttaa gaaacagaag 
ctaatggatc acattcattc cttcccccag 
aattattttt tatgcctttg ccatatatat 
cctattcctg gattttatac aaagggaatt 
tttgtgttgg tagctgttat taattaattt 
gtacaacctc ccaacagtat tagtaacatt 
aacagcgcac cagaactgag caagatgatg 
atttgttcct ttgaataatt cattatttat 
tgattttgca tgtcttctga acatatatgc 
tagaatatct tagctttact aagtaatgcg 
cctgttccca ccagccatgt gcaaggactg 
cagactttta aaatttagag tccgttctct 
aatgagattg aacatctttt catatgttta 
gtagctgttc agatctttgt ctatttttca 
ctttcatgga aatacttcat atttaagata 
tatcatctct tagtttctgt ttgtattttt 
ttaaatacat gtattttaat gttgattttt 
aatatatgac aaaaatcctt cacttcacta 
gtagaacttt aattttttca acagttaact 
atcggaatgc taagcttgtg ggcattattg 
tctgattctt cacaaaaaaa cttttgcagc 
ttggttttca tcttttacat aagaaaaatc 
atttccctgc ggatctctaa tgccagttct 
aactatgctt ctgagctcag ctctctattc 
gtacacacca tgctacatca ctagagtttt 
tcttctcaac ttgatctttt tctttagaag 
tatgtaaatt tttaaataca tttttcaagt 
agaattacat tgcatcaata agacaagtga 
ctttctatga atgacatgaa atagctccat 
agcatttgat aattttcaac ataacaatct 
gaatcttaag gtttttgagc tagtgcaaat 
gatgcataaa aatgcaaatt gctcttgtat 
ttctactgta ccaggtcctg agctaacctc 
tctatgagct aggtcctgtt attataacca 
agggttcgtt aattcaccct tctacgagct 
cagaatctga ccagtgttta ggctctagtg 
ctcaaattgt ttttgaatta tatttgaata 
atagagaatt taataattct ctattatttg 
aatacggttt tgttttgtta ttcaaattat 
ctagggttca ctactgaata agagtaatgg 
tagcactttg ggaggccaag gcagacagat 
ggccaacata gtaaaaccct gtctctagta 
ggtggcaggg gcctgtaatc ccagctactc 
ctgggaggtg gaagttgcag tgagccgaga 
gagcgagact ctgtgtcaaa aaaataaaaa 
attaagaatt tttctcctga atacgtgtta 
tgaagtaatt gagcaattct ttcattttgt 
ttcattttta aatgttgcac caaccttaca 
agtcttataa taactttggg tttgatttgt 
aacaaaatat taagaacata cctattatcc 
tcttgtacag ttcatatctg attttggtat 
aatctcatgt caacttgtaa tccccagtgt 
atcacaagga cagatttcct tcttggtgct 
gatctgattg tataaaaggg catagcacct 
atgtaagaca tgcctgcttc ctcttcacct 
ccccagaagc agaatcctgt acaacctgta 



gttcttgtca catcatttta taccatgatt 57000 
tgtgaaatat atcatgctca taaaacaatg 57060 
tatgttaata gtaagttgaa taaacatcta 57120 
atcataaatg actttgaagt tcttattgat 57180 
atttaatact atcttgtatt ttgtgttaat 57240 
gcaccttaaa aaaacataat gatcagttta 57300 
gacacctgct atttttgctc tgcatgatgt 57360 
tccataatgt gtggtattcc atccaaagct 57420 
gtgttctata tgaatagtgc tgaccatggg 57480 
actgtgattc tactgtatga gtgcaatatc 57540 
tatttctatt tatttttctt gctatgagta 57600 
aagagcttct ttagggtttc taactaggag 57660 
agatcatttt cctaagtggt tttaccaatg 57720 
ttattgatgt ttgccaagat ttggtatcaa 57780 
aatttctatt ttagtttgtt ttctcttatt 57840 
ttggcctttt attattttat cttttgtgaa 57900 
atgtggttgt ttgccttttt ctcacagatt 57960 
attatctttt tatggttaaa tgtgctaaac 58020 
ataattttta tgatatattt ttaaagtaat 58080 
tcaattgttt cctcttattg ttttgtcaca 58140 
aggttataaa ttattttgcc atactttctg 58200 
tattagccca tttataccta gtgtcccatt 58260 
atatccaact gctcaaggtc atcatcaagg 58320 
ttccggcata aatgggttgt cagcaattct 58380 
agttttccca gcacactaca ctgggcgatc 584 40 
ttatcatctc acatttccac atatgaagag 58500 
tgtgccattg atctgtttgt ctatccctgt 58560 
ataataagtt ttaatgtctg ctaaagcaaa 58620 
tgtcttggtt attttggccc tttgcttatt 58680 
tccacagaac acattgctag gatttggact 58740 
gggagaactg acaacttttc aactcaaggt 58800 
ttattttggt catctttaat gacattctat 58860 
tgcttatttt ttgttaatta tcattcctaa 58 920 
ttaatgacat tctctaacta ttgctattta 58 980 
aataatgata gttactaact gtatgctgcg 59040 
tttatatact gattaaatcc tctcgacaac 59100 
cgtctcagat taggagactg aagcactgag 59160 
ctagcaagtg caagactgga gtttgaaccc 59220 
tatggcctat cgtgatttgc atctgctatg 59280 
acttaaattt taaataatta tatttgaata 59340 
tgatgcagtc ctataatcat ataatctagg 59400 
tatgcttttg tatattgttc tggccaaaac 59460 
gccaggcatg gtggctcaca tctgcaatcc 59520 
cacctgagct caggagttcg agaccagcct 59580 
aaaattaaaa aaaaaaaaat tagcccgcgt 59640 
aagaggttga ggcaggagaa tcacttgaac 59700 
tcatgccatt gcactccagc ctgagtgaca 597 60 
ggtactggaa atcccctctc tcctttgttt 59820 
aagcttaatg aatgtttttt ccacacctct 59880 
ttaacctgtc aacttggtaa agcataaaaa 59940 
ttttatgata caaaatactt ttcatataat 60000 
cataattaat taattaatta aaaattaagt 60060 
aacagtttag actggctttt gatgttctgt 60120 
tgatatgggt tgggtctgtg ttcccgccca 60180 
tggaggtggg gcctggtggg aggtgattgg 60240 
gttctcatga gagtgagtga cttaccatga 60300 
ctccctttct ctcttcctcc tgctccaacc 60360 
ttcgccatga ttttaagttt ctggaagcct 60420 
gaaccatgag ccaattaagc ctcttttctt 60480 
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tataaattgc cagtctcagg tatttataat accagtgaga gaacggacta atacaggtat 60540 
caaagttata ttagctttat aaaattagtt gaagagtacg cttttatttt taaaataatg 60600 
gcaagatatt ctttttgtaa atgtagatca tctctttctt ttcgtttgct gaaatttact 60660 
tgtaaaatca tctgaaactg gtgttttctc tatgggagaa cgttaaattt ttgatttaat 60720 
tttttaaatg tttataggct cattcaggtt gtttttttcc ttacaaattt ggttttgtaa 60780 
attatacatc ttcttgaaga cttttctgtt tctcttaggt tttcaaatat attgacataa 60840 
agttgtttat ggtattattt tattatattg taatctctgc tgcatctata attatgtctc 60900 
ctttttcatt tttactcttt tttatctgtg ccatcttgta tttttttcat tgcagttaat 60960 
ctttctggag gttattttac tttttcaaag aatcaagttt tcatttttta gatcctctct 61020 
attatattgt ttgtctgctg tttcataagt atcttctttt atttttagta ttttctttcc 61080 
tctgagtcat ttgggtttat tctacttaca catttctaat taagttggat gcataggttt 61140 
ttttcagcct tgttttttct aatacagaca tcaaaatcta caaattccca tgaagttcca 61200 
ttttagctgt accccaaaag tttttatttt actttatttt gtcattgaat tagaacttat 61260 
acaaagtact ctagtcataa gtatatacct agtgattttc aaaataatag ctaataattt 61320 
taatccatgt aactatcacc agatcaagac atagagtatt tccagactcc tagtcaatta 61380 
ccccacgcta cttccatcgt ctctgactgc cataatacaa taccacagac tgggtggctt 614 4 0 
aaataagaga aatttggttt gcattcttga ggctggcagt ttgcaattag ggtgccagca 61500 
tgtctgggtt ctagagagga ccctcttcct gggttgtgga cagctgccat ctctgtgtcc 61560 
tcatgtggca tttcctcggt gtgttagtct ctcttctttt aagggcatta atcccacatg 61620 
agggttccca ttctcaagac ctcatataac tcaaattacc tcccaaaggc cccatctctg 61680 
aaaaacatca aattgggggt tagagcttca acatatgaat ttgaaacaaa aacattcaat 61740 
ccataacact tggccacaga atatacctat gtactaaggc agccttaact ttccctcagc 61800 
ttgactatct ttaaataggt ttcttcttgc ctctaggtgc ctgatctccc tctcatccca 61860 
gcactcacgg aatccagatg acataaccac atggccattt tatcagagca ctgactttag 61920 
aaaacttgtc attgtcgatg atttctctgt tccttggaca tgtaaatctt tttaaaagcc 61980 
tcttgacaat ttttcaatgc aggactcttt cctaaggacc tgggagctgt ttcaaaaatc 62040 
atcaaggaag atagcatctt atttccctgt ttctgtggga gggtgggaga ataatatcag 62100 
cgggcacctt gcttgaagtt gtaaaattac ctcctgccat gaagatatga gaaaatttat 62160 
ttttccttta ggtaaggcca agtagaaaac ccacatgtcc taatacctct ccccacccca 62220 
gttctcaaaa actctccagc cctttgtttt agtgaagttg agcacagact gagatctgat 62280 
ctctctcccc tatagtaata gcattgaata aacacttcct tacaggctat cttagtctgt 62340 
tcaggctgct aaacaaaaga ccataaattt ggtggcttat aaacaacata aatttatttc 624 00 
gtacaatttt agaggctggg aagtccaaaa tcaaagtacc attatatttg atgtctggta 624 60 
agggcttatt ctctgcttta tagatggcac cttctcactg tgtactcaca tggcagaggg 62520 
gcaaggtagt tctctggggc cccttttatg aggacatcaa tcccatttat gagggctttt 62580 
tcctcaggac ctaatcacct cccaaaggtc ccacctctta atactgatac attggatgtt 62640 
gggtttcaac atataaattt tggtggaaga cggcattcag gttataggac atgcttaact 62700 
ttgcttagtg caacgtttgc ttcaacacta ttaggctttt gtagatatgg ccaatttttt 62760 
gagtgtcttt actaatttat tcccaagaaa aatgtaggag aattccagtt gttctacatc 62820 
gttgcccact cttgatgttg tcagtggttt taattttacc tactttggta gagttgtggt 62880 
ggtatttcac tgtgcatttc atatgaatgt cttgataact accataacca aatcctttta 62940 
tatttccttc ttggacattt gaatgtcttc ttttgtattt attcaggtgt tttgtgggac 63000 
ccaaagaagc tcgcaggttg caattagtta tcacacatcc tcctgtggca cttccacagt 63060 
gcttgtcttt tatgacattg cctcttttag agagtttcag ccaattattt ggtagaatat 63120 
ccctcaattc aatgccgtct gatgtttctg tacttacact caggtgctga taatgttggc 63180 
aagaatgtca cagaagaagc ttgtgcttct cagtgtatcc tgttaggagg cacaagatga 63240 
gagtttgtta cattcttgga gataatgaca ctaaacaaca gaagcattcc tttaaagttt 63300 
ctgtagagaa aaatgttcag tgtggcacca ttgctagata aaatgaatgt aaataaataa 63360 
gtgaagtaaa aataaataaa aatcagcaag ctttcaaatt tccaaatatt ctgaaatatt 63420 
aaaatatact ttttatttaa aataatatac atagctctta aaagtgatct tatcataatc 634 80 
ttttaaatgt taaaatatca cagtttataa ataggtatat gccaaaccat gaataaccac 63540 
agattagtaa gtgaatttta gaagtagcca atttggaaat aattcaaaat atagttattg 63600 
taattattta attgccataa atttctcaag ttctctaggg cttttttcct cttctctata 63660 
ccgcttttat tttatatcaa ttcaacttac tgagaggaat tttcaaggct ttttttcttt 63720 
tcagcaagcc tgttagccat gctaagcaaa tactgagtgc caggtttttt aacttaatga 63780 
caagtggctg gaaactctgg tgaatgtctt cctctatatt taagaaaatt tatctgttga 63840 
gaaaaacact ttaaaattac cactattgtc ttccggtctc caaaaaagat ataggcaaaa 63900 
cagttttctc aaatactcca taaaattttt cctttaaaaa gagattattt tattttaaac 63960 
aagaaatcaa tacccactag gaaagcaata ccatgtcaga gtgagaaaga gagtgtgtat 64020 
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atcctccaga ggccaaatag aatgtaattt 
aatttttctg ggccacagga tgcccagaca 
tgagggtgtt tctgggtgag actgacattt 
cctccttaat gtgggtggcc cccctccagt 
tgagtaagag gaaatttcac ctgcctgaca 
ctctgactgg aacttacacc accagctctc 
aactactcca ccagctttct tgaatctcca 
agtttccgta attgcatgag ccaatttctc 
cacacacaca cacacacatt tgtccctcaa 
cacagatact aatacccccc ggtgctcaag 
cataatctat gcctttactt caacatcact 
gagatggtcc ccacttcact ctttcccacc 
tgcattgtca ttactcctgt gattggcagc 
tcccggtggc cccaactcag catcaggaac 
ggaactgaat aaaagaatta ggagggacaa 
gcgctagttt tagcaggacc tttcctgaga 
cctgagaaga gaatgcgagg agaggagatg 
actcccgggc actggtggct gagcgtgccg 
cagaccttat tatcccggcc ccgccggctt 
acgaccgcag gcggcggcga ccacagacgg 
tcggcaccga gggcggaccc gcggtcgggg 
ccgcgtgggg gacccggggc ggggtcggcc 
ggcttctcca aggcctcacc ccgccgcggg 
cgggggaccc agggctggct tgagcgcact 
aacgattctg aaagggaaag tgtcttgaaa 
ggtggtgcaa aggactcatc cacgctttgg 
ggcaagagaa gttgggaccc tgggcttttc 
actcctattt cagagtaggg aggagccttg 
cacctgaaaa gaaaatgatg tgtgccacaa 
agagccaggc gtcctaactc ctgacaccta 
cggtgctaag tgtgagtggt tctgtccctg 
gcgtggctca gacacagagt ggctggggac 
ggcagggcgg gcttcaggct gactcagcag 
cctcactcac tgccccaact tcatcctcag 
gcatttcacg tccaggacaa gatgtccaga 
gtagaaagcg tttcccagac ctgtccccca 
tgcattctaa cttgagcctg gattagggtg 
gagaaagcac gggtcgggcg cggtggctca 
aggcaggcgg atcacctgag gtcaggggtt 
ctgtctctac taaaaataca aaaattagcg 
ttgggaggct gaggcatgag aattgcttga 
gattgctcca ttgcactcca gcctgggcaa 
aataaataaa taaataaata aacaaacaaa 
taaatcgagt gcctccttac agtagtgcct 
gtttcattga gatataattc acatactaaa 
atttttagta tattcacaga ctcgtgacac 
aaattcactt ccttagtact cattcttgat 
ttaaaagtaa gacccaaaca tatactgtct 
aggttaaaag taaatgaagg taaaatgtgc 
ggtgactata ataacatcta acaaagtata 
agaaggttat ttcatcatga taaaggaggt 
ttcctctgct agtaagagag attcgaaata 
ataaaaagtc cacaattgtt agagagagct 
tgagccaaat gggagagtga cagtcaggct 
ggagattgga gctggagtct ggaggaaggg 
ttgagtcaga gtggagaaaa gtatctccag 
ccaacagagc ccctgcccca taaggaggcc 
aggtaggcac agggcatggc tggcccaggg 
cgagatcaca aagcactagc tatgaagtct 
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taaaatgtgc aatggttaat tctgtttatc 64080 
tttggaacat cattatgcta ggtatgtctg 64140 
tgcaatggta caccaagtaa agctgactgc 64200 
caaccaaagg cctgcataca acaaaatgtc 64260 
ctggaattgg agcatcagtc tcctcctgcc 64320 
caggttctca ggccttcaca ttcaggctgg 64380 
gcttgcttac tgcagatctt agcacttctc 64440 
ataacaaata cacacacaca cacacacaca 64 500 
tatccaatgg agtttggttc taggacctcc 64560 
tctctgatat aaaatgccat ggaatttgca 64620 
gcctcagcgg cttccccagt ccctaccctg 64 680 
tgcacttcct cagactaacc catcaatcac 64740 
tcctctacca ggcaaactct ctaaaatcag 64 800 
agtgctgggt aaaagggggc tcgacaacgt 64860 
gaagtgcttg cacttagaag tggatttgga 64 920 
agactgaggc caggtgtcag taggcaggtg 64 980 
gaaatgcggt cagacggcca agaacgcagg 6504 0 
ggggcttcca ttcgggcctg cagacaccca 65100 
gggggccttc tgccttcctt ctcaaagggc 65160 
cggcgactgc aggcggcggt ggggcacgag 65220 
tgagtcccta cctcctggga gaggctgggg 65280 
gacgcccctt ccccagcacc cgccctcccc 65340 
aagagcaggt gaccgcacgc gagggccccg 65400 
ggcctcctgc tcttgcaagg aggactccaa 654 60 
ttaactggag gccgaaaccc aggggaagct 65520 
gctgttacat agagaggatt ttggaggagg 65580 
tgtttcaagc aagcaaaggg agggtggcgg 65640 
ggtctttatt tcttacatgt atcagggact 65700 
gtaattagta gcattcctga ccccatatac 65760 
agctcttttc cacccctggc gctggagcca 65820 
ggctgcacat gacagaaaca cgtgcagact 65880 
actgctacgt cctctatcgg ggggttcaga 65940 
cccgtgatgt catcagagac tcacattctc 66000 
gttggtcaca aggggcctcc gcaactggaa 66060 
ggaagagaac agaacaaatg acttactgaa 66120 
gtagatgccc ttcaaagtag ccagaatccg 66180 
gggcaagcag gtgtctaggg tacaaaagtt 66240 
cgcctgtaac cccagcactt tcggaggctg 66300 
cgagaccagc ctggacaacg tgattaaacc 66360 
actgtggtgg gcgcctataa tcgcagctac 66420 
acccaggagg cggaggttgc agtgagcaga 66480 
caagagcaga actctgtctc taagtaaata 66540 
caaacagaaa agaaaagaaa gcagaatcct 66600 
taggtcccca ctctgatttt ttaaatgatg 66660 
aagcaccctt ttaatacgtg caatgcagtg 66720 
tatcaccact aattctagga cattataaaa 66780 
tccgttaaaa aacagagatt gtcagactgg 66840 
acaagaaatt caccttgcat ttacacaaat 66900 
aacatactat tctaatcaaa agaaagctgg 66960 
tctcagagtg gagaatatta ctggagatga 67020 
caaatcctac atagcaatcc tacattttta 67080 
catgaagtaa aaccaaatgt aaccatgaag 67140 
gccaggtgtt gaggtggtcc attaagacac 67200 
tttattcatt tgtgggggca ggggagagag 67260 
gaagagctag taatggaaaa gcaccgagta 67320 
gccccctaat aaggaggtct tggcagtgtc 67380 
tctgaatgga ggggccagag ctagaaatgc 67440 
ggtcctaagc ctttgatggt gcctccctcc 67500 
ggtgggagaa gggcagattt cacccaagag 67560 
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tagaatatct gtaattgcat atggttgggc ctgaaagatt ccatttagga ttttgtcctg 67620 
aagttgtact cttcaacttc acctcttaat ttttcaggat ccttgaaaga agcaaagact 67680 
accctatcat ggtcctaaat aaatggaatt tgcgggatta tgacaataac ccggtaatta 67740 
gtctgagcca gcaatggacc aagttcatca ttgaaatgtt tccaaatagg atgataagga 67800 
cttcttggaa gattaaacat agccatgagc ccccaacaat gccaatccag gataagatgt 67860 
ttcaaaggtc agcagagtct gctttagaga gccggactct tccactttgt cagattcatt 67920 
gatccaggtg caccacgagg tgttgacagt ggcacagact ctccttggct ggccagctgg 67980 
aagtccaggg ctatgcagct gctcaaatac tcaaaccaaa gagctgaggc tgatctgttg 68040 
tgtctccaaa actaaggtag tgttgttaat gacctcagtg atggtaagag acaggtgcac 68100 
aaccttttct cactgaggga cctgagcagt gggaaaaacc acccagagca tacacatgag 68160 
caaagagggt cagcagtgct tctcacccgg taagccctcc aagtaaccag ggtaggcttg 68220 
gttctggagc tcatgcctta ctcagcctgg tgcaacatgc tccttgggag aggttgcttg 68280 
gaatatttga aaaactctta ttaatgcccc attcgtgcag attacaaggc tatcaaaaag 68340 
gaaggtaaag gcctggtgtt tagaaaagaa agaatactct aaaggtatac atcgggttgg 68400 
gagtgtaaga gtcattgact accataaggt tcaaccccct agaagtcctt cttggtaggc 684 60 
agtaggcaga gtccctgagt ggaactgaag agtctgtaca aggaggggac aagtggagga 68520 
gaggagaagg tcaccaccat caaggccaaa atagcccagt aacagaccca ggctcctctt 68580 
cccagttgct cccatgtgga acagcattga gttgacaact aggaagtcat ttcgttccta 68640 
cagtaccagg gtccacatat caggtaacac attgggtccg ggtgtgttag ggcacctgag 68700 
atgccagaaa gctccatagt tgaagaaatg tccactcatg ctattcagtg gcatggcagc 687 60 
caaagattta catatggggt caaggagtga gtggcatatc caactactag tcaagttcag 68820 
catgatggca gctgcctgag tcaggcctac gaatgaattt tgtaaggcca gagtcacaca 68880 
gactacccat gagagagagg agagaggtta gatcccactt cttgccccgt atctgagttc 68940 
acaggaccaa aggttctcat gtcttattag ttcaggagac tcctcattga ctgtgacatg 69000 
ggcagtctgt cccgtgccat gagcaagaat agtgctctta attcattctt agaatggtga 69060 
acctaaatat tctggcttgg cttctcctgg ggttccatca aagtttctat ttgatatttg 69120 
atatgtatcc catggggcta cacggagtaa agcagcaggg ccaccttagg gaaaatgttg 69180 
agacattgaa ttgatggtta ttatctttga agtccttgta ggcaaaattc aggcactgca 69240 
accagggagt aaatggagaa gcaagttcat gcctcccaat ctgtgctgtt tagtagcctt 69300 
cctgatctcc cactgatttt ggtcttcagg aagggctcaa aaaggatgga gggaacttgc 69360 
atgatccacc atggaaactg atttgccaat aattttaaaa gaggggtgtg caactgaggg 69420 
aaagagacag atagcccaat caatcacaca gcacaaatga gaagtgcact tagagaattg 69480 
ccgcagtgag accccaaatt gcacacctga gacatgtagc caggctggga ttatattgtc 69540 
catttccatc agccacttca acctgttctt ttcctgttaa aatatgcgat cattgctgtg 69600 
gcttgtagat gatacagagc atggagaatc catcatgcct cataatttga cccatgtata 69660 
gtttgggctg caaatgtatc gtttgggcca ttattagata caatgtattc aggaagccag 69720 
agaaataaac aaatatggtt ttggagggac tgaagagtgt tgcctgagtc agggaaacac 69780 
atggggatga ctagtccaaa tacagagaac tcatcaacta catttaggat ccagcagaat 69840 
gctctggatg ggatgagggg actagtgtga tcaacctgca aagaacatcc tggccttttt 69900 
gaccagaagg atctgtccct gagcagaatg tttagccttg ctcagggtct ggcgggtgga 69960 
ttatcttttt catgctgtgt tggcatcttt tgaagataat agttcatgca tacagatcca 70020 
ggctaggatg gcatcttgat tcccagggcc cttcctctca tggatcagag gcaatgagtt 70080 
gaatatctgt tatctctggg gcagatgaca aatcattctc catgtttagc tgacatgcac 70140 
ggtctgctca ttgccttgat tggctcattg cctttgtcag catagggagc tctctggtga 70200 
gcacccacaa ggataacaaa gagcttatta ggagtagaat tgaattttat ccgaatgtct 70260 
catcccaaga gagggatgtg ttttacatgt cagcacaatt ttgccagtag ctcaatcaaa 70320 
tgttcagacc attaactaca gcccatgagt cagtgaaaat atagcagggc tcctttgttg 70380 
agggagcctg ggtagccaac catactttat aaagctttgc acatttatgc tgaacttgcc 70440 
aagggataga tctatctcag gttgtatgac agctgcacct cattccagca tagtaaatgt 70500 
taatcaagag acaccgtcag tgaaccaggc ttatgtgtgg cccagaaggt ccttgtatct 70560 
gagttcccat tggccaagtg aaggcagtgg ctcattggac gacatgcctg ggagggggac 70620 
aacactcctg agtccttgcc attgagttga aggccccagc tgggctgggt tttacctgct 70680 
tctgtgtaga acattttcat tcactagaga atactcttaa gccacaccca cctggatatt 70740 
tgaggcctct gctcactcat aacatgattg gaatttggga tcataaaact atgtcacagc 70800 
cgtgagtcac gtactcatgc atatctacct aggcccaata acaggacaat aattgtttct 70860 
caaagtgtat gtgccttttg gctgactccc tttcagctga ctccaggatc ttataagttg 70920 
aaaaacccaa caagtgtctg atgttatttt tctactatga gcgatagtaa aggaactgaa" 70980 
atgttgttga gacctgtaag tcgaatggca aatgtggatc catggggtcc aggggaaggg 71040 
agggtacttg gatggctgtg gtagcctgtt gaatgggccc cattgaaaca tagcagcctt 71100 
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ttctagtaac ctcttagttg ggtcccatca aaatccccac aagggaaatg tgacagtaac 71160 
agtagatgaa taagcccaca aatcactggg catccttttt atttgctggg gcagagacag 71220 
ccaaaagctt ggcagtcatc tcctctaaac gagatgttgt gccacttgcc cagattacaa 71280 
ccaggaaatt cacttggggt ctctgtctgt taatggtgta gttgggttgc tgcgtgaaag 71340 
tcatcagtcc tcaagcacct agtccttatt tggcaatgtc tttgtttggg ttcacaagga 71400 
ggatgtcatc aatagagtgc aaggctagtg cttcctccag gcaagcaact ctccccagag 714 60 
cataacctat tcattgatgg cagctatgtg gggaatttag gtcactttgt gaaaggacat 71520 
taaaggtgga ttgcaaccca ttccacataa aggcaagttg atcctggact tctccgtgtg 71580 
ggaggatgct gaaaaaggca ttgatgatat caactgtccc ataccaagtt ccctccagta 7164 0 
gcctctgtaa gaatcaaaat gtcagatact gccaatgcaa agaatggcac cacaggcttg 71700 
agccacctgt aatagacaga ggatcaccag gtacctgagg ccatgtgcgc aggccagaca 717 60 
gagctactgt atggaggaac agtttctcag gaactttgcc tcaagcttag caattgaaac 71820 
cagcccaatt gtcccataaa actaatattt atggtttatt ttgaaaaagc atataaatta 71880 
accctcatag tcttaaaact caagaaaatt acagttatct gagttccttt ctcaggaagc 71940 
caaccatcag tgcttgcaga tattatcaag cagctaaaac ccaccaggtc tacacatctg 72000 
gacaatgaga aacccgaccc ctcacccatc atgatggcct acgcaaccac ctgcttcctg 72060 
ttgaccaatt cctcttcctt acttctccct aattcctgtt tccccacaca tggttacatt 72120 
tcttccctgc tatataaatt cctaatttta gctggtcagg gagatggatt tgagacttat 72180 
ctcccatctc ctcagctgta gcacccaatt aaagttttca ttcgtctttg caatactcat 72240 
tgtctcactg attggctttc tgtgcagtga acagaaggac ctagatggaa ttcctgatgt 72300 
tttagtgaca taatgacagc agttattttt ttcctctcta aagcaggtgg ggatacaatg 72360 
gcctaggcga cagtaattgg gtacactcac agcctttccc atgtcccact aagatgaccc 72420 
taagtgcagc aatttccatc agggattgag ggtgaaggcc agtaggggca catatagaca 72480 
atacatctat accaagaaca catgcagtca tgggagccat aacgtaaagg cctctagggg 72540 
cccaaaggtc ccttcccaga gacagagcag gtggtggtgg tctcagaccc taaaccagag 72600 
aacattatct gtttccccct catcctggtg ccagggattg tggggatcag aggtagcagt 72660 
gcacagatgt tcagcatggc caagaaggac atttcctccc acctcctcac tgaactctga 72720 
cattggctag ggcttctagt catccctggg gacagaggga cctcagccta acccctagtc 72780 
ttgttaattt gtaaaagtct agctgtctgg ggagaggatc gtgaggctct tcaagtcatc 72840 
tccagagtca ctgggaggga tgacaacaag cataatgctt gaatcagtca taggggctat 72900 
caccatgcaa accctcgtga gctgcctgct gggcccccca tggtctggta tcttggtgag 72960 
gaactcttca gtctcctcct ttgagagccc ctttattgaa tcatcaggct cagagagcaa 73020 
tttgggaatg tcattgccta gatcgtccag tagagggcgc cggatagtca tctttgcctc 73080 
cctgcttctg caatctgttt tcttggaagc agccactctt tccatgcctt aggcatttgt 73140 
taaaatagct ggattgtgtc tgggacggac tgagctggcc ttatgaggtt tacctgggct 73200 
tgataaccag cagtagtggc ataaaaattc ttgaaatctg agtctggtga acagtcttat 73260 
cctctgcttc ccccagcccc tcattgtaga cccagaggac ccccagggtg acttgcgggg 73320 
ctactatagc ctctgcgaag ggcatccaga agtgtttttc aatggcatgg gtcttgttac 73380 
agtgtaccaa acctgccaga tctgtcggag cccaagtagt acccagctga ggaccaatga 73440 
tccccctcgg aaccgaaaag cttctgtaaa caacacatta gcacactcta agggtgccct 73500 
gcggggtcca ctggcacctc ccagacaccc cgtggcatgg ctggcaagtg ttctgcggta 73560 
ccctcagact cttgcagatg aaccaccagc acctctactg tgccctgaag gacttttagg 73620 
ctttttgttt ttccaaaaag gcattgtgct taattgacca ctcagctcct ttgtcaaatt 73680 
gagagagaga gagagagaga aagagagagg gggcatgtat gtgagtactt tcaggtgtta 73740 
aggtgttgaa ttaggacaac tagccccact gaaagtaaca gtcaagcttt tatttgctta 73800 
ctgtgataag aagaggctac ccaggacatg gtgccattat tttccccatg gaacagcacc 73860 
aggaagggtc agatgacaag cagcagaggt gggagaattg tctcattgcc tagaagtccc 73920 
aaacgcaagg ttcctgccat tttgtggacc caggagccaa ggggagggac aggagggatg 73980 
ggatggggga aggatggact agaagtggaa aagtactgag tgctgagctt gagtgcaaga 74040 
gagtgtcttc aaggctcctg ataagaaagt ctcttcagag gctcctgaac agtgtctcag 74100 
cgaaggcctc tgctcccctc ataaggaggg ctctgagtga agctgtctga gctcggaatg 74160 
tagagatgca taaaggcatg gcctggctca agggcctgag tccttgactg cagctcccac 74220 
tggacacttc aatgccctgg ctgtgcacca aatctgtgag cagggcagct tccccccacc 74280 
tcccccatgc agcctgcctt gtagttgcct atggtcaggc ctatgggatc acatatggga 74340 
ttttgaccta gagctggacc tgtcaacaat tatagttgga catgtcaaca ctcatctctc 74400 
aacaattgct agaacaggca gacacaacat tggtaattat atagaagacc tgaacaacac 74460 
tatcaccaac ttcatggaat tcacatttac agagcactac accccaaaac agcagaatat 74520 
acattctttt caagtgatca tggagcattt cctgagatag accatattta ggggcataaa 74580 
ataaatctca atatcttaaa agaatacaag tcattaaaaa catgttatct gactatggtg 74640 
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agattcaatt agaagtcaat aacataaaat 
aattacactt tcaaataatt catgagtcaa 
ttttgaactg aataaaaatg caaaggatat 
ttagggaaat tttttatggt ggtaaacacc 
aattacctgt ttcaccttaa aaaaactaaa 
gggatcatga ccaactcagc attccactgg 
tcatgaatgc aggatgtggg taaactcaca 
gtcatcactc cctggcacca ggctccttga 
gttcaaagga tgcagtgtca caagcctgct 
gacaatcacc cccacttttt ttgctatctc 
agtttagggc ccttgcctac tagaggcaag 
cttttgtctt tgtcttttat tcccgcgttc 
tggtcggtta catcaaaaag tgaaaaaatt 
taaagatcag agcagaaatc aatgttgtgg 
ccaaaagctg gttctgagaa acagcaataa 
aaaagagaaa aaggcacaag ctactaatct 
ttttacagct attaaaagaa aaataagaga 
tgatgactag aaaatgaaca aattccttga 
agaaatatgt aatttgaata gttcactatc 
ccactccagt ctcggatggt ttcaccaaac 
acatctgttc cagaaaattg caaaggtagg 
aattacctaa aaccaaagtg agacaaagat 
tctctcatga atggagatga gcaattctaa 
gacaaaatag gaaatacatc atgaccaagt 
caacattcaa aaattaatcc caatattaac 
aaagcatttg acagaatcca acatctattc 
agagaccttc ttcacctgtt aaagggcacc 
aatgatggga gccttcgtgc tttcccctaa 
cactacttct aatcaagtca gtgcaataag 
gaaagaaaga ggaaattttg tctttattag 
aactaagtga ttttagcaag tttgcaagat 
ttatatttcc atatactagc aacaattaat 
tataatagca caaaatagaa tatacttaag 
gtatactgaa aactacaaaa ctatgctgag 
aacatgcctt gttcacgggt tggaagactc 
ttgatattta gaattcacac agtcctaatc 
aagcaaatta taaaattcac agggaaagat 
aaaaataaag ttggaaaact tatgtcactt 
agtaattcag acaatgtgga attgacatca 
agaatccaga aatagaacca catatccatg 
caattcagtg gaaaatggat agcattttca 
cataggccaa aaaggaaaat taaatccggt 
tgtgactttg gattaggcaa agcattcctt 
caaagaaaca aaatgataaa atggacttca 
tgttatagaa atggtgggaa ttgaacaatg 
acacccgggg cctgttgtgg ggtggggggg 
ctaaagttaa atgacgagtt aatgggtgca 
taacaaacct gcacattgtg cacatgtacc 
gtgtgcaaaa taaagattga aaaaaaaaag 
aaaatgtttt cagatcacat atatgataaa 
aaaatacaat aagaaaacaa aaggccaggt 
ttgggaggcc aaggagggca gatgacctga 
atggggaaac cctgtatcta ctaaaaatac 
tgtagtccca gctactcagg ggtctgaggc 
gttgcagtga gccgagatcg tgcccctgcc 
ctcaaaaaga aaaaaaaaaa aaaaaacacg 
atcgatgaga catttaaaaa gacatttcat 
cattttggtt tttttttttt tttttttttt 
aggctggagt gcagtggcgg gatctcggct 



ctttggaaat catcaaaact ggaaactaaa 74700 
aaaagaaatc aaaaggaaaa tcagaatgta 74760 
caaaatttat tgatgccact aaatcaatac 74820 
tatattaaaa accaagaaaa gtttcaagtc 74880 
aaaataccca aaatgtagag agccagcaaa 74940 
aggctatatg atcaaacagc aaactgttta 75000 
ctgcacctgc cgccaagagg tttgctgagg 75060 
agttatctac tggaaaatct agcgcctatt 75120 
gtgaaccaaa cggccgactg acaattaccc 75180 
ttttacctaa taaatacgga ggactgaaaa 75240 
gtgcccccga ccccttcttc caaatatact 75300 
atcctacttt gttcagtgca tcagggatcg 75360 
aaatgtgaag taatcagaaa aaggaaataa 75420 
acagaaaaac aatagtgaaa atcaatgaaa 75480 
aatttatcaa cacctagtca tactgatcag 75540 
cagaaatgag agcgatggta ttactacaga 75600 
ctattataaa caactttaca acagtaaatt 75660 
aagacacaag ctaccaaagc taactcaaga 75720 
tattaatgaa aatagagttg caatataaag 75780 
attaaaggaa gaaataatac caattataca 75840 
tatgtttctc aactcattct ttgagaccag 75900 
attacaaaat aggaatagta cagactaatg 75960 
aaatatttta acaaattgca tccaatacta 76020 
ggagtttctc ccagtaacgc aagattgttt 76080 
aaaaccatat gatcatctaa aagaaacaaa 76140 
ctgatataaa cacaacaaac tacgaataaa 76200 
tatgaaaagc ctacagctaa tatcacgttt 76260 
gatcaggaac cagacaagga tgtctgtttt 76320 
gcaaagaaaa aaaaaaagct atctaaatgt 76380 
cagacatgga actagaaaca cagctactag 76440 
ataaggctga gatacaaaaa aaaacctgta 76500 
cagaaattga aattaaaaag caacaccact 76560 
gataaatctg acaaaatttg tgccagactt 76620 
attaatcaat aaaaacctaa aagaatgaga 76680 
aatattgcta gtatgtctat tctctccaaa 76740 
aaaattgcag caggctttgt acaagtcaac 76800 
agaggactga aagcagataa aacaactttg 76860 
aagtgttttc aaaacttatc attaagctac 76920 
agatagacaa gcagatcaat ggaatccaat 76980 
atcaactgat ttttgacaaa gatgcaaagg 77040 
tcatatgcaa aacatgaact caaaattgat 77100 
aacacttctg gaagaaacat aggagatcct 77160 
caatatgaca acaaaagcat taagcataaa 77220 
tcaaaattaa gaactgcttt ttaaaggcac 77280 
agaacacatg gacacaggaa ggggaacatc 77340 
agggatgagg gatagcatta ggagatacac 77400 
gcacaccaac atggcacatg tatacatatg 77460 
ctaaaactta aagtatagta aaaaaataaa 77520 
aaatgaaaat tgaagccatg agctgggaga 77580 
agatttggta gccatatcac gagatttctc 77640 
gcggtggctc atacctgtaa tcccagaatt 77700 
ggtcaggagt tcaaaaccag cctggccaac 77760 
aaaaattagc cggctgtggt ggcacacgcc 77820 
acgagaattg cttgaaccca ggaggcggag 77880 
ctgcagcctg gcaacagaga aatactctgt 77 94 0 
aaaacaaaat aaagcaagaa gcaataaaat 78000 
caaagaacat atatggatag caaataagca 78060 
tttttgagac agagtctcgc tctgtcgccc 78120 
cactgcaagc tccgcctccc gggttcacgc 78180 
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cattctcctg cctcagcctc ccgagtagct gggactacag gcgcccacca ctacgcccag 78240 
ctaatttttt gtatttttag tagagacggg gtttcaccgt tttagccggg atggtctcga 78300 
tctccttacc tcgtgatccg cccgcctcgg cctcccaaag tgctgggatt acaggcgtga 78360 
gccaccgcgc ccggcctaag cacatttttt taaatgctga acataattag gcattaggga 78420 
aatgcaacca aaagccggta cacgctgaaa gtaacaacac tggtagtacc aagtattggt 78480 
gagaagagag aaaaaccaga actctcctag gctttactgg gaatgttaaa tgatacaacc 78540 
actttcaaag gcaatttggc agatccttaa aaagttaaac ttacaccttc catatgaccc 78600 
agccattcta cttctatgta tctatataca aaagaaatga agacatatgt ccatacaaag 78660 
atgtatatat ataaatattc ataaaaactt tattttcaat agcaaaaatc ttggtaacaa 78720 
cgtaaatgtt catcaacagg taaatttgtt catcaacaaa tcatggtata cctatacaaa 78780 
aaaatgttac ttaccaataa aagggatgaa ctattgatac atacaataac ataaatgaat 78840 
ctcaaaataa ttgtactgag tgacaggagt catactacaa agcatagatg atgtatggtt 78900 
ccatgtatgt aaatttcttt aaaaatgcaa attaatctat agtgacagaa agaagattgg 78960 
tagttgcctg agcagatcag tggttgggat gggacgggga gagggagaag gaagagtgag 79020 
aaattacaaa gatgcaagaa ggaatttggg agtatgatag ataggttcat tatcttgaat 79080 
atagcgatgg tttgtttcat ggaaaatgtg tcagaactta ttgtagaggt taaatatgtg 79140 
aaatgtattc tgtgtcaatt aaagtgttct tcaaattaga ggtggaagtg agaacaaaac 79200 
tcacagatgt atacctttca gtcctgtgga ttaattttgc ccaaacctgc tttggaaaac 79260 
atgatcccta aatgaatgtg gcctaacaga tatatcctgg cttggtcaaa tttaagtaag 79320 
agctgtaata tgaatggttc atgtaactgt taactgtcag tcaaaaacag agtcaggatt 79380 
aaccactgtt cagtccaact cattaaagaa ataataaagc aggcagcagt cagtggtggt 79440 
ataaacagtg acataagtga gagtacaaac cagtgtaact ttctagggac caatttggaa 79500 
gaagtctcaa aatgtgctca acttttatct caacagtact attgttagga attttaaaaa 79560 
atatattaag gatgtgagca aatatttagt atatccaaaa cagcataata tatattatta 79620 
gcaatctatt atttgttaat agaaataatt ttaattactc aaactgtcta aaattagatt 79680 
caattataga aatccagcca cacagtggaa tactatgcac atcaaattga tgacctggaa 79740 
agatcttaag ggaggttttt cataagggaa gaaataagct actgaaggat atgattaact 79800 
tgtagtaaaa tgcttataaa tttctatttg catacacata atagggaagg atgtatatca 79860 
ctattaacag cagtgattgc tgtgtgttgg aattgtgggt gacttcaatt tttttggaga 79920 
ctttgctgta gtttccaaat tgctgccaca acgcaatttt atttttaggc agaaaaaaat 79980 
taatgtatat ggaggttctt tcttaactaa ggggtgtgct tgagctgtgt ctgagcacat 80040 
atgattagtt agaggactca gtggtgtgtt gcgtaagttc ctttggtatt ttgtgtgttt 80100 
cagagggaaa aggaatggaa agaacagcat agcaagcttc agatatttgc ctcctagctc 80160 
agtcctaaag tgcattgctg agtccctgaa cttgtatctc aggcttatgg aaagatgaga 80220 
aggagctgtc ttcattacaa actgtgtgag acagggggca tgcagggctg tctatgtgac 80280 
agtgacagaa gcagatcact atttcagctg cacatgagac acagggtggc tgcagcttta 80340 
ctctataggg tttgcccttg gctttgtgtg cagtgtcacc tgggcactag tcccctgttc 80400 
agcctggcag tggtggtggg cagagccggg cggatggaag agggctggct cctgaagccc 804 60 
tgagatgctc cataagatcc cctgaaacaa tgggcacaga cttaggtgaa ggcagaggca 80520 
atggcaggca ccccaaacac tccaaaacca gcatagcctt cccaggccca aatttcatgc 80580 
atctgcggcc tcagttattc tcaatggctc tggaactttc agcaaagact ttcacacact 80640 
atccagtgca cacgctttat tttggcattc aagccactgc accaactagg tcacagggaa 80700 
tgttaattaa ggcaagatag gtagaaggaa aggagggtat gtacagcaat tgctcctctt 80760 
tacggagaag agaacctgcc acagaacaag atgcagttgg ttttgtggtg cctgatgaag 80820 
aaaagaaaag ggtggtctgc acagaatctt ggctccattc tgctgcaccg ggaattcctg 80880 
accacagcag tggctgcggc agcctctgtg ccttcctcat tgacctccac gaagcacttg 80940 
tgggcaacct tggacagagg cacattcttc tcagttgaca ttccagaaaa gtctgccttg 81000 
gcttcgtcaa aagcatcgat cattcctaat cttcgaagga aaggctccaa gtcataactc 81060 
tcctccagct ttaatctggg aaggaaaact tgaaccttac tttttgtcaa cttttctgaa 81120 
tttgtccagg ctttgaattt ctcatatgta agtgcttttt ccacctagga taagaaagac 81180 
tcaaacctta aaatttagat gacaatagcc tgatacccac acacccattt attacccctc 81240 
ccccaatgac atgcaattag atggtgagtt ctggtccaag aaaatctaca gatattttct 81300 
tttataaaca caccaagatt ttctcccaaa ttttcatctt ttcacagttt tatggagaca 81360 
agtgtaaaag agctagtaaa cacctgagac aggcagaaat ttttaataaa aacaatttgt 81420 
acctaactcc tttcaaatgt taaaaacatt ttttaacagt ttagaaaatt ctaaccaatt 81480 
cattacatta atcttcatgc aatacatact actgtgagtg ggagagattg tttgacaaaa 81540 
gacaaagagc atggctcaga actctgcttc tgagtctaat gaggggacta ttcagggtta 81600 
aatcagaggg caactcagag taaaagagag ggaattgtgt ttcatctgaa gatgaaggga 81660 
ggcatgagaa gggagcatga gacgagaaat ggggaatgca agaagacttc atcagcatcc 81720 
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ttgtttgtcc tctgcctgtc ctggagttag 
ctatttatca ataaggtaga aagaaaaaag 
tccctttaac aactggagcc caggtgggta 
gactctattt ctagactctc ctaattttct 
acttagggca gtagctttct gattccaaag 
caacatcctg tgcattggtg tgccagagct 
actaaagtcg gccatggtgg gagtatttac 
tgaaggcttc tcccacctcc cagagctggt 
taccttgcaa gtttaccact tcccttcctg 
ttttctctcc tcttgtataa ggtaaatttc 
agtgtggttc caagcatctg tatcacttgg 
acactccatt gaatcaaaat ctgcacttta 
agtgtttgag aatcactgcc aagattgatc 
aatcattggg ctttcaaata gaccttccat 
atatatttag aactctctct tcttagcttc 
actcaacaga aatgcatgaa catgttcatc 
tgcctgtaat aaccccaact ggaaactcct 
aatgagctca gctggactcc acagatactc 
ggtccgtgtt gtcatcggga agcagaatga 
gctccaggac ctgggtgtgt acctcatccg 
acatcatctg cactgtcttt ttttcctaac 
gggtataatt tactaaaaat aggatatatc 
tactgtttct gcacatttat gctgatagat 
gaatagaaca agctattgtt ccagcagatc 
tttggtaaat ggagaaggac acaaaaattg 
tttttgagaa cattcacaga gaagctttct 
cgaagttaag ataaatattc aggcccttgg 
gtccaaactc tggaaagttg ccttgttgta 
gaaggggacc ttgaagagat gtgtaaggtc 
ttttaacttt catatctttg tgcaatatga 
aagctaacaa ctattgatac cagccatttt 
ttacatctgc taactttttt ttcttgtgct 
ataaataggc atagttgcca ctgatattgc 
atagcatcat gcaaacataa ttccaaggct 
atgaccagag atggaaggta gatttgatca 
aattattttt gtttctctct tccttccgcc 
ttcagaaaag aagccaggca cagtggctcc 
aggcaggtgt atcacttgag gccaggagtt 
ttatctctac aaaaaataca aaaattagcc 
ctacttggga agctaaggtt ggggaatcat 
ctgagattac accactgcac tccagcctgg 
ataaaataat ataatataat tcagaaatag 
ttcatttttc caagagaata tttcctgtaa 
aaaaatcttt ccctacctcg ttggttttaa 
attgctcatt ccactttccc ttgaaataaa 
gatcgactgt cccagcatcc agtacctctg 
attgcaattt gtggggaaat aagcattctt 
aggcttggtt gagagacagg ctggagttct 
tggtgtttag cagtgtggca tacacagtgt 
gtaggaaggg caactatcat tttgccctca 
catttgccag acttttgctg agtgcacaca 
cccagagtct tgattctgac tatggggcag 
accgctattg tcattttaag ccagataatt 
aggatgttta gccagcagca tttcttccca 
atccaatggc acctggaggg caaagctacc 
attcaaacct catcagacaa ggaaagcttt 
tgggagaagg cagcctctct gaagggggtg 
agaggggccc aaattgagtt gtccaatgag 
tcagctctaa tattctgggg gaaatgtggg 



cttcaaattc ttcaagatcc atcactcttt 81780 
ggagaaaggc cttccactag catctcccct 81840 
ctcctctcca acgagcattg ttttgatttt 81900 
cataagtggc cacaacagat gtcatccctg 81960 
ggaagccagg aaaatcaagc agcccaccct 82020 
gacccctatc aattgttaaa ccctcagtag 82080 
catgtcatga gaatcagcaa actttataaa 82140 
ttacaagtgc actattagtc ttgcacctcc 82200 
gactctgttc cttttctgtc acagtaagac 82260 
ccacctgtac tttagacttt tgctattcat 82320 
aatcttgtta caaatgcaac atctcaggcc 82380 
acaagatcac tagaatcata tatgtgcatt 82440 
cctacccttc ttccaggact tttgtgcaat 82500 
gcagaataaa gaataatatt ccaaataata 82560 
atcaaaactt gtccactcat atatgtatac 82620 
aaaagacaca caatgatgtt cacccagcac 82680 
caaatgccaa ttggtagatg aacataaaga 82740 
aggctcattg cctggagctt accacggcga 82800 
ccatgctcag ctcctcttcc acatagggca 82860 
cataccccat tttaaactta gcttccttaa 82920 
ggaaaaatta aagttcgatt actgaaaagt 82980 
taactcacag aaactctagg tgtgtataat 83040 
ataaaatctt cattagtaca tcttagtatt 83100 
aaatattacc aggtgagaaa aaaaaaacag 83160 
acattatcct tggaagaagc tgtgtttgct 83220 
catggaagct tccaactaaa aattctttat 83280 
gctgaaggat ctggttagaa aagatgtacg 83340 
gaattggttt tatggccttg gctttcttag 83400 
tgctgttttt aaagcctgca tcaaatatat 834 60 
gagtatcata tttgatggat gtcaaatccc 83520 
aatattcaaa agggaaggta aagttaggct 83580 
caggattgta taactttgac ttttaaggca 83640 
aaaaaggtat ctaactaaat acagagagta 83700 
tagaagaaat tctcctccaa tccaaatcat 83760 
aagatggaaa aacaaaacta tcaataccaa 83820 
attaaagata cacaggaggc attaaattca 83880 
tgcctgtaat tccagaactt tgggaggata 83940 
tgagaccaac ctgggcaata tgacaaaacc 84000 
aggcctggtg gtgtgcacct gtagtcacag 84060 
ttgagcctgg gaggtcgagg ctgcagtgag 84120 
gtgacaaaaa gagaccctgt ctcaaagaaa 84180 
attaaaatca agatcatgtc aaataaatta 84240 
tattacttta agaaagtagc agtatatctg 84300 
agagcattcc ccttgtgtac tttctgtcaa 84360 
tggcattcac aaggaccagc tttgtcaggg 84 420 
aaatcttacc tataaagaat atgagagttt 84480 
ttacaaaaat ccctttgaca cataaggcag 84540 
gtctttctgg gcccctgatg aattaggcga 84 600 
aacatttgtg cttaagaaaa aaatcttgaa 84 660 
atttatggat gtagaaattc aggaccagag 84720 
ggtgacaagt ggctgagttg agaacatcac 84780 
tcaaccttgg cactatcata tccaagcctc 84840 
ctttgttatg ggggctgtct tgtgcattgt 84900 
ttttgacaac caagattgtc ttcagccatt 84960 
cctggttgag gatcattgct ctatgcatat 85020 
ccaaaggatg agagaacaca gatctgtcaa 85080 
aatggggcaa aggaattagg ggggtagaat 85140 
agggtaacaa ggtcatctcc aaggtcccct 85200 
tggtcagcct aagggaagga agggcataag 85260 
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cagccctgga agagcagtga caggtatagg 
aggttcctca ggtgacagta ctgttgaaca 
gaaaacacaa aaggctcttc ccttcccatg 
aggggcatta cttctgctgg acacacagtg 
atgagtgcta ggttggccct tgaaataagt 
gaaattactt gttaggtatt taggatgctt 
agtaaagaac tggcagaaat atttctggtg 
gcaggctcca tgtcgctgca cctccagaat 
gagagcaaat gtagccatgg ccaagttaaa 
tgagctgtcc cattaccacg cggaggagat 
aagccgcaac ttaattgaat gccattctgt 
agattaacag aattccaagg aggagccatt 
ggaggaggtc agagattcaa cattagtttt 
atgacagagt tgcattgctg gcctgtaaac 
atgcaggtca cagtggcaac accctgggaa 
tatagtaatt ccaaatcaac agaaatgaaa 
agtcatttat atgcttcctg cactcttcag 
ctgcctgata gaacttctga cagtattctt 
tagtctcatt tggtaaaggt tcccacaaat 
ttctacaata agtgcttgga caggtcacac 
aaaaatgtat gggccaccta ttcttgcctg 
tccacagcct gagaagaggc agctgagaca 
cactatccac aaaacatcac aggagcatcc 
tgcttccctc actaggcagt ctaacacact 
acagtattgt ggttttggtt aaacgagagg 
cgtgttgaac tgcaaagaag gaaatagcat 
gaatacagag caaggaaggc cccatgggaa 
tgtgtgcaac tgggttcata cgtgtgcatg 
tgtgtacatg tgagtgcttg ggcacctgca 
gtgtgtacat gtgtatgtgt gtttgtgtgt 
aggggaagag ccttgaaatg taagttgggg 
ttaaaaccca gataacttac ctcacaaaaa 
tggctcccag cctctgtcca ttccctgttc 
ggatatagag ggaaggagga gccaagccac 
ccaagtatta caacagtagt agatcaggct 
agattcctgg gatccagagt caccttctga 
ggaacagcac ccagcagcta ccaggacagg 
agaacctcca gccaatagga tggccaagct 
acatcaccct gcatatcagg tggcatgatt 
ctggactagg gaaccttgga attatatgct 
cctcaatttt atgaacagat tttcatttta 
ttcagaagag ggcgggcaaa tttaagagaa 
gaataaccac acttgggact ggggaggagc 
tcagggacag ggaattaagg gggagaagca 
gattgataac agggatgggt gtatcagtaa 
tcataaaatc taaaattgta atttcagaag 
agttatactt tattatctgc tcttctgtag 
atatgtgaat actacttact ggaaggaaat 
cagttctaag caagtactga gtgccagttc 
ctcggtgaat atctccgtct ttgtataaac 
cttttaacgc tgccattata ctctcccaaa 
aaaaaccaca caggatccta ctttaaaaag 
tcaacgtggg caatgcagca ttgacatttg 
cattgtagga tttttgcagc acttctggct 
agttatggga tctaaaactc caggtcttcg 
accgacccct acctcccacc caccaggtga 
cagcaaggca gtgtgcgata attcaggggg 
gatgaattac aactcgggta atacaaacaa 
tgcaatttta cagaagttct ccagaccata 



gcagtggggg gaaggtgtgg agaaacttct 85320 
actggaaaga ccactaggca gatgatgtat 85380 
gtaattattg tattggcttt cagtagaatc 85440 
gttgcgacat aggatggaat ggatgcaata 85500 
gacttaattc ctccaccgtt tacaagtatc 85560 
taaagtatga ctcccccttt ttcctactga 85620 
ggatggaatg tggtctgggc agggaacact 85680 
agggaacaaa ttcagaaaag gccacactct 85740 
aaggaaggag aaggctgcag atcaaactac 85800 
aacatgagag catgaaatgt tgccctctct 85860 
ctccgagcat ggaagggcct ctcagataga 85920 
ttccagggat tttccagcac ggtccacagg 85980 
agaaatcagt acttcatgat ctgataagaa 86040 
tcagcaaaca catacaaaca ggcctgtggt 86100 
gtcccatccc agtcaatcta agcctcgttg 86160 
ctgtctcacc ttcagtcttc tctgccaccc 86220 
tgtcttcagc aaaggacaac tcctccagct 86280 
taaagtcctg caaacacaaa acactgagtt 86340 
gcaaaagcat tttgttttct cttactgcat 86400 
tccacttcaa ggtgcatgcg tgcaattaac 864 60 
gtactgggca aggtgcttgg cttgaggagg 86520 
cccagacact tacaggacat catgagctgc 86580 
ttgtcaaacg ctctccactg actttaatat 86640 
tttactcatt ttgcatcacc agcaccaact 86700 
ctttataagg gaactagatt gttaagaaat 86760 
tttagatctg ggtcatatgg ttggttggaa 86820 
tggagcgtga taggcctgga tcatagggtg 86880 
cgtgtgaaca tctgtgtgca tgagtgcaca 86940 
tgtgtgtgga ttgcatgcat gtttgtgtgt 87000 
atcagggagg ggattaaggg aaacagtggc 87060 
tccaatcaga aaagtcctgt acccaacaca 87120 
cctggctttg gatataatag gcctggaaac 87180 
tcaaatattt taatttcagc caaagaaaga 87240 
caggaaaagt agaggttggc tccctgtgtc 87300 
gatgttcaaa aatgaaatgg attcatcagg 87360 
ggtagataaa cccagagcag gcaaattccg 87420 
gatgtatttg agccttagag gagtcctctc 87480 
tgctgcaatc agttcactaa ttttaagaca 87540 
tttgaacctc actgattgca ttatgccagg 87600 
gaagtaaata gaaactgctt agatttaaaa 87660 
gaaagacgat tgtgtcagtt gtaggtgcaa 87720 
tttgagaggc tacctcagca ggaggcagcc 87780 
tctgtacagc gtgttgaatg atgtggtcac 87840 
gggctgcgtg caggagaatt gacatattgg 87900 
caatttacaa aggacgtaat tcagaagtca 87960 
tgtaattcca agcacgtttt aagtcagtac 88020 
tctaacttac tttcaatttc tttgtcatca 88080 
cacacgtctt ttctccaaag agtctgttgg 88140 
tgttaacttc actgagaagt gactggaaac 88200 
aaagtgcctg ggaacagaaa ccaacactga 88260 
gagctttctc caaacaaacc tctgtactaa 88320 
gtttggccta attgtctagc acagggtttc 88380 
gggccaggac acttccttgt ctcatataag 884 4 0 
tccatccact agatgtcagt agcacctctc 88500 
caagggtccc caggaaggaa aaattcaccc 88560 
gaaccactag tctagcaaat ttattcatgc 88620 
aaggcagaac agaaaaaagt aagtaactgg 88680 
aagcagcaat aaaactaaaa atgtttcatc 88740 
ttataaatta aatgtcaagt cagagtgaga 88800 
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attaaggtta ttcctatatc tctcgatcac ccccagtcca aagcctcact cctccaatca 88860 
gttgaaagaa acaaccacag aaggatgtca actggggtcc ctgggtgcat tttaggagac 88920 
tgtctataca ctcctgatat tggtggcaaa atgatatcca tttggcaatt atctgggaca 88980 
tcttcaccaa tagtcagaga actgttccta aagcattatc ccacacctcg tttgtagata 8904 0 
aggtcataca tcaccatttt gaatcaaaca gattatatat tcctcaaatc actccagaag 89100 
atataagtcc acacttgtgt tacattcctc ttctaggatg cataatcatg cactaaaata 89160 
acccacttaa caaaaagtta atctacgcac ccacatgtct attaaaaata taatgttagc 89220 
aaaagtttaa aatgtaacaa aattggaata ttttgctttc ttgtgggaca gaattatact 89280 
ttatcctact tatcaaagat gtgaatttgc cagactgtat tgatgatctg atctagagaa 89340 
aataactcta tggcttgact tctcccataa acatcagagg agatgatctg tccaacacat 89400 
ttcacctttc tacccctttc tgctcttctc cactgccgag ctgctcctcc ttctacctcc 894 60 
agctccacag gcctcagcta gagcaaaagt acagaaagac agctgtatgg aagcacaagg 89520 
gaaacacact gttctccttc ctttgtgaca agcacacata cctgggacat ctgggctgca 89580 
gtgcttccct ttgcccccat gaagaccatg gccagggcag aggagatgct catgggagag 89640 
aagaatacgt ttcttgagtt gtcctcttcc cccaatattt taaataagct gatggcaaaa 89700 
gtgccatttg cttcacagag gtcatccatc agagaaggtc tgcatcaaag gcacagcagg 89760 
gaaaagcaca taagccaatg actccggtag ccacgcagtc attcatcccc cagtcagtgg 89820 
acgctgaggt ggtaggtgga agaaccaccc tccaaagact tccactccta attcccaaaa 89880 
cctgtgacta catgatctgc cctggcaata aggactttgc aaatggtatt cagttaagta 89940 
ttttgagatc tgagattatc ctgagttatc ccagtgggct taatggaatc acgagcgtcc 90000 
ttaaaagaga gaggcaggag gggcagagtc agagacagag acatgaggac ggaagcagag 90060 
gtcagaggga taggggccac tgatgaagga atgcaacctc ctcgagaagc cagaaaaggc 90120 
aaggaacaga ttttcttcta gagactccag aaaataacat tgctatgctg taccattttg 90180 
gacttaggac ttccagaacc ataagataat aaatgtgtgt catttttcag ccactaaatt 90240 
tgtggtaaag tgttatcaca ccaataggaa acaaaaacac tggtttattc ataaaatagc 90300 
caatctcagg gcctatgact tgtatccctc ttagcaacag gggcacagac accctgcaac 90360 
acctgcttac ttcctccctt ggtatagcag cagccaaaag gtctttgtgc ggacgggtgt 90420 
ggtgcctcac acctgtaatc ccagcacttt ggaaagccaa ggcaggcaga tcacttgagg 90480 
tcagcagttc gagaccagcc tggccaacaa ggtgaaaccc catctctatt gaaaattcaa 90540 
aaattatcca ggcatggtgg cgggcacctg taatcccagc tacttggaag gctgaggcag 90600 
gagaatcact tgagccccag gaggtggagg ctgcagagag ccgagatcac gccactgcac 90660 
tccagcctgg gcaacagagt gagactccat ctcaggaaaa aaaaaaaaag atcttggtgc 90720 
caggcactgt tttcagcact ttccattatc acccaataac acattgaggt cagtatagtt 90780 
attgccccac tttagagatg agaagactga gtgaggttta gtaactcatt ccagaaccct 90840 
caggtagtca taaacgcctg gcacccacag tttgattcca gagcctgaat tcttaatcat 90900 
tacacaaaat ccccctattg ctgctaatta tctttcagtt taatgtctcc aatataatct 90960 
ataaagaatg ttctaaaact tatatatgta attctttatc aataaaaact gtatttctgt 91020 
catcacttcc tgtgaaaaca gctagataca tttcaccaaa tttggagggt ttgtttgaga 91080 
taggctggcc tgaaatatga ggctactgga aagacaaaaa aaaaaaaaat tactttttaa 91140 
agtgactcca aaaagatgcc ccattttccc caagagttgc tgaaactggg ttacggagtt 91200 
gcaaagaaag tccataggca tggatataaa atatgaagcc ctaatcttgt catcgaggga 91260 
gcacttttaa ttagatgcat tgatttttgg atcctcctgg ctaagagggt cttaacattc 91320 
ccctcagctt gaattaactt tagacaacct aaacttgact aaataaacaa actaaacagg 91380 
cttcctcctg cctctaggcc ctttcttcct ttttcttaaa gcattttatt tagagaactt 91440 
gtcattgtaa attctttatc agcccctttg agatgtaaat cttttaaaaa agcttcttgc 91500 
tagttttaca tcccaggaca gtctctcaaa gacctggaag ccatcctttt gaaatgtaat 91560 
catcaagaaa gatagcatcc ctatcaacca gttctgtgga aggtaggagc ctaatctagg 91620 
ggggcacctt gcttaaagtg ctaaaaagct attacagttt actattatta taattttagt 91680 
gcattattat aagtcctaca ttgttgttta tatctattaa accctataaa aacgtgggct 91740 
atttcataaa atattgcagt tcaccaactc atctcaattt ccctcagcct ttttgttctt 91800 
acaattgaga acatttggga aaataaaagg acaaatcatt atctataatc tcatgatcct 91860 
acagatattt tttctattat attatccttt ttttcataaa catgtataat tttaactgaa 91920 
aaatgtagtc aaacaagaaa aatatgctcc agtttggaaa attagcaaat gagcaaaatg 91980 
aaaagtcctg gaaactctat ctagagatat aaattatcgt gcatgtgttc atttctataa 92040 
acagatggag cctcatccag tttcccagcg gcctacaaag tgcctgttgc agcagctctg 92100 
aaactgtatg cccttagtgg gggtcttgga caggtcttct gggtctctta gagcacagga 92160 
ggaaagggga attgagtggc tgagacaagg aagtggggaa caactgtatt aaccaaagta 92220 
tcttcactgt tggatgtttt gcttcctcct aagatatttc gcttcctcct aagatatttt 92280 
tcaacagaag ggtgtctctt acttaaacaa aaaagtgagc ttatatattt ttttaaagtg 92340 
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taaaggcaac actctaaata tagaacaaca gtctaaagca gtgcaaattc tttaaagttt 92400 
aaaataaatg ttagtgcagt tcagaaaaaa acaagtaggg ttagggttat ggttagggtt 92460 
cagaaaacta agtaaaataa atgtgaacca agaaaacaca atcatgacat aatttgcaca 92520 
acagtactct atacttaaga ggttgtttat tatggaacaa aatattcctg tttctcacta 92580 
tcctcacatc ataagacctc tccagagctt atactagggt ctgcagatgt tggaaggcag 92640 
agtagtatgt gcaggcaagt cccggggtcc tccacaacct catctttcac tcgaggacat 92700 
ttcagagact gggaggcagg aaggaatatt cagacttcat agaactgggc caaccagaag 92760 
gtggcaccaa agaaacttaa agatggagag aattgggtaa actgggtaag acagagacac 92820 
aaataaattt ggatttgatc caaccttagc ataagagctt tggactcagg gtgaagcaag 92880 
catgaactta ggttggggtg tgtgtgtgtg tgtgtgtgtg tgtgtaggtg tgtttaatca 92940 
tcctgtctga actattgaat caatagtttc aatagttctg aatgaactga actattgcat 93000 
caatctcatc tttacatttt aactgctctt agttgcaaac tgctacttct gatttcttcc 93060 
atctttcctc ttccttcatc tcatgtcccc acttccattc cttttcaaca ctcaggtgct 93120 
ggtcagtatg tggtatttcc catcaatatc taccctgcag ccacaataca tgtgcacaca 93180 
ctcacacaca agtgcacccc cttggcctct gctcaggtca gaagtcaggc aggggagaaa 93240 
accaggtaac agaatgactc ttccccctgt cttcctggtg ttccaatctc atttggactt 93300 
tatagctttt gaaagggttg gaactttaaa caaaatggac tttacccaat atttctaaaa 93360 
agcaattaat tttaatacaa aataatactt taggtgccaa tgccacaatt agattgtgtt 93420 
ataaaaacac aggaatcaga agtttttatt tccagccaac caaataaatt ggcattaaac 93480 
tagtttttcc ttttcaggca aacaaacaaa gacagaggca attaaatact gtccacagga 93540 
ctcacagaaa aagtgagagt cagcctcaaa agcaagcctt acgtttccaa gtatatgata 93600 
ttgtcctcct cctgggagcc ccaaatacct acgaactacc tcctccactc ccccatcccc 93660 
atacaacatc caaaagtgag tttattcaaa gagcatttat gtagaatgtt cactacctgt 93720 
tttgggagga gaaaatgaaa aataaatgcg ttaatcactg cccagaagct tacaccctaa 93780 
agaagacaca catatggaaa tgcgtagttt caagccagtc aggtgctcta taacaggata 93840 
attttgaaag tgctatggaa atcctcagaa aaaaacaagt aaataaataa ataataagaa 93900 
gaaaacctct acagaatcct ggaaagactt tccagagaag ctggctttaa aagctgggca 93960 
ggccaaggta atttatagat tcaatgccat ccccatcaag ctaccaatga ctttcttcac 94020 
agaattggaa aaaactactt taaagttcat atggaaccaa aaaagagccc acattgccaa 94080 
gacaatccta agcaaaaaga acaaagctgg aggcatcaca ttacctgact tcaaactaca 94140 
ctacaaggct tcagtaacca aaacagcatg gtactggtac caaaacagag atatagacca 94200 
atggagcaga acagaggcct cagaaataat accacacatc tacaaccatc tgatctttga 94260 
caaaccggac aaaaacaaga aatggagaac ggattcccta tttaataaat ggtgctggga 94320 
aaactggcat atgtagaaag ctgaaactgg atcccttcct tacaccttat acaaaaatta 94380 
attcaagatg gattgaagac ttaaatgtta gacctaaaac cataaaaacc ctagaagaaa 94440 
acctaggcaa taccattcag gacatagcca tgggcaagga cttcatgact aaaacaccaa 94500 
aagcaatggc aacaaaagcc aaagtagaca aatgggatct aattaaacta aagagcttct 94560 
gcacagcaaa agaaactacc atcagagtaa acaggcaacc tacagaatgg gagaaaattt 94 620 
ttgcaatcta cccatctgac aaagggctaa tatccagaat ctacaaagaa ctcaaacaaa 94 680 
tttacaagaa aaaaacaaac aaccccatca aaaagtgggc aatggatatg aacagacact 94740 
tctcaaagga agacatttat gcaggcaaca gacacgtgaa aaaacgttca tcatcactgg 94800 
tcatcagaga aatgcaaatc aaaaccacaa tgagatacca tctcacacca gttagaatgg 94860 
tgatcattaa aaagtcagga aacaacaggt gctggagagg atgtggagaa aaaggaacac 94920 
ttttaaactc ttggtaggac tgtaaactag ttcaaccatt atggaagaca gtgtggcgat 94980 
tcctcaagga tctagaacta gaaataccat ttgacccagc caccccatta ctgggtatac 95040 
acccaaagga ttataaatca tgctactaca aagacacatg cacatgtatg tttattgcgg 95100 
cactattcac aatagcaaag acttggaacc aacccaaatg tccatcaatg atagactgga 95160 
ttaagaaaat gtggcatata tacaccatgg aatactatgc agccataaaa aaacgatgag 95220 
ttcatgtcct ttgtagggac atggatgaag ctggaaacca tcattctcag caaactacca 95280 
caaagacaga aacccaaaca ccacatgttc tcactcatag gtgggaactg aacaatgaaa 95340 
acacttggac atagggtggg gaaaatcaca caccggggcc tgtggggtgg gcggggggga 95400 
tgtgagagga atagcattag gagaaatacc taatgtaaat gactagttga tgggtgcggc 95460 
aaaccaacat ggctcatgta tacctatgta tcaaacttgc atattgtgca cttttaccct 95520 
agagcttaaa gtataataat aaaaaagaaa caacccaaat gtccatcaaa aacagaatgg 95580 
ataaatggat tgtagtatat tagtataatg gaatacagaa caataaaaac tgaaagaacc 95640 
atatctataa gttctttagt ttttgacatg gacaattccc acaaataatg tattaaagga 95700 
ttaagccaca gagtaataca gtattattcc atatacgtaa agttcaaaac caggctaaac 95760 
taaatcattc tggatgcatg tgtagacagt aaaactatgt cgttattatc atgaaactca 95820 
ggaaggtggt gatacagagg ggagggaagc ggatgtgatg agggaggagg gtgtgatcag 95880 
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tagggaaaca cggcctccag cgatgacaat attccagtta ttaaactggg tgatgggttg 95940 
tactgctgtt ctttataatt caatacacat tttaaatgtt cttttgtatt tattcaatag 96000 
gtaatgaaac ttattaaaac cacatatcaa aaaaaaaaag aaaaaagaaa agccgggcag 96060 
gcattccgta ggtggtgaaa tgggggatgc aaataatagg ctgaggaatt agcaggtgcc 96120 
aagaatgtgg caggaagaca aagggcatgg tttgtgtggt gcccctgggg tgggtttcta 96180 
tggtttcctg tgagccacgt ggtagtgaga taggacggac ccttatgcca catttaggag 96240 
tttgaacttg agattatggt ctggaaagcc atgcatggtt tttaaacaaa cgtctcatat 96300 
gagtgcattg gggctttaga aagataaccc ggctcagtat ttggtatgaa aagaggctgg 96360 
ggagctggcg cgtaggccac caccatgggc cagggactgc tgaaagcaga gggattgtct 96420 
gcaatagaga agtgggggct ggaattgcca ggcagtgact gctcacatag ggacagagca 964 80 
caggagggcc cagtcccgag gcgcctagct gttataaatt catactcagg gtgggtcgtg 96540 
aaccactgga attttaaatg aggagtcagg ctggaatggg gaatatgact tgttccattt 96600 
gagatgcgtg gaacacacca taccaggtga acctgtaaca aagacagcca aggatgtttg 96660 
taaacagtta gggacgggga tgagtagact gtctagagcc agagacctgg agccatcagc 96720 
atcccgattc cgagaggttc catgagaatg gatgaaacta ^cacagaacat ctagtggagg 96780 
cacaagggaa gaaatccacc tatttctgtg gaatttccaa tatctggagg tagtaaaagg 96840 
aagagacaga ggagggcgag gggagagcgc gcgcgcgaaa cggagactga gacccagcca 96900 
tcagggtgtg ctgggagaac tggggagacg agtctgcccc tgcgagtgga cccagggaag 96960 
agggcgcggt ctacgcagag cccgaggcag ggaagcggga ggggcccgga gagcagccct 97020 
gggtgaggcc ctttggaatg gagaggtctc aggagtgaag cagcagccag aggactgaga 97080 
gtgtctggaa agtgaggaat tggttaaagt aacgccggtg gctgcaacag agaggggcgt 97140 
aggtgaagaa gcacccccaa ccccatccca tttgagagga agcagacaat gaagaagaga 97200 
atatgaaaga tacagaaaga tgaaggcagg ggtggaaaga acggaggggg gggacaggaa 97260 
gggaaggaga aggtgcaacc aataggctgt aagcacaggg gcaagcttgg gcgccagggg 97320 
agcagggact cggcgcctcc ccgatctgcc ccaggcgcca cggaaattcc aggccccgcc 97380 
acccgcactc ccggagcctc ctccgcagcg gcggctcctc ccactcgccc tcccggggct 97440 
cccgcccaag cttccggcgc ttccaaactc actgctcgcg tcaccccccg ctcccatccg 97500 
gcagcaaatc acagcgcagc aaatcgcaag cctagaaaca gacgctccct ctccaggggc 97560 
agcttcctat tcagggcggg tctgggcgca cctgttctcg ggacccggcc ctcggccttc 97620 
gccgggtctc gcggtggggc ttgggacccc ggctggtgcc agggcgaccc ccacagcccc 97680 
gcgactctct ttcccggccg cctcccgccg tcattctcct agttcctgcc cgcctttgcc 97740 
tcgctctgat tcctgctctg gccttcctcc cttcccctct ctcacgcact ccagggaaga 97800 
ggtggcctcc gcgggaacct gggcaectcc gtgcctgccc cgcccggtac ctggcagagg 97860 
cccccacctc ctgctgctgc tgctgctgcc gccgccgccg ccgccgctgc tgctttgact 97920 
attcctcctt tgtagatgct tcacgtccgc cttgattgag ggcaaggctt ccggcagatg 97980 
actcagaacc gttcgattgc tctggcttgt gcaatccctg attctttggg cctgtgtgga 98040 
tgtctgtggg caccggagag agggccagtg cctggtcctt ggagggtggt ttttataaaa 98100 
agtgtacaea ttggctattg tccttttttc accgttgatt cacgtttgac tccactgtag 98160 
ttagacgtcc acccaaacat tctctgaaat tgctcctgat aaggatacta atcattttct 98220 
aattgccttg gccaaaaaat acatcccagg tcttatttca ttttgtttgt tggcgacatt 98280 
tagccctttc ttctttgacc ttcccaggat ttccagagca cccttccctt ctttcctgac 98340 
tcctttgctt ggtatcctga ttcctttcct accattctaa gccctcttct tttcattata 98400 
atatgatctt cttgtatgac ctccactata tccataggtt catgtttcaa cttttaactt 984 60 
atttcttcaa aatctctaac ctgtctcgag ccgtagatgt tacctgtgta ctactggaca 98520 
tctctcagaa acctgggtgt gtccctccgc agttctttta actaaatgat caacagtcct 98580 
gttacttcta tcacttttgt gttcctcctg tccatactct gtcacctcta tcatgtctca 98640 
tgtctctcct aaacaattaa ttttcctacc tacagttctg atccatgcca acctattgcc 38700 
tactctgaag ttcaggtaaa cattccaatt ctaattattt tatacctcag tttaaaatcc 98760 
tttataacat cctcttatcc aaaaagataa attagaaact attgagcaag gagtgtaagc 98820 
ctcttcacgt cttgatttct cccttctttt ctttagagcc atagcaaatt atttacattc 98880 
cttcatatcc tctgttcata tacatggggt tcctggcatg caagcttgtc tttcaaaatt 98940 
cagttcaaat aatgtctcct gcaggaagct ctcacagagc tctccagttt gggaattctg 99000 
cttttaaaga tgcacattcc cactctgcac cccaaaccaa ttaagtaaag atctcttgga 99060 
ggagggaacc cagcagcagt attttgtaaa actcgctcag tgatttccct gtggaatcct 99120 
aaaagtaact gttcccaaga actctcctca ataagtcttg gtgcaggatt cacccccatc 99180 
ttttctccat gactttgaaa cccctctctc tagtggctac agactcacat ttgaactgfg 99240 
cccaaactta ccggctctgc cagttgaaaa tgccaaggtc acttccccat tgtgcatcaa 99300 
tttctccttg ttggtcagaa ctagatccag actttgggcc ccactttgtc catccactcc 99360 
ttttcctctt tgaccagcaa aacagattaa aagatgaaaa atgcttgttt tcctccgtga 99420 
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aacttccagc aaatgcctgg tggtttgaag tcctttacaa aggatataat ttggcccctg 994 80 
ggagtttggt tgtaaacaca gatatcccat gtaggaaaca cagtgcgtgc aggtgcaaag 99540 
aggcacaaga tagcaccatg aaaaccatga cgtatccagg cctgcagtgg tacagatagt 99600 
gtggatgagg cactgcaaga caacgtctga tgtgtccaca gggccatgtc gtgaaggcca 99660 
tgtggacgct gttggtggtg tttcttcgtt cccttgtgga ctatggggaa acacaaaagg 99720 
attttaagct ggggagaaac ataatcatat ttgtatttac gaaggtccct ctggctgcaa 99780 
catggagtat attgtaggag ggtaccattg cctgcagtga ggcgttaagg acgcagcatg 99840 
gatgagagat gaggaaagct gaaatgaaac agaggcagga gaaatggaga ggaggacatg 99900 
gccttgagga atttccagga cataaatttg gcatcacttc ttggaccatg agaggaagag 99960 
ggagcaggaa gaatcaaaga tgaatccaag aatgaacaaa tctaattttt gaaataatgc 100020 
aatgaaaagt agaactggtc tgttttccta ggtaaggaat ttgtctgcaa gtcgatattc 100080 
acgaggatta attgtattta ttttctgagt atggacaatt taaatgctgg gccctgaagg 100140 
gaaacccatc tctcagaata actaaagccc aatttcagag tgagcctgaa caggctcccc 100200 
actccaccct ggcccactgg ggacacaaca ggtaactgat aaggttccag agtatataat 100260 
tcagtgcctc agaaactgtc ctcagcctca tcttctgtct tcttgcctca tacctaactt 100320 
cacatctctt cagtcagtac tagggagtat ctgctggttc tcaactcccg actcaacctt 100380 
gacctagttt tgtctgactc cctcggctcc tgactttgtg gacctcagga agggcacact 100440 
cctaggctag tctcaggttg agctaccacc gtctccaaat tagacttcca cttgtcaaga 100500 
aggaagtaga gtccaggcat aattggagct tcctggggtg attcgaggtc tctgtactcc 100560 
ttgctgtaaa atgcacaaat actccacctt aaagaatctc acggggcagg gcacagtggc 100620 
tcatgcctgt aatcccagca cttttggagg ccgaggcggg cggatcacct gaggtcagga 100680 
gttccagacc agcctggcca acgtggtgaa accccgtctc tgctaaaaat acaaaaatga 100740 
gccaggcgtg gtggcaggtg cctgtaaccc cagctactag ggggcactga agcaggagaa 100800 
ctgcttgaac ctcgggaggt tgcagtgagt tgagattgtg ccactgcact ccagcctggg 100860 
caacagagcg agactgtctc aaacaaacaa acaaaaaaca aagagtctca ccggagttcc 100920 
aaaatatcct tcagtgactg accatatact ctagcaaaag ttacttcata tatgcccggc 100980 
cacagctctc aatctcccat gagattccca gcaatcttcc ctggttttga gaaagtgtaa 101040 
aaaaacacaa aaagcaaaaa caaaacacac ttgcttcagc taattaatgc tagagaaaca 101100 
aacatagcat cataaaatgt aagcatttga aagaaccata ttgttgacgc tgttccttat 101160 
attttgcagg agaggatggt gaaatagagg tagtttgtgt gatttgccca gagtcccatg 101220 
aagaattcac agaagaattg agactacagt cagtatggcc acattcccag agaactgctt 101280 
tttctgccat accctgtggt aataatattg tcacaagaca attggacagt gtttcacata 101340 
ttcagtgatg gaagaagagt ttaattgaaa taaataaatg tcaggaaaaa ttaattcgat 101400 
tgtgataaca cttaaggaat ggagtgttca ctctctagga gaagttgggc taaatgatga 101460 
aatggagtgt ccgtgtatgt gatctgtggt gctgttttgc tgtagttaat tcctattttt 101520 
aacttgaaat gtgttctgac tgcgttagtg ccaatttttt tgagaccggt gtacctatcc 101580 
tatcaggtac attcgattta cacaagtaca ttctcttttc agttctccca ccacttctct 101640 
ttattcaaac aattaaaacc ttcttgaata ttatttggtt agtcctttga gttaatgaat 101700 
caattttaca ggatctgctt ctgtcatttt tcattaacat tccccagaca aatttgtact 101760 
gcttactaac agcacaatcc taaattcaaa agattactga gttataaagt ggatgtctgg 101820 
acaatccaaa acataatggc tgtggtttgg gtgtggattt ttgtctccac gaaaacccac 101880 
actgcgattc agtccctgct gtgccagtgt tccacttagg gagaggtgtc tgcgtcatgt 101940 
gggtggatcc cttgtgaaag ccttggtcct gttctcctgg tagtcagtga ggtacaatta 102000 
gctctcatgg aatggattaa ttcctccaag agtgggttgt tataaagtaa ggtttctccc 102060 
catgtttggt ccctcttcgc atgtgcctgc atcccctttg acctttccct cattgaacct 102120 
gcaggttcaa tgaaggttca ctgcaacctc cgcctcctga ggttcaatgt cttttgacat 102180 
agcacaaaag ccctctccag aagcctgggg atgccagtgc catacctctt gtatattctg 102240 
cagaatatga gccaaataag ccttctttct ttataaacta cccagcctca ggtattccta 102300 
tatagcaaca caaaacagac taagacaatg cttatatgaa aatgtctaga ttgttaccaa 102360 
gacaaatgta agcaatgaaa catacatgtt gtagagcctc tgctgatcaa gggtatggag 102420 
aacccagtgg accttaatgt gaaaagcatt acattaatat gcctggtatt gtatttcaag 102480 
gaacttataa aagaaaaaaa ggctcctgat atggcattgc ctggaaactg ccattagtcc 102540 
ctcattagtg aatcgtcagt ctctccatta atttgaaggg ggttaagggg aagtattaag 102600 
tgacaaagaa tttggaggga attagaaaga tctctttggt ttctaaacgt atcttttcgt 102660 
gctttgattg aatgtgttgc agataggaaa gttgaatagg agatccctga tagcctctca 102720 
gattttagct tatcaataga gttaccattg attgttgaaa cagtgtgagt tcctgccact 102780 
tgttctagtg tcctgtctgg ttcagcatta atctcagaat tttcagtttt taatggagta 102840 
gtttttctaa tagctgcaca ccctcaagcc agaatgtgtt tgctagatcc acactgtgga 102900 
cttcagtctc ctgccacact ctttcataat agtgggagag atgcttattc agttacatca 102960 
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ggcagtgttc actttgcaaa caaactacat 
aagaattatt aagtaataga ttttttaaaa 
caaaagagaa attgtcactt catgtcttgg 
taggaaaaga cataggtcat agactgtatt 
ctaaccccta agatgatagt ttctggagat 
aaagtcagga gggttgggcc ctcttgaaga 
attgctctcc ctgccatgtg aacatagcta 
gccctcttca gaaaccaaat ctcctggcag 
tctgagaaat gtcagttgct taaactgccc 
atcagtgtct cactctgttg cccaagctga 
gcctctgcct cctgggttca agcgattctc 
taggcaggtg ccaccatgcc cagttaattt 
agtagagatg gggtttcacc atgttggcca 
tctgcccacc ttggcttccc aaagtgctgg 
tatggtattt tattataccc acctgagcaa 
attcagagct ctttgaaggt gtggctgcca 
acttgtcaga tggccaaagc tggcttacga 
gcaggctggg gctggaccat agaagcaaat 
catcttgacc aaatgcagaa atggccattg 
tacagatgac caagtgagct gctgggtgcc 
ccagaaagtg catttctact tctatcttct 
aaagctgaac actgggccag tcagtcaagt 
aaagtccaca aaggtagatt tagagctgat 
gaatggagtt ctcaggcaag cctgtcatta 
ttttcctgat cctctccaga atccttcatc 
aaaacatttt atgcttggtc acaagcagct 
ggtggctcat gtctgtaatc tcagcacttt 
ggagttcaag accagcctgg ccaacatggt 
ttggtcggga ggctggggca ggagacatgc 
ctgagattgc accactgcac tccagcctgg 
aggaagcaag gaaagaagga aggaaggaag 
aggaaggaag gaagcaagga aggaagcaat 
agaagagaga gagaagaaag aaaggaaaga 
gaaagaaaga aagaaagaaa gaaagagaaa 
gaagtcaaca ctagtattgg tgggagagga 
gatacgccaa tcaggtgtgc atggtccatg 
gcttgttcag caagccctca ggactggaaa 
ccttcaacac agaagcttca gctcaggaaa 
atcagcttct ggaggggtac ttcatgaagg 
atcccttgct ttggacctct ccttttcaac 
gatgcaagag ccttagagtt cccacttatt 
cctccattca ggactcctgg agggggtagc 
cacctgacct tagctccata tcccaggatg 
tggtgccaga agtttctgag ttccactttt 
acttcatctt aaagggagac aggtttctgg 
tgcccttctg gtaggagctg atataggtaa 
catggctttt ctggatgtac caggcttgtt 
gacattggat ccacattcta cctcgttgct 
ttctgagtct cagattcctc atgggtttat 
atgtccaatg caaagaaggt attcagtaaa 
tcctagaatt caattctaaa tggaactcac 
gtgtaaggga aatgtcttag tgcaatttca 
tggacctttc acggaattgt agctgttttg 
agggatctcc cccattaaat agtaggagat 
gatgaaattg gcggcagttt attagtcaca 
ccatgcgggg tcacaggaga gttgcatttg 
aggcaggctt tgcagtaaca agaggaagag 
cttgtttgaa taattttcca ggctggaggg 
acagctgact gcctggtaag ggaacttaga 
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cagagatttg aagagaagag aattaataca 103020 
atactgtaat ggcagcagat gtagaaggta 103080 
ggtaagtgga aaaaaaaaga actaaggact 103140 
atgtcctcac aaaattttta tgtaaaagcc 103200 
agggcctttg ggagttgatt ggggtaaaat 103260 
aattagtggc attaaaagaa gaagagataa 103320 
aaaggtggcc ttctgcaaac caggaataga 103380 
cctgatcttg gacttcccag cctctaaaac 103440 
agtctatggt attttatttt tattttttga 103500 
agtgcagtgg catgatcttg gttcactgca 103560 
ctggctcagc ctcctgagta gctgggacta 103620 
ttttgttttt gttttcagtt ttgtattttc 103680 
ggatggtctc taactcctga cctccggtga 103740 
gattataggc atgagccacc acacccagcc 103800 
actaacatga ctgaatgtcc caaggctgat 103860 
caggaacatg cagtctgcag tggctatgaa 103920 
gaagccatat gtccttgctg gagggtgtgg 103980 
gcctggtagg gatatagttg ccagaggttg 104040 
tgtggagaaa gcattccctg agaatgtggc 104100 
tacactgaat aatcctaaga agatcagaat 104160 
tacagtgtct ctccagctcc ctctattggc 104220 
tcttgttaca ggatccaggt ttactatcac 104280 
agacaataaa ttgatatctg gcacagcaat 104340 
aatctggatg ataactactg aatctgtctc 104400 
tcaaggacaa tatctaagga attcactggt 104460 
agagaaagca aactacttcc ggcctggtgc 104520 
gggaggccga ggtggtggat cacgaggaca 104580 
gaaaccccgt ctctactaaa aatacaaaaa 104 640 
ttgaacccag gaggtggagg ttgcaatgag 104700 
gtgacagagc gatactctgt cttggaagga 104760 
caaggaagga aggaaggaag caaggaagga 104 820 
gaaggaagga agggagagag agagaaagaa 104880 
aagaaagaaa gaaagaaaga aagaaagaaa 104940 
gaaaagaaag aaagaaagaa aactacatct 105000 
attttatgct gcattcccca acagccacta 105060 
ctatgatctg tgagtatcag atcaacgtca 105120 
cctccctcaa gtcctctgcc ccctccatct 105180 
ggaaaggcca cctttcacat gcagaagcgc 105240 
tactgcctcc atcttctcag tctccaaacc 105300 
tgtggccctg cagccctctt tgagaagagg 105360 
gaagcatagg aggagtgaag gctctcagga 105420 
aatgcttgca gagttcatag cgcccagatg 105480 
ctcatccctg gatccaggat gatgtgcttt 105540 
cagatgggat aacacagcca aagaaatcag 105600 
tccctactct tcctgcactg tgct'gacagc 105660 
gtttcacaat aacaagagga agagattact 105720 
tgagtaattt tccagtgttt ggcattacca 105780 
agctacaaga acttgttcaa gctacttaac 105840 
tatcactaag gattaaataa tctatgcaaa 105900 
catatctgag gaggtcagat caactttttt 105960 
tttgtggata cttacaagaa acactacata 106020 
caaaacacat ggaattatta tttgggaggc 106080 
attgtctcat attcaccttg ttggtgaagg 106140 
aactagacac atggcatgac acactggaca 106200 
actgctcaca gggagggagg tcaccacatg 106260 
ggaatagagt gaaccagtag gggctgtgga 106320 
gcgattcctg gctcctccag atgtgacagg 106380 
aagtgagcca cgttgagacc cagggagggt 1064 40 
agggggaaga gccttcctgc tcagtgggtg 106500 
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aatagggtgc acatatctga caagagcagg 
agaagcccat agatgtcaag gcagcacatg 
atagtgaatg ataactcttc aaagagaata 
gaacaatatg catattgtta tctctatgtt 
attatatttc tataacagat aaaaccatta 
atttgattat cctcattcca ggaaagaaaa 
gaggttactc catttacact ccccactccc 
caaggcagtg caaagaggtg tgtgtttccc 
ggctgtaaca ctcagaggct ctctctgcag 
acctttcaga cttctttcca agtccaagtg 
gcaaacccgg caacctctga tactccctct 
gtctccttgt aatcttcagt ctcattctct 
aagggaaaag ttggccagtt atggaaagaa 
gctcagggtc tttctggctg caagggggtt 
aaacaatata actctccctg ttcaatctaa 
cagcagttgc atttcaagcc tgtaaaccat 
ctagaaattt ttaaattcaa attttaacgc 
aacaagcaaa aaaacctgga agagattatt 
aagggaaaag ctaaagctag agaaaaggtc 
tttaatgttt gcatagttgt ttagagaaaa 
taaagaactg actataaaac tgtttaaaat 
acctttagtt ttatcagcaa cccaggagtt 
cacaaagtct agctgtttta tcgttgcttg 
ctaggaaaaa ccaaaaacat aatttcacag 
ttcttcattg tgccacatca gaaaatcaat 
aataaagatg aggaattaac ctaaagtcca 
tataaactaa gcaacgcggt gggctgcata 
tcatgagagt ggcagtacac ccatcaatga 
aagacataga aatccttaat aggtaagtac 
aacaactaat agaactgaaa ggagaaatag 
atatccctct atcaggaatg aacagatcca 
gaactcaaaa acaacatcaa gtaactagat 
acaagagtag aatctatatt cttctcaagc 
attctgggcc acaaagcaca acttagcata 
ctctcagaca ataacgaatt aaactagaaa 
aaagtactcg gagattcaat aacacacgaa 
acagtttgaa ctaaatgaaa gtgaaaacac 
ggagcaacag gaactctcat tcattgctgg 
aagacagtgt ggaagttttt tataaaacta 
catttaccca aaggagctga taaaacctgc 
accggccaag gtagaaacaa gaaagctgtc 
caggagggac tatgcatgta ccttttgctc 
aaaataaatt cttttttttt cttttttaca 
aaattattaa atttgttgag tgaggattaa 
ttagaacaac agactataaa tatgagtctg 
caatcctaga ccagcagtgt ccatcggaac 
gcaatgtcca gagcggtgcc acataggcta 
tggactgagg aactgaataa ttaatttcat 
agcattatgg gtgtttcaaa ctatgatcaa 
taatatattc tgtagaatta taatgatctt 
cagaacattt ggtggaaatt aaatgagctg 
gaattgtttc ccaatctttc tctcaaactg 
ataattttgc ttttactttg gaattttata 
tgtgactgta gttaggaaca caagttctgc 
tgcttcctct gtttatgcct ccatgttctc 
cacctcacaa gataactgtg aagtcctgat 
aattctcagt accacgtaac tgatcgatgt 
atgcttttcc aaaattgctg cctctgccta 
tctcagtgta agaaaataat ctgaaggcaa 



ggacttcatg gccaggcctc tgaggccctg 106560 
agctttcagg ctttacaaga cagaaataaa 106620 
tgacaaacaa aatttcacaa gaccctctag 106680 
ttatgattta catggctaaa gtctgattat 106740 
tcattcattt tcataattca tattgaaatg 106800 
aaaaaaaaca ccctcctgct tggatactta 106860 
acctcttact ccacttgact ggactatcca 106920 
tgaagaagag ggtgccaccc tgttgctcct 106980 
tggaagaatc atatgggctg attattcccc 107040 
ttgggcagag gaggaagagg aatgagagta 107100 
ttcctctctc agcccacata taatgtggat 107160 
ccctgaagct aagtagctgg ctttggtaca 107220 
aatatgggtt gtgtcagtga agttctgagg 107280 
gatggaatgt ctttttagct gtgccctaga 107340 
atcatcagtg tgttccctta tcactgatca 107400 
acagtatggc aataccagtg agggagacag 107460 
tatttgtgaa aagaaaaact acctaatatt 107520 
tcatctagag agacatcaca gatacttgat 107580 
tacgagttgg caatatttcc aaagaaaggt 107640 
aaggactcct ttttatattt gacagttttg 107700 
attatcgaaa tagaataaca atatattttc 107760 
tacacgtgtt gtggacttct ctgtatcatt 107820 
gtagaatttg ccacaggaat ctgtaaaacc 107880 
ctacagaaac aactaatatc actggcttac 107940 
aattttatga tttaccatat ataatttgca 108000 
aattcttttc agctattcct aatcttagct 108060 
tcaagtgatt ttcatcaact gctggatcct 108120 
gataatttaa aacactgaga aatctccaag 108180 
ctaatagtgg accatcaaga cacataaggc 108240 
atgaatccac tattataact ggagacttca 108300 
gcaagcagaa aattagtaaa gaacatagtt 108360 
ataattgata tctattgact act t cat cca 108 420 
ttacatgaaa catttaccaa aagagaccac 108480 
tttaaaataa tagaaatcat gcaacgtctg 108540 
tcaataagag aaagatggct gaaaattcca 108600 
tcacagaaga aatctcaagt gatattaaaa 108 660 
actgacaaca ctaaatgctg gtgaaaacgt 108720 
tgggaataca atattgtata gtcactttgg 108780 
aaaatatgat ccagcaatca tgacccttac 108840 
acacaaatat tcataacagc tttattccta 108900 
ccccatgact gtactagggg atgttaatca 108960 
aatttttctg tgaacctaaa attgctttag 109020 
aatggtgact atagaagctg tcactcctgt 109080 
cacagcaagt gctatatttg cctctacatt 109140 
ttgttccata aattacatgg gaaacatata 109200 
tttctgggat gatgaaaatg ttgtaaatct 109260 
ttgagcactt gaaatatatt aatagctagt 109320 
ggaaacctta tactcatgta cataatgcat 109380 
ctttccaaaa aagttcaaac tatatttagt 109440 
aacagaaacc tacactatgc cacataaaag 109500 
aaacaactaa tttatgaacc atgcattata 109560 
ctcacagcta aatatttaat ttccctttcc 109620 
cttctgtatc agtatggcat ggagaggaaa 109680 
aacttactag ttgtgtgacc ttcaaatatt 109740 
tcctgtagaa caaggaagca gtaatagcta 109800 
gaaatatcac cttttcatgt aacgtttttg 109860 
acactatttc acttaatcct cccataattc 109920 
tttttcagtg gtttggaaat tatttaaatc 109980 
actgatgaat cacatattga tgacttcttg 110040 
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cacgcctagg tgatctttcc atctgttaaa cgtgttttta aataactgtc tgctatttta 110100 
agttactatt tgacaaagtg tggcaaatca aacaaaaaga acatgtaatt atatattgct 110160 
attggtatgg gattcttgaa aataagaata aataataaat taatctgaaa tggtttacaa 110220 
atatttctca tctttttaat ttatattcca atatcaaaat aacattttaa atatcaatgc 110280 
ttttctttca aaatatccac cacgaattga tatttggttg ttaacatttt ggttgtcttt 110340 
atatagaaaa ctagtaagct agtaaaaaga tggcaataaa ctaaatagtg ctaagactag 110400 
taaaataagt gaagttgtaa aatcacaata tcatatacaa atcttataaa tatttcactt 110460 
ttatgtctta ccaccttcac tttataccaa tctgtttgca aacaattaat ttagagtcga 110520 
aagcaagttt gaaaaaatac atatcacagt aagagagata tcctctacaa aaataattct 110580 
tataagtcaa taagaaaaag acatacaacc ccatagaaaa atgtgtaaga ggatatgtaa 110640 
ataggcaatt cacagaagag atagaaattc tcaatacaca taaaagtgtt taatcccatt 110700 
tataatcaaa agtttttatt tttttttttt gttgcttctc ttgttttgta ttaacccttc 110760 
cctatcgcat atgttgtaaa tattccatct cagattcttt tttaaaaact ttattttagg 110820 
ttcacggata cctaagcaag tttgttatat aggcaaattt catgtttcag gggtttagta 110880 
tacagattat ttcatcaacc atgtaataag cctagtaccc gataggtagt tgttcaatcc 110940 
tcaccctccc cacacccttc tccctcaagt aagcccccat atctgttatt cctttccttg 111000 
tgaccatatg tactggatgt ttacctccaa cttataagtg agaacatgtg gtatttggtt 111060 
tcctactccc gtattagttt gcttatgatt aatagcctcc agttccatct ctgtggctgc 111120 
aaaggacatg atctcattct gttttatggc tgcatcgtat ttcgtggtgt atatgtacca 111180 
cattttttta atccagtcta ctattgatgg gcatttaggt tgattccatg tttttgccat 111240 
tgtgaatagt gctgcaatga acatatgtgt ctttatggta gaatgatttc tattccttca 111300 
ggtatgtact caataatggg attgctgggt caaatggcaa ttctctttta attttcttga 111360 
gaaatcacca aagtcctttc cacagtggct gaactaattt acattcccac cagccgcatg 111420 
gaagtgttct cttttctgtg cagcttcacc agcatctgtt ttttgacatt ttaataacag 111480 
ccattctgaa tggtgtgaga tggtatctca tcatggtttt gatttgaatt tctctaatga 111540 
ttagtgatgt tggcaatgtt ttcctaggct tgttggccac gcatatgtca tcttttgaaa 111600 
agtgtctgtc catgtccttt ggccactttt taatggagtt gtgttgtttg gtttttgctt 111660 
gtaaatttaa gtttgttttt tttttaatag attctggata ttagacctct atcagaggca 111720 
tagtttgcaa atattttctc catttctata ggttgtctgt ttacactgtt gatagtttct 111780 
tttgccctgc agaacttttc agtttactta tgtcccatat ctcaattttt gtttccgttg 111840 
caattgcttt tggcatcttt gtcataaaat atttgccaaa tcctgtgtcc agaatgttat 111900 
ttcctaggag ggcgtagagc aatcttactt ctcccaggaa ccacaactgt ggcctctact 111960 
ggggctgtgg ctttggtgct ggtctgctac agggcccaag gcttgtagag gtccccctgg 112020 
actccagaat tacccctgga aaacgtccag gtggcactct gccccagtct aaaagcacag 112080 
tggggaaatg cggtggggac aggaggattc tcccattccc aatcttgcat aggtccctgt 112140 
ggacagtgtg aatcccacta ggaactctca ttcactcatc cttccccatt ttgtaggggt 112200 
cctcctgacc gcactgatcc cagacaggct ggtgcccaga ttcattcctg tctgctctgt 112260 
gtgttcccct gctgcctaga tggatctcga catggtttct cagatgatcg gctttcaggg 112320 
tcagtgttca ctaccccttt tgtttcctct cggtgacgcc agcatcagga gctcctttta 112380 
gtcggccatc ttggccccac ccttccaaaa gttttaaagg ttaacattat gcagttctgc 112440 
tgatggtggg tggaactgag gatcctataa ataccccctg cagaatgtaa atggctacaa 112500 
aactgtggag agcaatttgg caatatttat gaaaacctca aagcttcatt cccttcctcc 112560 
cttctacaaa tccattttag atagtaactc atacacatat gcacaaaact gtgtaaagaa 112620 
atactcctgt ctgtaatggg ccagagtaaa taagcttaaa tactcgtcaa tgcaagaaag 112680 
gtctattata ccatggtaca gccatactta ggaataccag acaagggtta aaaagagtaa 112740 
tacagatcca catatactga gatggaagga atttaggaca tatttttaag gaaaagctaa 112800 
caaagtataa aacaatatgc atagtacaat aacattacat aggagaaaaa ctcatgaagc 112860 
aaagttttta tatgtgaagg aggaaacatc aaatctatga aagctctaac gttaaaaagg 112920 
ggagttgtgg cataagaaag aagctgatga catctcttgg tttatatgtg ttgtttgtgt 112980 
ttttaaataa caagaaatta cttcggtact tttcttttca aaaactagaa aagtcatgaa 113040 
agcattgtca gcgaatgcaa ccagtgtaat tagccaaaat tagttttaaa agattttcat 113100 
tgctgaaaca tctagtcaaa ctatttaatg catacattat agtgtcatca tgcatagaaa 113160 
attaaaaata tctgcaaagc aattacgaga aacagtcatt ttcaccacat ctttgttttg 113220 
gctgattcat tttcaactgt gttacgctct gtgtcagttc ttttatgaag attatctcat 113280 
taaagcttca caaaattctg aacggtattt gctatatagc ctgtgctaca gatgatcaaa 113340 
ctgaatcaca agatgcgtgt gagattcgtg cgtggagttc tgagttcagg accacctgca 113400 
ggaattcata gcccatattc attctcctac ttcccaccac attgctatct ttattttcct 113460 
aataaacaag tatgacttac tgtgaggaaa tcataagact tttctccaaa gagcccgttg 113520 
gcagttctaa gcacatattc agtgtcagtt ctgttaattg caacaagaag tgactgaaaa 113580 
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cctcgatgaa tatctccatc ttcacctccg 
aataataata aacatacaca ttctcagtat 
aaactcagca atatgagatt tacagatgct 
aaaagataga gagtgtctca aaagcaaccc 
tccctataag cacatcctaa aagaaacgaa 
gccttttgca aaccctaaca aaatgactcg 
taaaaacgca gctgccaacc atgtgtcctg 
aaaagatgga gtctctctcc ccttcttcag 
acagcagaat gcagaactgg ctctgttcca 
cactttccct ctcttgtaac ccagctaccg 
agaccacata aaaggaggaa tggaaagact 
agccagaacc aaggcccaga catgggagtg 
ctgcagaagc acccacatga gtgaccccag 
gctccatcct gccaattctc catccacatc 
gaggaatttc ttcaagactt gaaatgcaga 
ttattgttgt cttgaagtgg ctttacgtac 
tgcccccatg aaaaccatgg ccaaggctga 
tttgagttgt tttcccctag ctttttcaaa 
gatagagcat ccatgacggt gagcctgaaa 
ataggcttac atgtgtattt acttttcact 
tttcattgaa caaataggta cacacacaaa 
catttaatcc atacaagctg atgagatagg 
caaagaaatt gagccttcac tgttt'aagtc 
agaaaagtag gcattagaaa ccaggtcttt 
gtataaggac ttataacaaa agcagcagca 
gaaatttgta agaagaaaaa ctattgattt 
atattccata tgtgattatg taaattggga 
tatgttttta taaatggagg aaggaacaca 
gccatgaaaa tatttatacc tttaggatga 
ataaagctca caagtactga taaaaacagt 
tatgctacag agaaaatatt taaataccca 
tccatgattg aatataaatg gagatattaa 
tattaagtat aaattaagaa taaagttaca 
cagggaaaca ctgaacatca catatttctg 
cctttgctat tttccctaca atgtgcctat 
ttttatgaaa ttaatggact tgcatgtagt 
ttttttttta ttattatact ttaagtttta 
atgtatacat gtgccatgct ggtgcactgc 
tatctcccaa tgctatccct cccccctccc 
attccccttc ctgtgtccat gtgatctcat 
gcggtgtttg gttttttgtt cttgcgatag 
ccatgtccct acaaaggaca tgaactcatc 
gttacacaaa tcaaccagtg tcttcccact 
cagtgcaccc tttctcttgg tatttacttt 
tttttaaccc cacaattttt gacattataa 
attttctttt atcacttacc gtacttcact 
ctaaatagta ttcgctgcta agccaattaa 
gtctgttttt ccttatgtca ctattgcctt 
atctatggca aattcccctc ccaccaaata 
tttcttcgta tgctcaacca catatgagta 
gtttcccccc tgctggtgag tgcaggttta 
agaattttca taaacagaga ccaatttttt 
aattaatttc ttgttaattt ggtaaacaaa 
taacacagca aatacgttat tttaaacatt 
gatgttttaa agatgtaatc actttaaaga 
taatataagc atttgtacaa taataaactg 
tagattctcc taagactttc aaacatgttt 
aacttatttc tagcacccca ctagtaatac 
atctttttat atttcctagg gtgatggtaa 



attttactaa aacaaagtgc ctgaaaataa 113640 
tctgtgactt caaaatatag gcacaacagt 113700 
tactacagct taaaagatga tcaatctaat 113760 
tgtctgccta cctatgcctc ttctcaggcc 113820 
tgttatctaa gtattggtat aagtggatat 113880 
gatttcttgt gctatttatg atacttggtc 113940 
tctctgcata cacatggtgc tcctgacact 114000 
aatctgggct ggccatgtga cttgctctaa 114060 
ggcttagccc ttaaaaagtc tggcagcttc 114120 
tggtcgagaa gcccaagcta tcctgaggaa 114180 
tgcttttagg gaactgaggg cccatccact 114240 
gtatcttctt ggaccttcta gcccagttgc 114300 
gtcaccaaga aggtcaggcc ttgaaaacat 114360 
ctgtgagact accagagttg tctgttaaag 114420 
agtccagctc aactgataaa ttgatagcac 114480 
ctgagacatc tgagctgcag tgtttccctt 114540 
tgatatgctc atggggaaaa aaataagttg 114600 
aggtttaatg caaatgtgcc atttgcttct 114660 
caatggattt ttaaacaata ttacattaat 114720 
ctatttatta ctagttaaat ggatacttgt 114780 
aactacacta gggcttttct tacaagatgt 114840 
tgctgtgagt gaatgtctgc actttacaag 114900 
tgttgtgcct gagatcactc aactacaaac 114960 
gtggttccag ggctcctctt aatcaccatg 115020 
gaaagcaaga aagttacttg cttaaaacat 115080 
ccaatactgg taaaataggt attccctcct 115140 
caccaatatt ttcagaatgt aacttagaat 115200 
gggatggtgg aagggtagga aaaagaaaat 115260 
aaaattccat ttcaaagaat ttcactaaag 115320 
atgcagaaag atgactactg aagcacttta 115380 
gcaacagaga accagttaga ttctgtcaaa 115440 
aaattacagt catgccatga gaaaatacaa 115500 
tgtaagtata attcatagat aaaaagacta 115560 
gataatgagt aattctaatt ttatttatat 115620 
atttgtttca gtgtcatttg gtcattgtgc 115680 
tgaaaagtga gataacacta ggcgagatct 115740 
gggtacatgt gcacattgtg caggttagtt 115800 
acccactaac tcgtcatcta gcattaggta 115860 
cccaccccac cacagtcccc agagtgtgat 115920 
tgttcaattc ccacctatga gtgagaatat 115980 
tttactgaga atgatgattt ccaatttcat 116040 
attttttatg gctgcatagt attccatggt 116100 
actcccaact ccccagaaac aatcaaacct 116160 
catatttaga aataattgtg tatatgacta 116220 
attgccttcc taatttaggg ctgatgatta 116280 
tcctctctcc aagtgtttgc cttattgcaa 116340 
tcaataatgg atgcattgct ttttttacac 116400 
cccctctttt cttgttttca ctttttaaaa 116460 
ttctacagat cactcaagct ctttcagtaa 116520 
atctatcact cccatttctc atctcccaca 116580 
tttagtctgt aagattttca ttcccgaagc 116640 
ctattattat accttattta gtcaatgatc 116700 
ttgttttcct taaactttaa agcacactgc 116760 
taagcattga tgataaagct taatgtatca 116820 
acaaacttac aaaattaaca actatatcat 116880 
aataaatcaa cacttataaa tctgttaaac 116940 
taaaatacaa ctgtacaaca gtgattataa 117000 
tgtgggtttt atacacttta tcttcactct 117060 
tgcttatttt aatacttttc tggggttaaa 117120 
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ttaataacag accatctcct attcacaaaa 
tgggacatgg gctctgactg acctgacact 
gccaaacaaa tgtaaggacc attttgcagt 
actattaaat ttgctttttt cttttttttg 
tttgaggttc tcgtgcatct gatttgcgta 
aaagtctcct ggtttaatat ttaggccttc 
aacctaggtg cctatagtca ctattcctac 
atttcttgta aacattattg aaattatttc 
tttttttttt tttttttttt ttgagagaga 
gtggtgcaat cttggctcac tgcaacctct 
cagcctcctg agtagctggg actacaggcc 
ttttagtaga gactgggttt caccatattg 
tgatccgccc ccctcagcct cccaaagtgc 
gcccatttta cttgttttat ctgaatttac 
atgtatttca attaacacat actggttttt 
ctgggaatct ctgtaaattg gttactttct 
ggcaacagta tcgtcctcat tttgattttt 
ctcctggttt cttttaaagg aggaggaatg 
acgagtttcg gtaccgacaa ataaatactg 
ctcacagccc cttccagcgc ccaacataaa 
tacttccagc tcctgcagga tgagtggagc 
gcccattcgc cctggcctcc cctccccgcg 
agccaagtcc ctgcccttag ggagcccccg 
gggaaaggtc tggagcaaca ggtgcgctga 
cccgcccttt tcctgggctc aagagcaggt 
caaagtcaaa cacctacccc agttctccgc 
tcggagaggc gggaatagag atgtctgagc 
gaggcgggcg gagtcgggcc cagccaggca 
gggcgggtcc cgcaggccgc ggggatctcc 
aggaaaaagc cccaactgtc cgggagtttt 
tttggggttt ttcgtggttc catacaaatt 
aagaatgaca ttggtatttt gacagggatt 
ttgtactttt aacattaatt attccaacct 
tgtgttcttc acgtttttct catcagtgtt 
tttttaatta aattgattac taggtatttt 
tgggatttct ttcttgattt ctttttcaga 
ggatatttta tatccatttt gtattctgca 
gtttttgagg ggagtctttt ggtttttccg 
ctaattttac atctttcttt ccagtttggg 
ccccggccag gacttccagt cagatactga 
ttgttgcaga tcttatagga aaggttttca 
tgggtttttc attttggttt ttattgtttt 
aaggattttt atcataaaga gatgtaggat 
aatgatcgtg cagtttttgt tgttggttct 
gtgtatattg aatcatactt gcatacccgg 
tgtttaatgt gttgttgaat tggagttgct 
tacctgttga tatgacggat tcctttgatt 
caatcaatct tacttagtca caatgtataa 
tttgtgaata tgttgttcag gattttgcat 
tttcttttct tctaatgtct ttgtctggtt 
atgaattaga aagtagttct tctgcttcta 
aaacgttttc ttaatttgtt tttagaattt 
ttttagatgg ctattaatta ttgattaatt 
tctatttcct gttgtgtgac ttttggcgga 
tgtagtttat caaatttgtg ggcacagagc 
tgtacatggg atttttagca tttcaccact 
tctttttgct tagcctgggt acagtctcat 
tttgttttca ttgattttct ctctggattt 
attttgtttt gcttagttgg gtttaattta 



acaataggat ggggctgcca gattgatggt 117180 
gctacttttc aggtcatact gctttttaaa 117240 
ttggtcctac attgggattt tgcaaagaca 117300 
ccaaatgcct ttccttgaaa tgaaatacta 117360 
acacagagtt ctatccacaa gttggctttc 117420 
aggttggttt ttgtaaccac tgtgcctgtc 117480 
acagcagtcg tatatgaatc atcacacagc 117540 
ctgcctcctt taaactcatc ttacattttt 117600 
gtctcgcttt gtccctcagg ctggagtgca 117660 
gcctcccagg ttcaagcgat tcttctgcct 117720 
catgtcacga cacccggcta atttttgtat 117780 
gccaggctgg gtctcgaact cctgacctcg 117840 
tgggattaca agcgtgagcc accgcgcctg 117900 
taaaggactc tttcttggct ttgttgtaac 117960 
gttcttgagc aaattctcac aacttgtcta 118020 
ttttacacta tcccaacact tttgctttct 118080 
ttccagtcca aaaacatact atcaacgcct 118140 
tcaagtacaa attctgaata ctgagagcat 118200 
ctgctgttgt ttttcctgga ggtcccaggc 118260 
cttcaccagg gtgggaggcc tcattgtacc 118320 
ccaggcagga ctttcacccc ccagctccgc 118380 
cctggaccca tagggcacac agccaagtgc 118440 
ccagagaccg agtaaagaag gacagcccca 118500 
gcacttcact gggcttccct ttcgtaggtt 118560 
aacgagaatc cagcgtgtgg gaaccactcc 118620 
gcagctgccc aggagcgaag tgagaccggg 118680 
ggcgccgggt gttagttccc agtgaatggg 118740 
ccacctagcg ggcgcctggg caggagggcg 118800 
tgatgtgcag gaagtggcca atctctgtgc 118860 
cagtcaagaa gcgataatgc gctttggcta 118920 
atagggtttt tttttttttc tatttctgtg 118980 
gcattcaatc tgtaaattgt ttgggtagca 119040 
atgagcatga atatgtgtcc attttctgtg 119100 
ttatagttgt ccttgtagaa gtctttcact 119160 
atacatcata tttcttatag ctattgtaag 119220 
ctgttcactg tagatgtata gacatcttac 119280 
actttactga ttcatttatt agttctagta 119340 
attataagat tataccattg gtgagcaaag 119400 
tgtcctttgt ttctttttct tgcctaattg 119460 
ataaaggggg tgaaactggg catccttgtc 119520 
atttttccct gttcagtatg atattagcag 119580 
gaggtatatt ccttctatac ccaatgtgtt 119640 
tttactgaat acattttcgg catctattga 119700 
tttaatgcaa tgtatcgcat ttattgattt 119760 
gtgaatctca cttgatcgtg gtgagtgatc 119820 
agcaattttt tgaggatttt ttctgttttt 119880 
ttcaaatgtt gaattagtct tgtacacctg 119940 
tccaactatt ttacacatag tttgatttca 120000 
ctatactaat gaaagatatt ggtctttaag 120060 
ttgttatcag agtaattcca gccctataga 120120 
tcttctgaaa gagatttaga gaattggagt 120180 
accagtgagc ccatctgggt ctggtaatta 120240 
tttttagtag atataggcct attcaaatgt 120300 
ttgtgtcttt caagaaattg atccacgtca 120360 
tgtcctgagt attcctttat gattttttac 120420 
ttcatttctg atattagtaa tttaggcttt 120480 
caattcattg gtcttttaaa agaactagct 120540 
cattcatttc tgcccccatt tttattattt 120600 
ctcttctttt tctgatattc taaagtagaa 120660 
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gctgtggtga ttgattttag agtttttaaa 
tcaatgccat gaatttttct ggagaggtga 
aagtgtctaa atagtaaact ctaaccttgg 
atcatctgtg attgaatcca ttacttaact 
cactccttca tctttaacct cttcactttt 
atcttatata tttttaaaaa cacactttct 
atttcaagaa aatgcaaact gatctatagt 
catggaactg aggagagggc agagagaggt 
tactttggtg tgatggatat gttcactatc 
atatacatat atccaaatgt atcagattat 
ttactgttaa ttattatact ttaagttctg 
acgtaggtat acacatgcca tggtggttta 
gtatttctcc taatgctacc ctcccctaga 
atgttcccct ccctgtgtcc atgtgttctc 
atgcggtgtt tggttttctg ttcttgtgtt 
atccatgtcc ctgcaaagga catgaactgc 
tttctttatc cagtctatca ttgatgggca 
gaacagtgcc acaataatca tacgtgtgct 
ctttgggtat atacccagta atgggattgc 
cttgagaaat taccacaccg tcttccacaa 
gtgtaaaagt attcctattt ctccacatcc 
aatgatcgtc attccaactg gcgtgagatg 
tctaatgacc agcgatgatg agcttttttc 
tttaagaagt gtctgttcat atccttcgcc 
cttgtaaatt tgtttaagtt cttcttacag 
gattgccaaa atttttctcc cattctgtag 
ttgctgtgct gaagctggat cccatttgtc 
tgttttattc atgacgtctt tgcccatgcc 
ttctaggatt ttcatggttt taggtcttac 
ttttgtataa gatgtaagga aggggtccag 
ttcccaacac catttattaa atagggaatc 
gtcaaaaatc agatggttat agatgtgtgg 
ttggtctata tacctgtttt ggcaccagta 
gtatagtttg agtcaggtag cgtaatgcct 
ttggctatgt ggggtctttt ttggttccat 
ttatgtgaag aaagtcgctg gtagcttgat 
gggcagaatg gccactttca ccatattgat 
ccatttgttt gtgtcctctc ttatttcctt 
gtccttcaca ttccttgtaa gttgtattcc 
gaatgggagt tcactcatga tttggctccc 
ttgtgatttt tgcacattga ttttgtatcc 
aaggagattt ggggctgaga caatggggtt 
cagggacaat ttgacttcct ctcatcctat 
gattgccctg gccagaactt ccaataatat 
ttatcttgtg ccggttttca aagggaatgc 
ggctgtgggt ttgtcataaa tagctcttat 
tttattggga gtcttcattt tttatacctt 
attctccatc aagcttcttt ataaaaagtg 
ttgattctct cctgacccca ctgcagttag 
cctgataagg tcaccactcc ttttttaact 
atctcatttt gtttgttggc gacttttagc 
agagccccct tcctttcttg ctcaactcct 
ttctaggccc tctacttttc attataatat 
aactgtatcc ataggttcaa gtttcaaatt 
ctcttgagct gtagacgtta cctgtgtaca 
cccttcccag ttctcttcac taaatgatca 
tgcttcaatc cgctctttct caccttcatc 
tccttacagt tctcctgatc aatgccaact 
tcctggactt tttttggttg gtaggctgtt 



acaaagtttc tactttttta acgtatccat 120720 
ctcacattgt ccagtaagcc aagaaatgtt 120780 
gtgagtaaaa tatgtaaact agtggattaa 120840 
cactacatta gttaagcaaa tatttacctt 120900 
ttgaagtctt atctcataat tatactcaat 120960 
ttacttttgt atatgatttt acttacataa 121020 
gacatacggt agatcaatag ttgcatggaa 121080 
gggtgagagg cagtataaag gagaagggga 121140 
tagtttgttt ttacaggtgt gtacgtgtat 121200 
atattttatt tttcattaat taatttttta 121260 
tggtacatgt gcagaacgtg caggtttgtt 121320 
ctgtacccat caatctgcca tctacattag 121380 
ccccaccccc atgacaggcc ccagtgtgtg 1214 40 
attgttcaac tcccacttat gagtgagaac 121500 
agtttcccga gaaagatggt ttccagcttc 121560 
atagtattcc atggtgtata tgtgccacat 121620 
tttgagttgg ttccaagtct ttgctattgt 121680 
tgtgtcttta tagtagaatg atttataatc 121740 
tggatcatat ggtatttctg gttccagatc 121800 
tggttgaact aatttacact cccaccaaca 121860 
tctctagcac ctgttgtttc ctgacttttt 121920 
gtatctcatt gtggttttga tttgcatttc 121980 
atatgtttgt cggccgcata aatgtcttct 122040 
cacttttttt atggtgttgt ttgttttttt 122100 
tctggatatt agccctttgt cagatggata 122160 
gttgcctgtt cattctgatg atagtttctt 122220 
aattttggct tttgttgcca ttgcttttgg 122280 
tatgtcctga atggtattgc ctaggttttc 122340 
atttaatact ttattacatc ttgagttaat 122400 
ttgcggtttt ctgcatatgg ctagccagtt 122460 
cttcccccat tgcttgtttt tgtcgggttt 122520 
tgttatttct gaggcttctg ttctgttcca 122580 
ccatgctgtt ttggttactg tagtcttgta 122640 
ccagctttgt tctttttgct taggattctc 122700 
atgaaattta aagtagtttt ttttttctaa 122760 
aggggtagca ttgaatctat aaattactct 122820 
tcttcctatc cataagcatg gaatgttttt 122880 
gagcagtggt ttgtagttct ccttgaagag 122940 
taggtatttt attctcttta tagcaattgt 123000 
tgtttgtcta ttattggtgt ataggaatgc 123060 
tgagactttg ctgaagttgc ttatcagctt 123120 
ttctaaatat acaatcatgt catctgcaaa 123180 
ttgaatatgc tttatttctt tctcttgcct 123240 
gttgaatagg agtggtgaga gagggcgtct 123300 
atccagcttt tgcccattca gtatgatatt 123360 
tattttgaga tacattccat caatacctag 123420 
ggaaataaaa ctctgccttt tcatttttcc 123480 
tatacacaga gtgttgtctt tttttcacgt 123540 
aagtccaccc caacattctc tgaaattcct 123600 
gccatggcca aaagatatgc cccaggtctt 123660 
cctttcgtct tcggccttcc aaggatgtcc 123720 
ttgcttggta tccagattcc tttcctccga 123780 
gatcttgtca tgatcttatc atatgacctt 123840 
ttacttattt catccatatc gctaacctgg 123900 
actggacatc tctcagaaac ctgggtgcat 123960 
acagctctgc catttctatc accttcatgc 124020 
acatctcatt tctctcctaa acaattaatt 124080 
tattctctcc tctgaagtcc atataaacat 124140 
aattatagcc tcaatttcag agcctgttat 124200 
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tggtctattc agggattcgt cttcttcctg gtttagtctt gggagggtgt atgtgtccag 124260 
gaatgtatcc atttcttcta gattttctag tttatttgcg tagaggtgtt tataatattc 124320 
tcttatggtg gtttgtattt ctgtgggatc agcggtgata tcccctctat cattttttat 124380 
tgcatctatt tgattcttct ctcttttctt ctttatttgt cttgctagtg gactatcagt 124440 
tttgttgatc ttttcaaaaa accagctcct ggattcattt attttttgaa gggttttttg 124500 
tgtctctatt tccttcagtt ctgctctgat cttagttatt tcttgccttc tgctagcttt 124560 
tgaatgtgtt tgctcttgct tctctagttc ttttaattgt gattttaggg tgtcaatttt 124 620 
agatctttcc tgctttctct tgtgggcatt tagtgctata aatttccctc tacacactgc 124 680 
tttaaatgtg tgccagagat tctggtatgt tgtgtctttg ctctcattgg tttgaaagaa 124740 
cctatttatt tctgctttca tttcattatg cacccagatg tcattcagga gcaggttgtt 124800 
ctgtttccat gtagttgagc agttttgagt gagtttctta atcctgagtt ctagtttgat 124860 
tgcactgtgg tctgagagac agtttgttat aatttccgtt cttttacatt tgctgaggag 124 920 
tgctttattt ccaactatgt ggtcaatttt ggaataattg tgatgtggtg ctgagaagaa 124 980 
tgtatattct gttgatttgg ggtggagagt tctgtagatg tgtattaggt ctgcttggtg 125040 
cagagctgag ttcaattcct ggatatcctt gttaactttc tgtctcgttg atctgtctaa 125100 
tattgacagt ggggtgttaa atctctcatt attattgtgt gggagtctaa gtctctttgt 125160 
aggtctctaa ggacttgctt tatgaatctg gttgctcctg tattgggtgc atatatattt 125220 
aggataggta gctcctcttg ttgaattgat ccctttacca ttatgtaatg gccttctttg 125280 
tctcttctga tctttgttgg tataaagtct cttttatcag agactaggat tgcaacccct 125340 
tctttttttg ttgttttgca tttgcttggt agatcttcct ccatcccttt attttgagcc 125400 
tatgtgtgtc tctgcacatg agatggctct tctgaatata gcacactgat gggtcttcac 1254 60 
tctttataca atttgctagt ctgtgtcttt taattggagc atttagccca tttacattta 125520 
aggttaatac tgttatgtgt taatttgatc ctgtcattat aatattagct ggttattttg 125580 
ctcgttagtt gatgcagttc cttcctagca tcgatggtct ttacaatttg gcatgttttt 125640 
gcagtggctg gtactggttg ttcctttcca tgtttagtgc ttccttcagg agctcttgta 125700 
aggcaggcct ggtggtgaca aaatcgctca gcatttgctt gtctgtaaag gattttattt 125760 
ctcctgcact tatgaagctt agtttggctg gatatgaaat tctgggttga aaattatttt 125820 
ctttaagaat gttgactatt ggcccctact ctcttctggc ttgtagagtt tctgccaaga 125880 
gatccactgt tagtctgatg ggcttccctt tgtgggtaac ccaacctttc tctctggctg 125940 
cccttaacat gttttccttc atttctactt tggtgaatct gacaattatg tgtcttggag 126000 
ttgctcttct cgaggagtat atttgtggca ttctctgtat ttcctgaatt tgattgttgg 126060 
cctgccttac taggttgggg aagttctcct ggataatatc ctgcagagtg ttttccaact 126120 
tggttccatt ttccctgtca ctttcaggta caccaatcag atgtagattt ggtcttttca 126180 
catagtccta tatttcttgg aggctttgtt tgttttttct tactgttttt ttctctaaac 126240 
ttctcttttc gcttcatttc attcattcga tcttcaatca cttataccct ttcttccagt 126300 
tgatcaaatc agcatgtctc atgtgcatgt gtcatgtagt tctcgtgcca tgattttcag 126360 
ctccattagg tcatttaagg ttttctctac gctgtttatt ctagttagcc attcgtctaa 126420 
tcttttttca aggtttttag cttctttgcg atgggtttga acatcctcct ttagctcgga 126480 
gaagtttgtt attaccgatc atctgaagcc ttcttctctc aacttatcaa agtcattctc 126540 
cgtccagctt tgttcccttg ctggcgagga gctgcattcc tttggaggag gagaggcact 126600 
ctaattttta gaattttcag cttttctgct ctggtttctc cctatctttg tggttttagc 126660 
tacctttggt ctttgatgat ggtgacgtgc aggtggggtt ttggtataga tgtcctttct 126720 
ctttgttagt tttccttcta acagtgaaga ccctcagctg caggtctgtt ggagtttgct 126780 
ggaggtccac tccagaccct gtttgcctgg gtaccaccag cagaggctgc caaacagcaa 12684 0 
atattgcaga atggcaaatg ctgctgcctg atcttgcctc tgaaagcttt atctcagacg 126900 
ggcaccaggc cgtatgaggt gtcagttggc ctctactggg aggtgcctcc cagttaggct 126960 
atttgggggt caggaatcca cttgaggagg cagtctgtcc gttctcagat ctcaaactcc 127020 
gtgttgggag aaccactact ctcttcaaag ctgtcagaca gggatgttta agtctgcaga 127080 
agtttctgct gcctttggtc atctatgccc tgcccctaga ggtggagtct acagagacag 127140 
tcagggctcc ttgagctgtg gtgggctctt cccagtttga gcctcctggt ggctttgttt 127200 
acctactcaa gcctcagcaa tggcgggcac ccctccccca gcctcgctac caccttgcag 127260 
ttcgatttca gactgctgtg ctagcagcga gcgagcctcc gtgggcgtgg gaccctccca 127320 
gccagtcgcg ggatataatc tcctagtgtg ccatttgcta agaccattgg aaaagtgcag 127380 
tattaggatg ggagtgaccc gattttccag gtgccgtctg tcacggcttc ccttcgctag 127440 
gaaagggaat tccctgacca attgcgcttc ccgggtgagg tgatgcccca ccctgcttca 127500 
gcttacactc agtgggctgc accaactgtc ctgcacccac tgtccaacaa gcctcagtga 127560 
gataaacccg gaacctcagt tgaaaatgca gaaatcaccc atcttctgcg ttgctcacac 127620 
taggagctgt agactggagc tgttcctatt ggaccatctt ggaacctgat ctctcctaag 127680 
ttttgtattt ttagtagaga caggatttca ccatgttggc caggatagtc ccagtctctt 127740 
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gaccttatga tccaccggcc tccgcctccc 
acgcccggcc atatcttcaa atatcttagt 
ttttccggca ctcagcaacc cgcgcctcag 
gaagattcct tatctctagt ggcttccatt 
aagaaaattc acagtccatc aatataaatg 
tttcatggaa aaattctgaa taaatttacc 
aattcatttt tgagggaaaa ggactcagcg 
tctagatttc tattgtactg ttttaaaaag 
gaccatcttt tacatttaga tgcttagata 
tcatcccttg aaatcccttc ttcactaaat 
atttactagt tgtccataac ttcatttatt 
gccataagga agttaagaaa caaaactaaa 
tcagatgaat gggaaagaca ggttgtattt 
caggtacaca gcagtatgag aagagaatga 
aatccacagt agcatcagtt gagctgagtc 
gtggagaaag aatatgttag gcagagggga 
ttgtagcagg tgaagaatgg gtatattttg 
tggcacatgg tgacattgaa tgaggttaaa 
aagattctgt ctgccattct aagaaatttg 
tatagaatta aaaccagaga agtggcatga 
tctctctctc tctctctgtc tgatttactt 
ccagaacaca agtattttgg gcctaagccc 
attagaaggc agaaatcaca ggagctaatg 
aaaagagcag attactatat gacttagttt 
cttattaaca gagagagaga acatggggga 
agaagtaaag actaaggtat ggtgtagagg 
ggcccaggca gcttgcatat aaataagaca 
tgccaatatt tatttattta gagataaggt 
tggcacaatc atggctcact gcagctttgg 
ctcccaagta gctgggatca cagacatgca 
tttgtagaaa cagggtctca ctatgttgcc 
gaccctctca cctttgcctc ccaaagcgct 
caatgccaac atttaagata tggcttcaga 
ggagaagata cagaaaaagc tggacaaaga 
gctactagag gaaaaggaac attaagattg 
ctacttacct tagtgagagt ggttgggata 
aagggaaaag tgaagacagc cctcttcgac 
ctagagagag catgctgtct acagatagag 
acagatggca tttaccatgt cttttgcctt 
aaatactagg aaattaggga aatgtctttg 
atggaagagc tgtttaaaaa ggaggatgga 
gaggaaggag aaagctggca tgatttgcag 
cagtgacaat aagcaagatt ggggaaagag 
atttcgtttt tgacatgcta aggttatatg 
gtgggaaggt cacttgagct caggagttcg 
ttctctacaa aaaaagaaaa acttagtggt 
ggaatggagt gattttccag agggtgtgtg 
tataagcggt caatagagga aaaaagagcc 
cacagaaaga actagataag agagttactg 
gaggaggaag ttgagcagtt tggggagatg 
ggccatagtt aagtggcagt aaaagtgcct 
tgggggttag ccgggcatct aggaggaact 
tgcaggtacc gatgaccagg aagctgagcc 
gagcagaggc tcccgtgtgg tctaggagct 
tccctgaaag caacaggtaa cttcaggccc 
atccctgccc gagcctagcg ccggttctgg 
gcgatgctac ccgtagctcc gtggagagat 
cccccaactc cggggggagt tccttcctcc 
ctgagcccct gcctccccac accgtgttct 



aaagtgctag gattacaggc gtgagccacc 127800 
ggagggtcaa gcactgaggc tggaacatat 127860 
cttacagact ggtaacaacc aagtggtgaa 127920 
ccctgaactg aaataataga tctggaattg 127980 
caaattgctt ttttctcccc cttactggaa 128040 
tctcttgttc ccacagttaa gaatcaaaat 128100 
atgcaatgag gccatgctct cctgctccac 128160 
agaaaaagtg attgtatttt ttaaaccaca 128220 
ttttctaaat ccttcccaca tcaaatcttt 128280 
aacagatttg ggaaacaata taaacaaacc 128340 
agacttttat tgtactgagc actgcaacag 128400 
taaaatatgt accttctttt tctctgtatc 128460 
acaatagagt ggacagcggc tttaatggag 128520 
tggaaacagt agctctgggg actcgggatg 128580 
ttataggatg agtgacttta cagatggaga 128640 
catatttcta aaatgtggtt gtgaaaaggt 128700 
agggtggaat agaaggtgta tactggggag 128760 
cccagtcagt aggtcaagcc taaactggga 128820 
gggcttattc tttgagcaat ggaaaaccat 128880 
tagcatgatt tattgatttc tctctctctc 128940 
taatgtcaat acttaggatg caggaggaga 129000 
agacagtagc aatgctgatg ccaagaactc 129060 
accaagttga ttttggggga gagggcaagg 129120 
tttaacatac ataattggat aaatgatgac 129180 
aaggagtagc aagtaaaaat gcctggagac 129240 
caccaagtga agtttcagga gacacaaatt 129300 
ttggtctgat gaaagaagcc tagatgatga 129360 
ctttactctg tcttccaggc tggagtgcag 129420 
cctcctaggc ctaagtgatc ctccctcagc 129480 
ccaccatgcc cggctaattt ttttttctct 129540 
caggctgatc tcgaactcct gagctcaagt 129600 
gtgattacag aaatgagcca ccatgcccag 129660 
aagaggacat agcaaaaagg atgtaaaaaa 129720 
aaaagaagga ggtgaatagt atcagcagct 129780 
aagagagccc acttctcagt attctagtca 129840 
aaaatcaaat tgaattggat tgagatataa 129900 
tactctttca agaaacctag ccatgaggaa 129960 
ggaagctgga acaaggatag tatggtaagg 130020 
ctgaatagtg acaatcagaa acagcaggta 130080 
atttaatgaa aaacctaaac taaaaaatgt 130140 
caggacctgg ggattgttgg gtaggagggt 130200 
acttactgac ttggacaagc cagtgaatgg 130260 
gaaactgaat gaatttggaa gagaaaatga 130320 
gaaagttcag gggaagtttg ggaggcaaag 130380 
agaccagcct gggcaacata atgagaccct 130440 
cctcaacaaa tcgatatagt tgaagtcacg 130500 
aagagcacca gagccctaag aacgccaaaa 130560 
ggaaaaagac acttggagag gcaagagagg 130620 
aaaacaacaa ataaaaggag gaggactttt 130680 
accaggttca tatgggatca cagagtgcgt 130740 
agattcgagc gggtgtagaa tcttgtgggt 130800 
gaaagctgca gatgtgtgga cagatgatgg 130860 
agatgctgaa atccggagat gtcgggaaaa 130920 
gagtcagacg gagaaataca gggctcggag 130980 
taaaattggg gtagccccgg cctcgaggtg 131040 
gccagggcgc gtggggtgta ggagcgatgg 131100 
ggggccggtg aggcatccct agggccaccc 131160 
gggctctgag caccagctga tggcgccctc 131220 
tcccttccgc gctggccttg cgggaactcg 131280 
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cccgcccctg ctagggctcc gccccacggg cgggcgtggg tttcactcgg aagctctttc 131340 
aaggattctg cgccgcttgc attctgcggg gctggactgt gtccgcggaa gctcccccat 1314 00 
cccctcagcc aaccccgtgc tcccctcgag ggctcctggg aggactgggc tggcagcggg 131460 
ggtgggggtc gcaggatgcc acgggtagga ggtcatgggg ggaggatcac cttgatgtcc 131520 
acttcgggga gagaagggtc aagggacacc tcatacaccc taaggagacc atctattagt 131580 
tcccgccata gcgccccgtt tatttccgtc acctcaccga tcaccagctg taattagaat 131640 
taggtgttgt tgaggctgtg gttcgctctc cacgtccact agaattagtc accaggaggt 131700 
ggcagccgag gcacaccgcg ttcccccgcc ctggaccagt gttagaggcg acgcgctcag 131760 
gccttctgtg cggacccgga aggaaggtca ggtcccgggg cccgaaagga agaggcagca 131820 
gccgaggatg ggcgcccagg aggaggaacg cgcgctgcat tgcgctcgcc ggggctaagg 131880 
ctactggggg atgttggtat tgagtatttc agccatccat aatgactatt tttaataaaa 131940 
cttttatttt ggaataattt tagattggca gaagaggtgc agagataata cagctaattc 132000 
tcatatactc cagtacagtt tccccaagtg ataacatctt acatgaccac ggtacatttg 132060 
tcaaaactag ggcaccaaca ttgagagatt gctactagct aaacttcaaa tttcatttgg 132120 
atttcactag ttttttaagc taatgtcaat ataagtattt tttaaatagc agaaaaaggg 132180 
ggtttagttt tacaatcata atttatgagc caccaaaatg atttttttga gacagggtct 132240 
tgctctgttg cccaggttgg agtgcactgg tgtgatcttg gctcactgca gtctcaacct 132300 
cctgggctca agcaatcctc ctacctcagc ctcctgagta gctgggaaca caggtgtgca 132360 
ccaccatgcc gggctaaatt tttgatcaaa acgatattct tgagaaactt cgtatttatc 132420 
aatatcatat cacctttata aagatttttt ttcatttaat gatgtatatg aaatatatga 132480 
taacaagtat catggatatt gcaagtgatc aagaattgta aggcattcag ttgaatagca 132540 
tagtacttct gaaatgtaaa tgaaagtcac attagacaaa atgttaacgt gttaaaaata 132600 
aaaatcgtca ttctctccag ctgtacagat atgacaggat cattagaatg cattatttca 132660 
agatctattt acttatattc aaatgtgaaa aaggtttaga ctacaaactc atttttgtga 132720 
aaattgtgct tttccatctc atggtacatt tttcacactg taagatggtc ttgtttgttg 132780 
agagatatgc aggatttagg gggagcataa tcttccataa aaaagaatgg tgttggtttt 132840 
attgtgcctg atgaagaaga ggaatgggtg atttgcattg aattcaatgg atgggactct 132900 
aattcgtata tctatctcac tcccactgcc agctgcagct tcagtacctt gttcatttat 132960 
ttccacaaaa gccttatgga aaacattgga caaaaatagg tttcttgctg aagacattcc 133020 
tgagaaatca gctttgcttt ggctgaaggc atcactcatc cccatactgc tcagggttga 133080 
cttgagatca taactgtctt ccagcttgaa cttgggaagg tgtagctgca cttcatacaa 133140 
ctccatcatg tctgcactgg tccactcatt cagcttctca taggtgatgg ccttttccag 133200 
ctgcccattt ggaaccaaga aagaaagaat cagtaattcc aaagtggaat gaaaaacagt 133260 
agtagagaga gcaccctagg aattacatag gtgaattatg atcactcccg ttactcaggg 133320 
tgacaacaca cacacatctg gaaatccttt ggttgtataa tgttgacctt caaaatcttt 133380 
tttctgcaga ttaattgcta tccggatata ggagaattag agtttaattc aaaatggaag 133440 
tacttctgct atagtatgca agacatcagc tatacactca aatacataaa tataaatata 133500 
catttagatg ttagctatac aaaagcatat actctagttc aagttgtaag ccaaggcaca 133560 
aaaaatcttg tttatcgaca tgggagacag ctctttgaaa acaaaatttg gaataaaata 133620 
acacgtctat actctaatca aaacaacgtg agattaataa ttatagacta agtcaaaaaa 133680 
gaaagaaaag ataagaaaat cctccaaatc tcaaaagtaa ttattttaca gtgagtttaa 133740 
ggatgctttc cctcttcttt atattttaaa tttttaaaat gataaatatg tgtgtacata 133800 
ctatatatgt atgtatatat gtatacacaa aaatacacat gtatatatgt gtatgtttga 133860 
ttttttaaat gacatgtttg tttcaatgca catgcatctt ctagacggaa gttttggctg 133920 
tcaatggcat acctgtaaac cacttacatt aataacatga cagtatcttc agctcaggaa 133980 
attgcacttc taggttttta tcttacaagg gcttgactct gatggttatt tgtccacact 134040 
ggttttattt tcactatcct ctccagtttc acaaatttta tgacataatt tggaaatatt 134100 
ttctacatac tagtaggatc gtggaaactt ataagtatta agagtctgac acatgtgaaa 134160 
aattagacac tgtgcaaaga aagacaggcc atccgttgca tgagactcat gttcagttta 134220 
ggcatgcaaa ttgctcagaa gcatggtttg acaaaagttg tgtccagatt aatagaaatt 134280 
tagctggtaa acagcttaaa taattcttga agacagtatt gatagagact ttttctcctg 134340 
aaggttgctt acttgataaa aatgttcaac aaataagttt tggaagacag cttgatgtct 134400 
gcgtacgtgt gtgtatacta atgcaaatgg ttaaaatatt aatttcaaat tacataggtc 134460 
ctaccagagg gaaacctaga ctgattgaaa gatggttatg atcaatccac acagttctgt 134520 
gactgacaag gtatatttgt atctgttgta catgtggcta tgtgtgtgat gaccccaggc 134580 
tggagctgtc tatacattgc ctaacctttc tgaggaacag taatattaat tttatagagt 134640 
gttgtaaagt ttaaataata ttgtgaaggt gaagtgccta gaactcaagg tacattggtg 134700 
acctttctct ataggaatta aataataggg agaacattct tcctgaggac aattgggaga 134760 
aaccttggcc aagcagttct tttcttagta aacactggaa acaccctcac atcagacaca 134820 
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ctgatgttat ttacctgttc cagcccatta atgtcttctg gcagtagtat aagcaggctg 134880 
aggtcacggc ttttgtagta gagttgaagg cccactgctt ttggcttttc tatgtgaaaa 134940 
atgtgaagct ttttcttcat aaacatcatt tgcactggtt tgcttgtagt ctaaaaaaaa 135000 
caaaaaaaca aaaaaacagg taacaaggtc attgaagaag tattccacca actccttaat 135060 
tctctaccat cattggctct cagttggtga aactgctgat tctctgctaa atgctgaata 135120 
aagttatcca gaccttcctt tatggaaata tctgttccac tgaaaagtat cagcaatagc 135180 
agatatgtga gtttctgttt ctaacacaac tgtggtaacc tctataaatc acagcaacat 135240 
gtattaaatc aaactcttaa tatatgatct tgtgtaaatt atggaaatgc caataatcca 135300 
aaaactaagg catattttac atgaaaatat ttgagaaagt attttagtat tataaaaatt 135360 
gacattcact aagagaatgc aaagacaagc aatagatgag cagaaaatat ttgcaaaaca 135420 
tatgagacaa taataaaaac tcaacaaata ataaaaaact caacaataat aaaacaaaca 135480 
agccagtttt tttaaatggg caaaagatct aagaaacacc tcacaaagaa gacatacagc 135540 
acatgaaaaa tgctcaatca tatgtcacta ggagattgca aattacacac ggctactaga 135600 
atggctaaaa tatgaaacac caaatgctga tgacgatatg aagcaacagg cactgtcatt 135660 
tactgctggt gggaacgcac agtggcacag ccactttgga aaacagttgg gcagtttctt 135720 
actaagttaa cctagtctta ccatacgatg cagcaatttt gttcctaggt atttactcaa 135780 
atgtgttaaa aacagtgtcc acagaaaaac ttgcacacag tgtagtattt atagaaaatt 135840 
tatttattat tgccaaaaaa ttggaaggaa ctaagatgtg cttcaatagg tgaatggata 135900 
acaaactgtg gtacaattgt accctaaaat attattcagc aataaaacaa aaagatctat 135960 
gaagccctga aaagacatgg aggaacatta aattcatagt gaatggagcc agcctcaaaa 136020 
ggctacgtgc tgtatgatta caactatgtg acattccaga aaagccaaaa ctgtacaaac 136080 
aaaaaaagat cagtggctgt caggaattta gggggaatgg atgaacaggt gaagcacagg 136140 
gcacttttag ggcagtgaaa ctattcggaa tgccattgta atggtggcta cgtgatattg 136200 
aacattttca aaatccatag aacagtacga catcaagagt ggacccaaat gtaaactata 136260 
gattttagtt aataatgatg tatcaatatt agatcatcaa ttataacaaa tatgccacac 136320 
taatgtaaga tgttaataat aagggaaact gtgtgtgtgt tgaagggggg acatatgaga 136380 
gccctatact tcgtgcacaa ttttttctgt aaacctaaaa atgctctaaa aatcaagctt 136440 
attttaaaat aagaccaatt gccaaatgaa agcaaaacaa acacccctgc aacttagatg 136500 
ttgtagacat atgttacttt tccattctat gtcgaactgt ccatcacaaa gccccaccgt 136560 
atgctaaggt ggtggccata cgacaagggc tgtttactgc gagtactcta gcatactgtg 136620 
gttgtttcca gagagagccc atgaatggcc ccaaccagag ccctcctaga actaatggca 136680 
aacactttct ctgtctacta gagttgtgaa gcttgaagac tgaatatgag gcaaccatat 136740 
tccctgatca ttattagaga atgagagtag caactagaga gaaaaagaga aagagacagc 136800 
atgagaatga actgggatta tgtgttgaga ctctaaatac cccaatcact cactcctgga 136860 
cttcccagtt ttttgtcacc tcagctaatt ccaatacaat tcccattttg ccagagctag 136920 
tttggaatac ttttctatca cttgcaactg aaaatttcca gtgaatatat aaacccaggt 136980 
aactatccag ctcacttctc gttaacctac tcgattatgt gttcagtttc ttccccatcc 137040 
tcaccccact gattgagaaa tacctattgc acacattcat tacagccata gttccacagc 137100 
agcactgttt gtggcctatc cctagactaa acaactgtaa caaaccttgg tcaactagtt 137160 
cctttcctag gaatttggaa tgggattttc caactggtct ctagaatggc gaaggtcctg 137220 
tgagtagcta tgttctgtca ttgtgaactg ggaagcagag aaagttagac cacaacctga 137280 
gagaagaatg atggtagaaa cagagttgaa aaaatagagg aaaaaatcct gacaacattt 137340 
aagtccttgt ttccaatcag gtcccaaggc ccagccacac tccagcccat tcacgagagt 137400 
caaatctata accttacttt agtctccgtt tttattgctt ttacttatgt aagggtaaga 137460 
atttggtaga agttagtact ggtttagcag ggcaggtaca gaacttgcag tgaggactct 137520 
taggttcttg ttctggactg cttctaactc aggcatgcct ccagtcactt ggccacacta 137580 
tatttctcac ctaggaaata aatatgaaaa ctaccctacc cagctcacat gggtggcaag 137640 
gactgagtga ttgtatattc agagaaaaac aaggacaggg gaatttcaat gaattcccca 137700 
tggaactgaa ggcttttagc ccagccatca cttccctggt aagagccata gttcactaga 137760 
acatacaatc taaaagaaga gtgaatttat aagagaatca cttgtacaat gccatgtgaa 137820 
aatccaaact gatctttaaa aatttcctac ctcgtttatt ctaaaaggct tttctgtggt 137880 
gttttgcact aagaattgat gttcccagat tcctttaaag tatagggcgt tcaccagaat 137940 
catcctggtt gtggaatcca cagagtcatc aggcaggaga ttctggattt tacctgtaag 138000 
aacaaaaggc aggttgcaaa tgacttgtag aaatatgtat attttaacta aagacaacca 138060 
ggcttctatt ttttctggaa ctataaaagt tttctttaaa agtcctggtt tttgattttc 138120 
tggaaatgga caagtactat tcctgtccag aatagctgct gtgaataaat agagaaaccc 138180 
tgaagaaata atatgctgga ctgtcagtaa gcattattcc acataaagta caaatttgca 138240 
ttttaattat aaaaacttcc cctgtaatat aagttgattt gtaaccctat ttcttttttt 138300 
ttttcttttt tttttttttt ttttttgcac tttagctaaa gattttttat ttccagaaaa 138360 
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ttacaactac ttgactaaca actctttgca cctactgatt taggttggac aacttgtgaa 138420 
acatagtggt aaaaaaggaa gttacttctc tacttcaagg tttccaagtt tgtggtagaa 138480 
atctaaagaa catttctctt agcactacct ctgggcaaga cacttgtgct aaaatgtcct 138540 
tctttttctc tgtaccttta tgtcattgtt aatatactct attcatcatt tcccctcctc 138600 
tactcttaga gtataaatca agatctgtaa aattgctcaa taacaggact taactgccct 138660 
ggaggaagaa gggatttttc tttccttttt gaaattcaga gggggaaatg gtggcattta 138720 
aactcctgcc aaaaatttta aatttctaac aaaaaaataa aataaatact cttgaaaatt 138780 
aattcatatg aacctttatt ttccttcaaa atttactggc taaaatgatg gaaaaaatat 138840 
atacatatat ggagattaag agaaggtgga aagctgtaat tagatagggt ttgagttttg 138900 
gcatttcgta tttgtagctg ttggaaagac tttctgtagg actctctggt atttggtatc 138960 
caagagatac tatggttcat atgttcatcc ataatcatac taaaaagagc caagtattgt 139020 
cacaaaagca ggtttagctg ggtttctcac caaattgatt tacatgtgaa catggaaagt 139080 
tcacataggc caccgaaatt gaaatctcct taagctgata agcaacttca gcaaagtctc 139140 
aggatacaaa atcaatgtac aaaaatcaca agcattctta tacaccaaca acagacagag 139200 
agccaaatca tgagtgaact cccattcaca attgcttcaa agagaataaa atacctagga 139260 
atccaactta caagggatgt caaggacctc ttcaaggaga actacaaacc actgctcaag 139320 
gaaataaaag aggatacaaa caaatggaag aacattccat gttcatgggt aggaagaatc 139380 
aatatcgtga aaacggccat actgcccaag gtcatttaca gattcaatgt acccctattt 139440 
cgaggggact gaaatacttc cttctttttc acttctgttt gtagccacaa accgtgagct 139500 
gctctgatta acatctgaaa ggctgtgcca atgttttcct gttgcccaaa atattgctgt 139560 
gtgcaattgc ttctatcaga ttgttatagt tacaacttaa actgatattt ggctatcaac 139620 
cccgaataca ttctctccaa actctctaat aaagcacctt gaacgattta taaaaatacg 139680 
tcaaatatat atctctcgaa tcaggtatta taggtttgct ctagaggcac atgtttgata 139740 
actgaggtag ataaaactgg attgagaaga acctcttggc caacccagct tcactctgca 139800 
acagacacta ctcagaataa agggctgatc ttttaaactg ccaaaataca gacatgggaa 139860 
agctgttaaa attataagag acagcttgtg gcacttaatt taaaaaataa ttttccagga 139920 
aaatattaat agaatctcaa gaaatagtag aaaatctgaa aaaaaaaatt aaacatgatt 139980 
gaaattgtac aactctcaag tgattacctc ccgtggaaac agcatcaacc ccagacatgt 140040 
agacaggtaa attcttttca accttcaagt aaatgataaa tctctacact attcacacag 140100 
tttcaaagca caaaatagaa aattctctga ttacttttat caagctggca tatacctagt 140160 
ataaaaatga caagaaagca caaaattccc atccgtaaac ccatttctct tgtgaatata 140220 
aacaaataaa ccctaaatta cattttagta aataaatcta attaatatac attaggaatg 140280 
caagaaacat atattaggaa atctattaat gtagcgtgtt gctgatatgg cctgaatatt 140340 
tgtgttcctc caaaattcat atgttggaac ctaatgttca gtgtgataga attaacaggt 140400 
ggggcctttg ggaaaggatt agatcaggag ggctctgccc tcatgaatag gattagtgtc 140460 
cttataaagg gattgaggga gcctgtttgc cccctccact atgcgatgac aatgagaagg 140520 
tgtcactttg gaattataga gcaagcccta gccacacgct gaatctcctg gcaccttgat 140580 
tgcggacttc ccagcttcca gaactgtgag caataagttt ctattattta taaattaccc 140640 
agtctaagat gttttgttat agcagctgta atggactgag acaattgctt tgatgactga 140700 
taggagaaaa aaatcataac atcatctgca aaaatacttt tgatcttcaa ccttcatttc 140760 
taattttaaa atgatgactt tgtaaattaa aatgaagaat acttctataa tattaaaaat 140820 
aatatttttc ttcaacaaac ccataataat gctaacccag aaacattagt ggtatttatg 140880 
gcctgctatg actaccgtta tttaacattt ttctcaaaat actaagtaaa gcaaaaaaaa 140940 
ttagatgaga tattatataa aaggaagaga caaaattatt atttgcaaat aataaggaaa 141000 
gcaaggagaa tcaactaaaa aacaatgaaa actaataaga agttctttta ggtgctgtta 141060 
cactattacg ctaaaaatta tcttcttatc ttctaacaat aaacaattag aaaatgatat 141120 
aattacatcc tagtgataca ccacatttat aataattatg cttataaaat atcgttaaat 141180 
gataacatct tatatacacc actgatccaa accaggaagt taacattaat agaatattat 141240 
tgacaggtca tatttaaatt tcatcagttg ttttaataaa gtcctttttt tctgggttag 141300 
aaatcaatac aagaccttgc attgcattta gttgtaattt cttcttattc acctttaatc 141360 
tggaacagtt tctcactcat tcattgtctt tcatgacctt gacaccttta agaaagactt 141420 
cccatttgtt ttgtagaatt ctcctgaatt cccagtttag gtttgtctga tgtttaatca 141480 
agataatatt caagttatgc atttttgtga gagtatcacc gtggtgggtt gaattgtgtc 141540 
ccccaaaaac acgtgtccca cttctaaccc gtagtacctg tgaatgtgac cttatttaga 141600 
aatacagtct ctgcagatga aataaagtta agatgatgtc atattggatt aagatgagac 141660 
ccaatccaat gactagtctc tctgtaagga ggggggaatt tggacatagg cacacagaga 141720 
ggagagtgcc atgagaagat gcagagacaa aagagagata cagataacaa gaggaagcca 141780 
tgtaccaatg caggcaaaga ttggagtgat gtatcaacca gcaaatgagt gccaaggatt 141840 
gtcaacaacc accagaagct atgagaagct catgcaagtt tcttctctag agccttcaga 141900 
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gagagcacag ccttgctgac agcctgattt tgacacctag cccccaaaac tgtgagagaa 141960 
tacatttttg ttgtttttaa ccactctgtt taccttaatg tgttatgaca gccctaggaa 142020 
actaatacaa ccaccaaagt catgctgtgt tcttctcaat gaatcatgta aggaagtgca 142080 
tgatgcccat atgtcctatt actggtgcta ttaatttgaa cactgatttt tccaatgtaa 142140 
aaggactggc tggttttttt attttttggt atcatgtggg aagatacttt gagagcgtgt 142200 
aatatactgt ttcccatcag gcttttgtcc actaatttta gtatccattt ataattccta 142260 
tctaaaacaa ttactactgt ggttactatt gcagatggtg gttttctatt tccatcattc 142320 
ttctgtattc attaactaga attctactgt gagaaagagc cttcccttct tcatttattt 142380 
ggatcttcaa ttatttgttt atatcagtat agactcatgg gtatttgctt tattctatgg 142440 
gttataatcc attactatca ttatttattt tgttgcacaa attgctccag attttgccat 142500 
tggaagcctc ccctgttggc tcctgtgtcc ttctgacata ttcccaagta ttttgagcat 142560 
ttccttacat tctgtcacca caaaaagtcc ttatcttgta cttcgcttgt cccagctctg 142620 
ttaccaccat tttgtccagg agctctgctt tctttttttg aaagaaggag tttagaaatc 142680 
aagatcttgg tgtcagatat gctgattact attgggatgt cattgcttcc agatcctctc 142740 
agcaaatggg gctaggaaat gtatgcatta tacacacatc tgtatctatt tctacattta 142800 
tctattgaat tatctttctg catatatatt gaagactaga aggtcatatt gatactttca 142860 
cttccaatct aataacacag ggttcattgt agcctttgtc tttgccttat ttgtaatttc 1*42920 
tttcctggct ctcatgattt ccaatatatt tccttatttg cttaatccta gaacaaacat 142980 
aaagtagttt caggattgca aatccattct tctattaaaa acaaatttaa aaactagggt 143040 
acaatatttg tgtacttttt ttcagcctta aaatatatag tcgaagtata cttacttttt 143100 
ttaacctttg aatttatagt caaaaatgct gttttacaag gttacttaat gttttagacc 143160 
atatgtttgt ttaaaagaat gtatctgaaa cagtgctaca agccaagatg ccattaaagg 143220 
actggaaaat ttgaagaatc ccgaaagaga aaatacagat ggattagact gatagaggaa 143280 
accacagcat acacacacaa aaggcatcac agatgacttc ttgggaggtt ggggtgttgc 143340 
tcagggagtt agaaactcaa aggccatgca ttcatggagc ttgttggggg cagggaacat 143400 
caatgagatt aatgaaataa ttccatttat tgcagtggct cctaactttg actgcaaatt 143460 
agaatctcct aaagacttaa aaatactgat gcttgaacct cactccaaga tatctgaatt 143520 
agttcatctg gagttaggct tagtaatcag taaattcaac ttaatatgtt gccacgattg 143580 
agagtcactg gtttacagaa attgtgttta ttgactttct atacctccct gggtaccagc 143640 
aatgggctac aaatacatta gcttactgtc tagagtaatg agtgaggaca ccgtatgtca 143700 
cagtggagtt agaacagtgt tcccaaggta ctaggaattc ccaagaaaaa ctggaagctt 14 3760 
cccatgccca gaaggcaagt tataaacaca gcacatcaat gtcagcccaa cagtgaccat 143820 
agacaagtta ttgtgatctg tattataaac taagactggt aaactggggt tgccaaacaa 143880 
aaagacacac agaaaaccaa aaggattaaa caggtaagaa aatccaccct atgagagaga 143940 
agcaccaaca tcaacatgca ctaacaggaa gcagaattaa tacagcaaaa agacttaaca 144000 
ataagcaaaa tttacatatt cagataaagc tgactgatct cactaatgaa aaagaaataa 144060 
ccaataacca taagtcttga agagaaaaga aataattgtc aaagcagaac ataaataact 144120 
.gtggaaataa aactcttgaa tagattgaat agttgaatga acacggctgg agcaaaatca 144180 
tgagctggaa aaggataaca gaagggcaaa gcaatgaaaa gtaaatataa atggaaaatc 144240 
aaagcagata ggatagattg tgaaatttca aatttgttta ttggaagtac tgaaggcaag 144300 
aagggacaga atgaaaagaa gaaaatcatg aaataaataa tatacacaat tttgtttacc 144360 
taaaggcctt tatatttaga tttaaaataa ttgccagcaa agttataaag taaataaata 144420 
aaaataaaaa gacccctgcc tagaacataa tgttgaaacc tcagaacacc aaaaaagaaa 144480 
gaaaagtatt ctaaaatctt ctggggaagg ttcagggtgc aggtttgttg tttttattaa 144540 
tgatgctgga tgctactatc taaaggaaaa atgaagacct tggagaagac ctgttgaaag 14 4600 
ctcaaggaaa gaagtatctt tgagatggtt caggtagaac ctagtcatgc caaacaccct 144 660 
agcaactttc ccttaaggac atatggaact ctgcctcgac aaagtctaag ttcctaaaga 144720 
actaattaat tccttatttt atttcatgtt gaatgcttcc aaatagcaga tatttgtgtc 144780 
caaaatagaa aatacagaag gattacagct ttctccctct ctagacaatt ctgcttctga 144840 
ggaatagagt gaggagggtc agctggagga atgaaataat gggatgtggc aaacaaggct 144 900 
cagtaaaaga ttcgaactgt gtccaccatg agcttatttt ttggtgcctc tcatttgacc 144 960 
agtggtatga taacagagaa ttttttaaag tgtggatgtc ccatactgtg gccatatagt 145020 
actataatct gcagtctgcc ctttcttcca taaagtaaaa gattatttgc tcagttcttc 145080 
ttcagaaatg aaacttctag acttatgctg tctaatatgg tggccactag attcatgtgg 145140 
ctacttaaat ttaaattaat tgaaatgaaa taagttgaaa attcagttcc tcagtcacat 145200 
tagccacatt tcaaatcacc tgtgttcaca tgggaataga agctactcca ctggacagtg 145260 
cagatttatg gcacgtctcc atcatcatag gaagatcttc tggacagctc tgtaattcag 145320 
acacctggat tttgttatgt accttcagtg catcagtcta agctggggaa gcaaggcaag 145380 
gaccaacccc taagagccat gcttatgtgg caccagacaa cagctgtctt cttggctcta 145440 
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aaaggctttg ctaggatgca aagctagcag 
atccctacct gatttccaaa caacataaca 
ttttgcccaa ctccagcacc attcttactc 
gtcataacat acttttgcct gtacaatcaa 
agtacctagt aactgctagc taatctataa 
aatgcaaatc aggatggaag ttaaatatca 
gtcatgggct caatgtaaaa ggaactgagc 
ccaataaaca ttaatgttct gaacaactgc 
gctgaaggca gagttatcgc acatagagtc 
agcagttagt tttgataaca gtgtggtaag 
ggagcaaaga ggaggatgtt tagcctgaat 
gaggggttgg gggtggcagg gcagggaacg 
cagggccatt aagtagcaca gggagttcgg 
tataaatttt aatccaggga gtgacaagag 
gtcatattgg cccttatatg tctggttaag 
cagcatgaat cagttttgag tagagaagtg 
aggcaggtaa tttgggtggt aaatggaggt 
attattgcat ttgtgcagat aaaagatagc 
tgaaaggaaa agtgaactct gagaaacatt 
agagtatgtc tcagattact gttctgggca 
atggagaata catgaggaag acaaggtctg 
tggtgaattt gaaatgcatg ggacccttgg 
ccctgaagtt cagaggagaa gacagcaaaa 
catcatcatt aatattcatt aatgacaaat 
attaattaat cttcattaat gatgatgcct 
tcaattgaaa tgttgattta aaaggcagca 
actaagctga cttatattcg aaatcctatt 
aatttctcta aaatctcagc ttccttattt 
aaattgcctg ggagaatcct tctactactt 
tgacaaatgg caacccagct gaaaactcca 
tgactggaat tgactggaat gtggttggtc 
cctaaaacta ggaaagtcac aggcaaacca 
gctatggact aagtttagac cagtgggaga 
gcatcccctt aaagacaaat tagcttttgc 
act'acaactg gctattgtaa gaaccatctt 
atggcagtgc tgaacaccag cctggatctc 
ctaagccagg atgcctaact acctttgaac 
ttattaagcc actatatttt gggtctcttc 
atacttgaac ttactttgaa aagtatttaa 
tgttattagt agatattttt ccttaaaaac 
tttgcatttt tctgcttttt acccttgggc 
tttcttgtct atttggtaaa gtgatggcct 
gaaggcagtg aatctaaaaa ttacgtacat 
atgtgtccac acttctattt aaggagtata 
atacaaggat gtttgggaaa agcacgctgc 
ctgtctttca acccaagagt tgatgtcctt 
aacaggctga ggttctgcac caaaatatgt 
atagataaaa atcccctttt gtagagtttg 
ttatcaaaag aactaggtag gcgggcaatt 
ctttcctgac tcccagtttt ggtcaaaaac 
cactggctag ctatgcagag ctccagctgt 
ggcttccaca tcctcttcct ttctattttt 
aagggactac aaataacaag agtgacccca 
actttttatg gtaggtatga aaccaaagtg 
ggattctaaa caacaagaat cttgtggagg 
aaatggattt ctaagcagag ttgaatgtta 
aatgaggcct tcacctcctc ctggtcctct 
aggctatgac tgagtttgct gttatggagg 
aagacattgt agtattcctt caatttgctt 
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attagttgcc ccagccttcc aatctgtagg 145500 
gtcaccaggc taggaatcta aaacataaca 145560 
ctactcctgc tatgttgaat ttgtgtttag 145620 
atgtggtctc acacaagcta caaaagtgca 145680 
ttctaaacaa aacaaactta ttttcagatg 145740 
tagtcactct tgcttcacca cggcttttga 14 5800 
acttagggct gccaatgtta tcaattcatt 145860 
tatgagcagg cctgttatgt gtgatttaaa 145920 
cttgagtcta gcaggggaca tagatgtata 145980 
tgtcaaagta aaggtttgca taaatgtctg 146040 
gaagccctga gaagttattt gggggcaaag 146100 
gtatttcaga tagaagaaat ggcatgagta 14 6160 
gacattctat gacatgtaga atccctgaaa 14 6220 
tttaagtgga gagacaagca aggctccaca 14 6280 
ggctttgtgt tgatcccata ggtcatgggg 14 6340 
acatggccta tctggtctaa tttgtattct 146400 
tagatttgaa gggaacaaga ttagaggcaa 14 64 60 
gaagaaagaa aggctgtgga ggaaaggaat 14 6520 
taagaggaag caaaggaaag ggtagaattt 14 6580 
agtgtgtgat tggtgtaccc attcaccaag 146640 
ggaaaaccat tctgaatgtg atttcaggta 146700 
caaatatgtc tagcaggtgt ttgttatgag 14 6760 
cattccatgt gcttagacac aaagcaaagg 14 6820 
gatgaattaa tcttcattaa gtcatgaatg 14 6880 
ttgtatttct tcataagata taatataata 14 6940 
tggtgtgtag aaatcagttc agactttgga 147000 
gctgaagctt taaactgtgt aatcatagat 147060 
ctaaaataag gataacaata aaagactgtt 147120 
ccttttagaa ataaaaccct gaaatttagg 147180 
ttttgcaggt ctttcttcta gcaagtatgg 147240 
actcttgcct ggaattaggg gctttttgat 147300 
gaatgcactg gtcaccctag cagaaagtgt 147360 
tgagtggaat taacatgtga aacttccagg 14 7420 
tgaaatttct tttccccact tcctgctgct 147480 
gcacctagag atggaagcca tgtattgagg 147540 
tggatggcct tgggaggcaa aatgctctct 147600 
tattatttga gagaaagaca tacttgtgtc 147660 
tttagagtag tttaatccat actctaactg 147720 
gattctatag cacatttaat gccacatttc 147780 
catgcatgtg gcagtatttt caatttcctt 147840 
tcttctttgg aattagtggg agatgataat 147900 
gacttacttg ttttagataa gacttattag 147960 
gaatagaaat aaatgttctg aatatttaca 148020 
catacttaca tatgacacaa actaaaataa 148080 
caaacccctt ggtgaaagct taccctcggt 148140 
tctgatttga tcagaagctt ccacaaagtt 148200 
tttcatgtct tctaaatatt tctgaaagac 148260 
ttcaaaattg agaaatcaaa tctatttaga 148320 
gcacactccc acaccatcac tccatcctct 148380 
taaacacctc actcttcaaa cttagcaggg 148440 
ggaaggaagt acggatgccc acatttttgg 148500 
atccatgcct tgaaatgagg ctagaatgga 148560 
gtggccaaga ggtactgggc attgtacttg 148620 
aggcttgtga tactggtagc ttccttctgt 148680 
acccttgaag aaaatgatat cctgccatga 148740 
tattaggcat tctgaggcaa aaaaaaaaaa 148800 
gatgttcacc cagtggcagt catcacatgt 148860 
catctgcctt gggaacacaa tttattcttc 148920 
actttatgca gggcttgtag gagaaaaagt 148980 
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gatgagttaa ttctgttgcc aggaagtggc 
atttaaaatc taataaaagg aaaacttaaa 
tcagggcttg tggacatata aaaatatgtt 
aagtgcccac tgagtcaatc atgtctccta 
acaagaaagg aaactgtctt taagattcca 
aaagctcaat tcctgaactc cccagaattc 
aaatcacaag gtagctttat tttatcttat 
gctctttgcc cactggacac acgggtcctc 
aattattgac ctgggttgtc atgtgaccct 
cattggtggg gtttcaaccc ttagtaaaga 
ttcccaaagt ctgtaaagtc ttgatgtgaa 
ttttgctctc aagtagacag tctccagcca 
aggggctacc tctttattct agacagaaat 
ttattggttt cctttaccac tagacactca 
agtactgacc acatgaagat tgtccctgga 
tggtctcaca ttgctctttc ttttccatta 
tgaaatgcat acgttttctc tccatatatc 
ttgggcttga ggatttctga gataagtgtt 
ctcaagttga attcctttaa aagagaagga 
acgtacatgt tagcaaacta aagctaaata 
gaaaatgttc ctaaagtgga taaaaatgtt 
gttattgagg ccataatttt cttcacattt 
aaactagaga aatttttaga gagattaaaa 
tgtagatatt ttgtattcca aaaaaagttt 
attacctgct aaaagttgct tcagttatca 
cttaattatg aaatatatat taaaggataa 
cagggtcaca tttgactccc tggtctctgt 
atacaaatga atagactgca gagaagtaat 
agtcagtcat tcctataatt gcagaacata 
acttaatgtg tgtaataaaa taagtcaaga 
atttaagttg ctagtctctt tattttccta 
ccttgaggta aaattctctt attttccgta 
gaatgctagg tgtccaactg agaccatcat 
gtggaaaatt aaggaatttt agttgttttt 
taccaccact tgacatattt aggcgcaatg 
gttaacagga aagatgtaga tactcttctt 
ggcaatactt ttatctgcca agtcctggac 
cttcaacggt tgcattgacc catgttaaca 
gtgcacagtt aattcatgag gcccatttgc 
caagcaacac ccagcaatat atttatatga 
tgtctatcac attaatgatt aagacttttg 
aacaaggatt ttgttgttgc tgttgttgtt 
agagtaagga tgttatccca agtccagact 
agaattacca accgtgttca tatccatact 
ttctgtcatt tggccttttg gttttgcaag 
tttttttttt tatttaaaat cacatttata 
catatatatt tttacacaca catatggcta 
tacatacgca caatgttttg aggatgctta 
tatattgtta ttgtaatgat cttaatgggc 
aaacaaagag agaatcaaac aaagcatgag 
gtcttcaaga aaatccttat gtgattataa 
tgaccaatta ctttttgaaa taatatcatc 
aattgataac cttatccttt ctccatttta 
ttttcctagc aacagtttgc aaattgattc 
atgttttaat gtatgtcttg ttttagagaa 
tcaagagaaa actgaagtta aaaggcaatg 
agttgacctt ttccactcac ctgggccatt 
tacactatgg tcaaggaagt tgagatgctc 
gcagattcag ctagcttttt gctcaactcc 



ttgaagatta tgaagtctaa attctgtgga 149040 
tatttttgag ggaccactgc ctgtcttaat 14 9100 
tgtctctatc tctgtgtccc tcttgtttct 14 9160 
cttctgcatc aaacgagagt ccatgagcct 14 9220 
tttggatgat tttatgtctt tagtaataac 14 9280 
actagatttg aacagagata gcattgcttg 14 9340 
tgctattctt ctaccctatc taatttcctt 149400 
ctgcccaaag agatgttgga caatgaagga 14 94 60 
cttaacagag gacagagtca tcatggtctg 14 9520 
ggagaggttg atattatttc atgtttcatg 14 9580 
aactcctcac ttctctcatc ccaaggtcag 14 9640 
agtctccata tgtatttgta ggccattctc 14 9700 
atctgattcc tagatctgat ttgagacctg 14 9760 
ttggttggtc taattgattg tttgcaggga 14 9820 
tccctaaaga aatatacaga gtttactgat 14 9880 
gcttaaaata agacatttgc acttacattg 14 9940 
gcattggctg ttttaagtaa gtagtcatcg 150000 
tggaaatcag agtgtatttc ttccgagttg 150060 
actagtcaaa taaaatgttg aacaagagtt 150120 
aaattatttg gggaattgca aacaaaagtt 150180 
ttctttagtg ttagtgcaaa agaatgaaat 150240 
agtttgcaaa agcaggcaag gaaaagtttg 150300 
gggcgtgggg acaagagatc tttcaaaagg 150360 
ctgtaacttt aatatatgtt tctaagaaaa 150420 
ctaaaataca tgtgctaaaa gtactttttc 150480 
gatataccat tttccttttt ttttcacttt 150540 
taaattgaag cacctgtaat ttcaataaaa 150600 
tatataaatc atacatcatc tgtaaataca 150660 
taattagtta aacaaagggg ctctgacttg 150720 
actgctctta aataaatttt ctaaagtcga 150780 
tgttttgtaa ctagaatgat gttaggaaaa 150840 
tttccttttt actcatggtt gttttaagaa 150900 
ttagacagtt taggtaaaag ccataattat 150960 
tttctagtta aatgctcagt tcctattgtc 151020 
tttgtgttta ccccagcatt tcactggaaa 151080 
tccttggaat tgtacaacaa tagaacagaa 151140 
ccggctgaca ataagaaata cggtatactg 151200 
gaacaagggc cacctgccat acataaaggg 151260 
aactaaaagt gttaacatcc gaaacaagga 151320 
aatagattca cattggaatc cacttaagat 151380 
agctaatgaa cctgtcatta acaagttgtg 151440 
tttaaaccac ctgatatctt gtgaactaca 151500 
aatatagcat gtgttctgcc cacttccctc 151560 
ttctgaggaa gtcaccttct tgggtgaaaa 151620 
atttagggcc gagtttactc cttctgtttt 151680 
tatacatatt gttgcatata tatatgtatt 151740 
ttttgctatc tatgactaca tatatatatt 151800 
ttgcaaaaat agttctgtat ataatagtat 151860 
tccttagatt cattcagata accagggact 151920 
aaacagaatt cttttatttt tcttttttgt 151980 
agatgctgaa taattctatt atttaaagtt 152040 
aaaataaaat tggttttggt gttgaacaaa 152100 
ttttgctaaa ggacacaggt tctcaaatgg 152160 
tctttaccaa gatttgtttt atggtataga 152220 
tgttattgtg aaatgtaaat tattgagttg 152280 
aaagcactta gcttacaaga aacagaagat 152340 
tgggctgcag tggtaccttt ggcgcccaaa 152400 
caggaagaaa agaagatatt tttaccctga 152460 
agggcaaact ggttgattga tgttgctaga 152520 
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gagtccattg aggaaaccta agaaaaataa agcaaaaatt agagagcata ttaatattta 152580 
tttccacttc acctttgaaa aaatatgtat tcatagttgc atacatatcc atatacattg 152640 
tcatatgagc tgaatagact ttagcaaaat tctagtccaa taatagtatt ttatatatta 152700 
aaacactgaa gtttagagaa tttacgggaa ttgcctcaaa ttttagtgct aatgtgcatt 152760 
agagaataaa tggatgctgg tcagttaaaa gctgagtccc ataacatagt ttttgccact 152820 
ctcttgacat ttttcacacc accagttttg tttccatgtg tttgtatcta gtttttccaa 152880 
ctccagcata agcttattga gagcaaaata ttctttttat gctgcttcgt gcacccaaca 152940 
gcacctagct aaggattttg cacaaaatgg gtgcttgtaa atatttatta ctcatttacg 153000 
atattcacgg tttgggctgt aactaccatt tttaatttat gcaaacatgg aatcatgcac 153060 
aactaattgg aaaatgcttg tagagaaatt gagaagttaa gactgtttgt ctttattctc 153120 
actcatttga gaccctctga aactagtctt ctggaacaag agtactcagt tttcctcatc 153180 
ttttttgata ttatactcaa catctaaatg tcatctctaa tggaagcaac caaacagctg 153240 
gccagcctac cacacctgca tgtacctggc ctgaaaatga caggtgcccc aatccacagc 153300 
aaatgtgcac caccaccact ccatcacaaa cactcacagc ttggaccact gaggcaactg 153360 
cagacattat tgatgaagac tacaactgag gaaactgcat ggatattatg ctaccaagtc 153420 
caccctaaac caaagccaat ataccatacc caagcaatac cataatattt taatttaaaa 153480 
gccttttaaa actaggtttc tatagttaat tccatctatt ttgattttat ggcaaaataa 153540 
tttctcgaat aagttaaacg atttaaccaa gtgctaaggg aatctgttac tgctagacca 153600 
gccttacaag aaatccttaa ggaagtttta aaaatggaaa caaaagaatg atacctgtta 153660 
cttaagtacg tagcacacac actttataaa gcaaccacac aatagaaacc acaaagcaac 153720 
cagctaataa cttcgcaata ggatcaacac ctcacatatc aatattaacc ttgaatgtaa 153780 
atgggctaaa caccatattt aaaaagcaca gagtggcaag ttggattaaa aaacaagacc 153840 
cattaatgtg ctgtctttaa gagacccatt tcacatgtaa taacacccat aggcttaaac 153900 
taagtggttg gaggaagggc tatcacacaa attgaaaaca aaatagagca gtgggtgcta 153960 
ttcttatatc agatacaaca ggctttaagc caacaaaagt aaaaagtgac aaagaagggt 154020 
attatataat ggcaaaaggt tcaattcaac aagaagactt aactatacta aacgtatatg 154080 
cacccaacat tggagcactc agattcataa gacaagtact cttcaaccta caaaaagact 154140 
tagacagaca cacaacaata gtgggggact ttaacacccc attgacagca ttagacagat 154200 
cattgaggga gaaaactaac aaagaaaaac ttgaccaatt gaacttatta ataaacatct 154260 
acagaatact ccagccatca accacaaaat atacattctt ctcatctgca cgcggaatat 154320 
actccaagat tgattacatg ctcagccata aagcaagtct caacaaattt ttaaaaactg 154380 
aaattgtacc aactatactc tcagaccaca gtgcaataaa aatagaaatc aatgccaaga 154440 
agatttctca aaaccacaga attacttgga aattaaacaa cgtgctactg aatgactttt 154500 
tggtaaacaa tgaaattacc gcagaaatca acgtctttga aatagacaca gagacataac 154560 
ataccaaagt ctctaagatg cagcgaaaag cagtgttagg aggaaagttt atagcactaa 154620 
atgcctacct taaaaagtta gaaatatttc atattaacta tcgaacatca gacctagacg 154 680 
aactagagaa acaagaacaa actaatgcta aaacttccaa aagaaaaaaa cataagtaaa 154740 
atcagcaaaa ctgaatgaaa tcgagaccca aaaatccata caaagaatca acaaaaccaa 154800 
aagttggttt tttgaaagta taaacatgat tgatagactg caggctagat taacaaagaa 154860 
aaaaagagga gatataaata agcacaatca gaaataacaa aagtgacatt acaactgatc 154 920 
ctggagaaat acaaatgatc ctcagagact actatgacta cctctatgca cacaaactag 154 980 
ataatctaga gaaaatgaat aaattcctga aaacacacaa cctctcaaga ttaaattagg 155040 
aaaatattga gaccatgaac agatcaatat catgtttcaa aattgaatca attataaaat 155100 
cctaccaacc aaaaaacgcc ctggaacaag tagattcaca gctgaattct accagatgta 155160 
caaagacaag ctggcatcaa tgctgatgaa ataatttcaa aaaattaaag aggagggact 155220 
cctctctaac tcattctaca aagccagcat catcctgata ccaaaacctg gaaaaaacac 155280 
aatagaagaa gaaacctata ggcaaatatc tctgatgagc atagatgcaa aaatgctcaa 155340 
taaaatccta gcaagctgaa tccagcagca tatcaaaaag ttaatttacc accatcaagt 155400 
aggctttgtt cctggagtac tatattggtt caacatacag aagtcagtaa atgtgattta 1554 60 
ccacacaatt aaaaacaaaa aacatctgat catctcaata gaggtggaga aagctttcaa 155520 
taaaatccaa tatccattca tgataaaaac cctcaacaga ctaggtgttg aaggaatata 155580 
cctcaaaata ataagagcta tctgtaacaa acccacagcc aatatcatac tgaataggca 155640 
aaagctggaa gcattcccct tgagaactgg aacaagacaa gaatgcctac tctttaccac 155700 
tcctattcaa catagtacta gaagtcctgg ccagagcaat gagacaagag aaagacataa 155760 
aaggcaccca aataggaaaa gaagaagtca aactatctct cttcattgac tatataattc 155820 
tatacttaca aaaccctaaa gactccacca aaagcctcct ggaaccgaaa aatggcttca 155880 
gtaaagcttc agaacacaaa atcgacgtac aaaaatcagt accatttcta tataccaata 155940 
acattcaaac agggagccaa ctcaagacta caattccatt tatgatagcc aaaaaataaa 156000 
ataaaataaa atacccagga atacacctga tgaagaaatt gaaagatctc tacaaagtga 156060 
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ggtaaaaaaa 
gctcatggac 
gatggaatgc 
tctaaatttc 
gaacaaacct 
caaaacagcc 
cttagaaata 
gcaattggga 
gaaaaatgaa 
agacttgaat 
ccattctgga 
acaaaaaaca 
caacagagta 
aaaagtttaa 
taaaaaatgc 
aaacatgaaa 
gaatactacc 
tgatgacgct 
atggaaagca 
cattactggg 
acacacacaa 
gtgcctatca 
tgcaaccgaa 
gttatcctaa 
cataagcatt 
aatggggagg 
tacctaggtg 
caaacctgca 
ataattcaaa 
cttgcatgaa 
ggaattctct 
tttcatcata 
cacttaacca 
ccaaaagctt 
tgtagatctg 
tcctcaacag 
cattcaaata 
tcatgaatta 
atggggagaa 
agtgtttatt 
ttctcatgta 
ttatttgtat 
tttaaagaaa 
aaatactttc 
tacaaatgtt 
ccaggttatt 
ctatgagctt 
aaaaggatag 
tagcacatca 
tgctaagaaa 
ctgcaactgt 



aacactgcta 
aggaaacatc 
tatttccatc 
atatggaaca 
ggaagcatca 
tggtgctggc 
aagctgcaca 
aaggactcta 
agtagaccct 
gtaagatctc 
tatcagtgtt 
aagtgagacc 
aacagacaac 
tatccattat 
caaaggacat 
aaatgctcaa 
ttgtatatgt 
gtggagaaaa 
gattggagat 
tatacattca 
gtgttcatca 
gtgttggatt 
agaaggaatt 
gcaaattatg 
gggtactcat 
cagagaatgg 
atggactcaa 
tatgtaccct 
ttcttatacc 
cgtcacctgg 
atactcaaat 
acttggagtt 
aacagcttcc 
atgataatcc 
tagtaattct 
atcaaatgcc 
acattttgtt 
aatttacacg 
agtaccattt 
tacttgtaac 
agcttaatat 
atcagatgtt 
tctaatgaag 
tgaagggtgt 
ggacaattat 
ttcaaaatta 
aacctgtaga 
tgtcattcat 
gtgttggaaa 
ctgaagctga 
gttatcttga 



aaaatcataa 
agtattgtta 
aaactaccaa 
agaaaagagc 
ctttacccaa 
acaaaaacag 
cctacagaca 
ttcaataaat 
acttttcaac 
agactatcag 
gggggaagta 
taattaaact 
tacagaatgg 
gtacaaggaa 
gaacagacac 
catcattaat 
cagaatggct 
gggtacactg 
ttcccaagga 
aaagaaaata 
cagcactatt 
ggataaggaa 
aaatcatgtc 
acaggaacaa 
agacttaaag 
agaaaagatt 
tcaaacctca 
ctgagtcaaa 
taggaaatct 
ccttctgaga 
aacttaatca 
aatagtgata 
ccacctctaa 
caggctgaca 
acactctcat 
atcttcaaaa 
acctgcatac 
gaaaatgttt 
cagaggctgg 
atgttcctga 
ttagttgtac 
acccagaaca 
tactaagcca 
agaattgtga 
attttcagag 
attgctcttt 
caggctcaga 
caaaatgtct 
gacccttaga 
gagaggttga 
ctgtgaatac 



ataatacaaa 
aaatggccat 
cgtcattttt 
cccaatatcc 
cttcaaacta 
acacataggc 
tctaaccttt 
gatgctggga 
atgtacaaaa 
aatcctagaa 
ttcatgacta 
gaagagcttc 
aagaaaatat 
cttaattcaa 
ttctcaaaag 
cattagagaa 
attattaaga 
ttgatggaaa 
agttagaact 
aatcattcta 
cacaatagca 
tacctggtac 
tcttgctgca 
aataccacat 
atggcaaaaa 
gaaaaactaa 
acctcagcat 
agtaaaaact 
cattaatgcc 
aacctagaat 
tgagagaggc 
ctgtgggaat 
atcatgccct 
ttatttgatt 
aaaatattga 
taactctgta 
agtatatatc 
ggtttttggc 
ggtttttcta 
aaacaataat 
tcatcttcat 
tacaagagaa 
tccattagtg 
ggtgaaattt 
aagactgcaa 
tgcagttttc 
ggagaagcca 
catcatagac 
atctccctaa 
ttgagcaaag 
agttg 



caaatggaaa 
actgccgaag 
cacagaattg 
aaagcaaccc 
cactataagc 
caatggaaca 
accaaagtaa 
tagctggtta 
attaactaaa 
aaaaaaaaat 
agtcttcaaa 
tgcacagcaa 
ttgcaaacta 
caagcaaaaa 
aagacataca 
atgcaagtcc 
agtcaaaaaa 
tgtaaattag 
acccttcaac 
ccaaagagac 
aagacatgaa 
atacacacca 
acatggatgc 
gttctcattt 
tagacactgg 
ctattgggta 
cacacattat 
gaaattattt 
aaagttgtgt 
gagagctttg 
atgtgtagac 
cccccctagc 
aggtgtggct 
aaatagaaaa 
atatttgcct 
tttcctttaa 
aagctttgta 
caaaccacac 
cctcagtgta 
tctctattat 
taattccctt 
acaattcttt 
atatttaacc 
tacaggaaat 
atgtgtaggt 
aagagctata 
aagagaatta 
atttcatcat 
cccagctccc 
gatgcacagc 



aacattccat 
gcaaacctcg 
gaaaaactat 
taagcaaaaa 
ctgcagtaac 
gaatagagaa 
acaaaaacaa 
accatatcca 
gatagactaa 
ccaggaaacg 
agcaattgca 
aagaaactat 
ttccactgac 
acaaccccat 
agtgggcaac 
aaaccataat 
caagagatgc 
atcagctact 
ccagcaatcc 
acacacacac 
atcaacctag 
tggaatacta 
actagaggct 
ataagtggga 
ggactactag 
ctatgctcac 
acccttctaa 
aaaaaataaa 
agagttaggt 
gaaaacgtca 
aaagttttgg 
cataaactta 
cctgtctact 
caaaaaagac 
gtgactttct 
ggctcttact 
tttttaaaac 
tcttcatgaa 
tggttattcc 
aaaagctaat 
attaatatca 
attttctttt 
caacaatgaa 
aattattcca 
cagaagtcta 
aactgatcat 
agaaagcaag 
cgcatgcccc 
ccattttgtc 
agagtcaaaa 



L56120 
L56180 
156240 
L56300 
L56360 
L56420 
L56480 
L56540 
L56600 
L56660 
L56720 
L56780 
156840 
L56900 
156960 
L57020 
L57080 
L57140 
L57200 
L57260 
L57320 
L57380 
L57440 
L57500 
L57560 
157620 
157680 
157740 
157800 
157860 
157920 
157980 
158040 
158100 
158160 
158220 
158280 
158340 
158400 
158460 
158520 
158580 
158640 
158700 
158760 
158820 
158880 
158940 
159000 
159060 
159095 



<210> 4 

<211> 415 

<212> PRT 

<213> Homo sapiens 



<400> 4 

Met Glu Asp Leu Cys Val Ala Asn Thr Leu Phe Ala Leu Asn Leu Phe 
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